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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS1: Logarithmic and linear concentration-effect curves for AhR
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS2: Logarithmic and linear concentration-effect curves for AREc32
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Figure DS3: Logarithmic and linear concentration-effect curves for PPARy
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa

IN
il

N
<

=
o

0f=- - B B

r T T
0.0 0.1 0.2 0.3
concentration REFgeq (Kgsed/Lpioassay)

20
10 B

: :
0.0 0.1 0.2 0.3
concentration REFgeq (Kdsed/Lbioassay)

404

t T T
0.0 0.1 0.2 0.3
concentration REFgeq (Ksed/Lbioassay)

401

T T
0.0 0.1 0.2 0.3
concentration REFsey (K9sed/Lbioassay)

% response relative % response relative % response relative

to max. effect of E2

% response relative

to max. effect of E2

to max. effect of E2

to max. effect of E2

ASE_ARK_EG 3 (1)

100 150
L
80 o =
2l 100 &
604. g0 =
@
40 b
B o
av r50 g
20+ vv 8
10 ¥ -
JO - H— PRI L. A Lo
— t T T T
control -3 -2 -1
log concentration REFseq (Kdsed/Lbioassay)
ASE_ARK_EG 3 (2)
100 150
g0 B 3
=] =2
| 2
60§ g
40- g
F50 8
204 3
10 -
0+ -.—--I% 0
i T T T
control -3 -2 -1
log concentration REFseq (KGsed/Lbioassay)
ASE_ARK_Svalbard-HS (1)
100 150
801 § ~
o @
E ;o100 2
60+ i < 90 £
o
40 S
F50 ¢
20 5
10 -
0 ! Ll R - - Rt Fo
— T T T
control -3 -2 -1
log concentration REFseq (K9sed/Lbioassay)
ASE_ARK_Svalbard-HS (2)
100 150
80+ B0 | %
- . -VFL 100 &
60+ @ 90 =
@
40 I
50 8
204 3
10 -
T B
i T
control -3

log concentration REFgeq (Kdsed/Lbioassay)

Aungein 1139 %

Aungein (192 9%

Aungen |82 %

Aungein (192 9%

% response relative % response relative % response relative

% response relative

to max. effect of E2 to max. effect of E2 to max. effect of E2

to max. effect of E2

40+

204

10

T T
0.000 0.012 0.024 0.036
concentration REFeg (Kgsed/Lbioassay)

404
20
10
Or o = 8
F T T
0.00 0.12 0.24 0.36

concentration REFseq (Kgsed/Lbioassay)

-]
40| v .
v
20- v
|
10 A
oga "
0.0 0.1 0.2 0.3

concentration REFgeq (KOseq/Lbioassay)

404
201 o
10 1/'.
Ofpg- 8%
0.0 0.1 0.2 0.3

concentration REFseq (Kgsed/Lpioassay)

S42



Supporting Information

% response relative % response relative % response relative

% response relative

to max. effect of E2 to max. effect of E2 to max. effect of E2

to max. effect of E2

ASE_ARK_Svalbard-RF2 (1)

100 150
80 3
" =
60-. =4
o
40 °
o508
20 H 5
10 ¥ s
0 ! = - -gw i w L0
L T T —
control -3 -2 -1
log concentration REFseq (Kgsed/Lbioassay)
ASE_ARK_Svalbard-RF2 (2)
100 150
80 -
[v]
L oy
60. z
o
40 °
F50 S
20 5
10 F -
0+-8 w-Ba e w-w ¥
it T T T
control -3 -2 -1
log concentration REFseq (Kgsed/Lbioassay)
ASE_ARK_Svalbard-HL1 (1)
100 150
80 -
o
L. [y
60+ s
o
40 °
50 8
20+ al 5
10 ¥ =
[FR - NS ————— L M
— t T T T
control -3 -2 -1
log concentration REFseq (Kgsed/Lbioassay)
ASE_ARK_Svalbard-HL1 (2)
100 150
80 =
@
- . =y
60-. z
@
40- °
pr50 S
201 ¥ i
10 S " -
0+8 e ee e b Lo
it T T T
control -3 -2 -1

log concentration REFgeq (Kgsed/Lbioassay)

Auigein 1122 9%

Aungern (19 o

Aungern (199 %

Angein 12 9%

% response relative % response relative % response relative

% response relative

to max. effect of E2 to max. effect of E2 to max. effect of E2

to max. effect of E2

Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS4: Logarithmic and linear concentration-effect curves for ERa
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Figure DS5: Logarithmic and linear concentration-effect curves for GR

40
20
10
01-g-w—8 8 8
T T
0.00000 0.00022 0.00044 0.00066

concentration REFppys (kppms/Lbioassay)

404
204
10
0-pg-0-—-& = w
T T
0.0000 0.0012 0.0024 0.0036

concentration REFppys (kgppms/Lbioassay)

204

10

0 B = o

I T T T T T
0.00000.00060.00120.00180.00240.00300.0036
concentration REFppys (Kdppms/Lbioassay)

404
20
10
0+-8-8---8 8. o
T T
0.0000 0.0003 0.0006 0.0009

concentration REFppys (kgppms/Lbioassay)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

PDMS_DE_Lisdorf

3
iy
&
@
3
[}
o
2
S
18! B-B-o-o-0.p. 0.5 gn 0
e T —
control -4 -3 2 -1
log concentration REFppys (Kdppms/Lbioassay)
PDMS_DE_Dillingen
120 150
@
=)
2
@
5]
(=]
o
=
S
T S S 0
M T —
control -4 -3 2 -1
log concentration REFppys (kdppus/Lbioassay)
PDMS_DE_Rehlingen
120 150
3
2
2
o
3
o
o
2
s
L T —=
control -4 -3 2 -1
log concentration REFppys (Kgppms/Lbioassay)
PDMS_DE_Mettlach
120 150
1001 o
[}
80- 100 &
he 90 g'
60 s
o
(=]
40| rs0 g
28~ : s
1
04---u-g-u-ug-g-B-g-8-a-g-a-l o
L : T
control -4 -3 2 -1

log concentration REFppys (Kgppms/Loicassay)

Aungern 199 9%

Aungern (19 o

Aungern (19 9%

Aungern (19 o

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

40
20
10
|
ogf-8.--8 - B
; ;
0.000 0.005 0.010 0.015

concentration REFppys (K9ppms/Lpioassay)

404
20
10
0 ‘“ a8 <) 8
T T
0.0000 0.0012 0.0024 0.0036

concentration REFppys (kdppms/Lbioassay)

40

204

10

b T T
0.00 0.01 0.02 0.03
concentration REFppys (K9ppms/Lbioassay)

40
20-
10

0-+f-8-g----8 - 8
00000 00003 00006  0.0009

concentration REFppys (k9ppms/Lbioassay)

S50



Supporting Information

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

PDMS_DE_Schoden

10 :

01-B g-B-o-§-0-8-8-8-8-8-80
— t T T T

control -4 -3 -2 -1

log concentration REFppys (Kgppms/Licassay)

PDMS_DE_Konzerbriick
150

@
o
L
HE S

0+-f----8--8-B-g-g-g )
— . T g
control -4 -3 -2 -1

log concentration REFppys (K9ppms/Lbioassay)

PDMS_DE_Trier

o8 =
— t T T T

control -4 -3 -2 -1
log concentration REFppys (Kgppms/Lbioassay)

-E-I.II 0

PDMS_Solvent Blank
120
1004 Z

150

80+-
604

40 50

10

01-B--or- - - 1o

o B--By-m--00 0
— t T T T
control -4 -3 -2 -1

log concentration REFppys (Kgppms/Lbicassay)

|043U0D O} BAITR[BI |01UOD 0] DANR|RI |0J1UOD O} BANR[R)

|01U0D 0} BANE[BS
Angein (180 9

Aungern 199 9%

Aungern (180 9%

AlgeIA 92 9%

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

Figure DS5: Logarithmic and linear concentration-effect curves for GR

40
20+
10
OF n.g s s
' T T
0.000 0.003 0.006 0.009

concentration REFppys (kppms/Lbioassay)

404

I T T
0.00 0.01 0.02 0.03
concentration REFppys (kgppms/Lbioassay)

40
20
10
O-fog-a—g =
: :
0.0000 0.0006 0.0012 0.0018

concentration REFppws (kgppms/Loioassay)

40

20

10
orl-n ------ Y — S B
0.00 0.02 0.04 0.06

concentration REFppys (kdppms/Loioassay)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

PDMS-AD-BI1
120 150
1001 o
:
20
18!l g-8-8-8-8-f-8-B-g-a-10
controly -4'.5 »3'.5 -2'.5 -15

log concentration REFppys (kgppms/Lbioassay)

PDMS-AD-BI2

150

[N
[= TN
o O
n

@
o
L

r O
S o
T T

r50

10
0+ R N
— t T T T
control  -4.5 -3.5 -2.5 -15
log concentration REFppys (K9ppms/Loioassay)

PDMS-AD-BI3
150
- 100
r50
28~
1
0B g 8-GO g g8 O
k T T T
control  -4.5 -35 -25 -1.5

log concentration REFppys (Kgppms/Lhicassay)

PDMS-SA-BI1
120 150
1004
80+
60;
404 r50
201
) ———- 8--8-8--g 0
1t T T T
control  -4.5 -3.5 -2.5 -1.5

log concentration REFppys (Kgppms/Lbicassay)

10J1U09 0] 8AlR[al |0J1u0d 01 BANeal |011U02 01 BAIe|al

|011U0D 0} BANRaI
AlIgRIA 1132 9%

Aigein 1192 9%

Aungern (199 o

Aungern 199 9%

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

40
201

104w

of-- 2 8 8
0.0000 0.0016 0.0032 0.0048

concentration REFppys (K9ppms/Liicassay)

404
204
10
0 - T g
T T T
0.000 0.005 0.010 0.015 0.020

concentration REFppys (kdppms/Lbioassay)

40

20+

10

orl. - - »
0000 0005 0010 0015 0020

concentration REFppys (K9ppms/Lbioassay)

40
20

10

0 2B - &
0000 0005 0010 0015 0.020

concentration REFppys (Kgppms/Lbioassay)

S51



Supporting Information Figure DS5: Logarithmic and linear concentration-effect curves for GR

PDMS-SA-BI2 PDMS_Blank B6
. 120 150 : : 120 H 150 :
é g é 2 é 2 : é o
s (% 100 = c % 40 s § 100+ = S § 40
o< 8OpE g8 os o< 801 g¥ oL
= O o 3 = O = O bl 3 = O
BE o 52 BE BE 40l 52 BE
$° 404 lso 8 2 g2 $ = 404 i tso 82 3o
5% 28 g8 5% - 28 g8l
25 204 =1 295 25 204 =1 25
g2 10 g2 ofifg-g——u s g2 10 : g2 ofeg-e—8 s
S0 0 B a--0--8--8---8-g-a--a-a-| 0 SO S o 0T8 g--8-8-9-8-8-8-g--a-B8.8 0 SO
° — t T T T < L T T T < — t T T T < r T T
control -4.5 -3.5 -25 -15 0.000 0.005 0.010 0.015 0.020 control -4 -3 -2 -1 0.00 0.02 0.04 0.06
log concentration REFppys (Kgppms/Lbioassay) concentration REFppys (Kgpoms/Lbioassay) log concentration REFppys (kgpoms/Lbioassay) concentration REFppys (Kgppms/Lbioassay)
PDMS_Blank B1 PDMS_Blank B7
. 120 . L 120 150 .
E g 100 E g E g 100 g g
o 1 o 401 =] 1 o 401
8 e 3, o8 s 3 o a g o 5., 22
o< 807 2 es 0L 80 g W.w»lggg: es
£t L F <8 g8 28 BRI L LIRS $8 g8
eg : 55 9%20« eg 85 egzm
82 404 itso 82 8o 3 404 t50 8 & 335
§% : 2Z 55 10 £ ER £510
25 201 : s 2 5 22 %0l g §2
22 1o : 88 olfgs-g-g 8 23 10 238 ofes . gs 8
= % 0+-B 8-f--B.-2-3-B 58 & : =5 = ::q:_) a8 8.3 5.B..8 B =D
< 8 8 +L 0 e @ < 0+-8 & 0 e @
— t T T T < L T T — t T T T < L T T
control -4 -3 -2 -1 0.00 0.02 0.04 0.06 control -4 -3 -2 -1 0.00 0.02 0.04 0.06
log concentration REFppys (kgppms/Lbioassay) concentration REFppys (Kgppms/Lbioassay) log concentration REFppys (kgppms/Lbicassay) concentration REFppys (Kgppms/Lbioassay)
PDMS_Blank B2 PDMS_Blank B8
. 120 150 : : 120 H 150 :
T T T f T
s 31 s e 34 s 3% s s 840
£ 801 +100 8 & o £ 0 £ 801-F- 100 & = o £
2 90 = 9 =l 20 LE... 90 = Q =l
T E g0l o2 ® E & E 6ol o2 B E
§ S 40 t50 8 & 22 10 g5 40 t50 8 & 22 10
© =Z o ] 25 1s)
25 201 §< 23 25 201 §< 23
82 10 ge Or' 8.8 s 82 10 = g2 oe-s--n 8 B
S © 018 A g @ 8 §-8.8.8-8.8|Q S @ ) 0+-8 a--a--8 8-8-8-8-8-§ 0 S @
s o , & , , , s L , , & , , ,
control -4 -3 -2 -1 0.000 0.025 0.050 0.075 control -4 -3 -2 -1 0.000 0.011 0.022 0.033
log concentration REFppys (Kgppms/Lbioassay) concentration REFppys (Kgpoms/Lbioassay) log concentration REFppws (Kgpoms/Lbioassay) concentration REFppys (Kgppms/Lbioassay)
PDMS_BIlank B5 A
. 120 150 . PES
© O ©
£ S | €5 404
2§’ 5, 22%
v < 801 100 & & E=
2T . 90 =g g8
g 60 g © g 201
(3] Q [0}
$ S 404 Fs0 8 & 82 15
5% =g &0
S5 20 3 25
a9 o =)
T T T gereeeeee]
S o 01B = - a. ™ B--& 0 S ©®
S L — : . S ¢ ; :
control -4 -3 2 -1 0.00 0.02 0.04 0.06 ASE
log concentration REFppys (kgppms/Lbioassay) concentration REFppys (Kgppms/Lbioassay)

S52



Supporting Information
ASE_SE_Alsfjarden (1)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

20
041-8 &-8-B--g-B B--f--8i8--8
i T T 5
control -3 -2 -1
log concentration REFgeq (Kgsed/Lbioassay)
ASE_SE_Alsfjarden (2)
Or-g-------- -.---.---.-"I'"I'-"“'I"I"'I’""‘E’lr 0
L=y

t T T T
control -3 -2 -1
log concentration REFseq (Kgsed/Lbioassay)

ASE_SE_Oxundasjon (1)

T
control -3 -2 -1
log concentration REFgeq (Kgsed/Lbioassay)

ASE_SE_Oxundasjon (2)

T
control -3 2 -1
log concentration REFgeq (KGsed/Lbioassay)

150

150

|01U0D O} BANR[R) |0J1U0D O} BANE[I |0J1UOD O} BANR[R)

|04U0D O] BANE[BI

Aungern 199 9%

Aungern (19 o

Aungern 199 9%

Aungern 199 9%

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

Figure DS5: Logarithmic and linear concentration-effect curves for GR

IN
<

N
o
1

=
o

oot

b T T
0.00 0.03 0.06 0.09
concentration REFseg (Kdsed/Lioassay)

I
<

N
o
1

=
o

Or

t T T
0.00 0.05 0.10 0.15
concentration REFeq (Kdseq/Lbioassay)

40
20+
10
R - o L
, ,
0.000 0.006 0.012 0.018

concentration REFgeq (Kgsed/Lbioassay)

404
20
10
0 = B : B
T T
0.000 0.012 0.024 0.036

concentration REFseq (Kdsed/Lbioassay)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

ASE_SE_Nordmalingsfjarden (1)

120 T 150
100 i
40- it 50
20 :
10 >
ol s 5gog-B 588
— T T T
control -3 -2 -1

log concentration REFseq (KGsed/Lbioassay)

|0J3U0D 0} N[

Auiiqern 1199 9%

ASE_SE_Nordmalingsfjarden (2)

150

O--B---------- §--g---8--0--8--B-- g--B--
— t T T
control -3 -2 -1

log concentration REFgeq (Kgsed/Lbioassay)

ASE_SE_Klara Sj6 (1)

0-g----rrgre-g-- g m--@--w-a-w -8 0
— t T T T
control -3 -2 -1

log concentration REFseq (Kgsed/Lbioassay)

ASE_SE_Klara Sj6 (2)

018 PSS
=t T T T
control -3 -2 -1

log concentration REFge (Kdseq/Lbioassay)

|043U0D 0} BAITR[BI |0J1U0D O] DANE[S)

|01U0D O} BANE[BI

Aungein (192 9%

AunqeIA (192 9%

Aungern 119 o

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

40

T T T
0.0 0.1 0.2 0.3
concentration REFgeq (Kgsed/Lbioassay)

401

204
10
Or' = 8 f
k T T
0.00 0.03 0.06 0.09

concentration REFseq (Kgsed/Lbioassay)

40|
20+
10

or' o =

0.00 0.03 0.06 0.09

concentration REFseq (Kseq/Lbioassay)

401

201
10
Or 88 B B
f T T
0.00 0.03 0.06 0.09

concentration REFgeq (Kgsed/Lbioassay)

S53



Logarithmic and linear concentration-effect curves for GR

Figure DS5

Supporting Information

@

ASE_ARK_EG 3

_N4 (1)

ASE_ARK_N4

150

T T
o o o o
< [

& |

2UOSBYIBWEXAP JO 1033
‘Xew 0} dAIe|a) asuodsal o

% cell viability
relative to control

T

<

auoseylawexap Jo 1994
Xeuw 0} aAle|al asuodsal o,

]

T
o ooo
N~

0.3

T
0.2
concentration REFseg (Kdsed/Lbioassay)

0.1

Lo
[S)

control

T T
o o o
< SRS

0

rl

L
0.0

0.3

0.2

0.1

UOSEL}WEXAP JO 103}
"Xew 0} aAlie|al asuodsal o,

% cell viability
relative to control

--I---l---l--l---l--l---l---l)F 0

-
control

100

0
204

10

01-B--r-rerrnB L

SUOSEBUIBWEXAP JO 109D
"Xeuw 0} aAle[a1 asuodsal o,

log concentration REFseq (KGsed/Lbioassay)

concentration REFgeq (Kgsed/Lbioassay)

log concentration REFgeq (Kgsed/Lbioassay)

@

ASE_ARK_EG 3

_N4(2)

ASE_ARK_N4

T T
o o o o
< SR

& |

0.3

T
0.2
concentration REFgeq (Kgsed/Lbioassay)

T

0.1

k
0.0

SUOSEBUIBWEXAP JO 10343
"Xew 0} 9Ale|al asuodsal o

% cell viability
relative to control

T
o o o o o o
m @ © < N~

o
!
¥ >
8
8 la 8
(-}
L. a
)
] ]
2
k 2
JRES
o
o 3
i
o
o
IIVQ_un
2
* 8
[ <
@
(5]
1§
S o
m| Eo
Hmm
o (8]

aUOSEBUIBWEXAP JO 1099
"Xeuw 0} aAle[as asuodsal o,

0.3

Y
I+
g
4
o S
2
]
<
K
Lo &
° <
o
2
B
o ]
.-
° 8
o g
5
5 g
rvOO
T T 5
o o o o e ©
< N -

SUOSBUIBWEXIP JO 10343
"Xew 0} aAle|a) asuodsal o

% cell viability
relative to control
o (o)
n (=]
a S

L L

BB - .l...l..l---l-.‘:)'_o

log concentration REFseq (Kdsed/Lbioassay)

control

T T T T
o (=} (=] o o
N o~

100
8
6
4

SUOSEBUIBWEXSP JO 103D
"Xeuw 0} aAle[aI asuodsal o,

-HS (1)

ASE_ARK_Svalbard

@)

ASE_ARK_EG 1+2

2
S
© 2
o S
k<
]
-1
o
B @
ro o
c =
o
Q
R
g i
n
9 o
LS <
c 8
= g
5
ol ° 3
-] SIS
T T S o
o o o o S

< IS

2UOSBYIBWEXAP JO 103D
‘Xew 0} dAIe|a) asuodsal o

% cell viability
relative to control

o
L —_~
By
3
..l—..vl M
[}
L a
]
o ]
3
a =2}
Lov X
o [
o &
o
o

@
g [®c
]
* s
e <
o}
(%)
‘55
° 0o
m | EOD
Hmm

o

100

T T T
o o o

T
o oo
@ ©o < N~

aUOSBYIBWEX3P JO 109149

Xew 0} aAlre|al asuodsal o

T T
o o o
< ISR

2UOSBYIaWEXAP JO 103D

concentration REFseg (Ksed/Lbioassay)

"Xew 0} dAle[al asuodsal o

% cell viability
relative to control

o oo
I} 753 o
- = e} o
i | I
[ =
3
8 la g
(-]
o s
-
C =]
3
@ >
Lon X
d T
P 3
w
P w
['4
AR
n ®
=
E €
@
o
4 c
58
-Hmmd
ISEEe]
— —
o 9 o o ooco °
g ® © ¥ «=

auoseylawexap Jo 10949

‘Xew 0] aAlelal asuodsal %

-HS (2)

ASE_ARK_Svalbard

)

ASE_ARK_EG 1+2

™« ~
S 7
3
a @
o
5
-
=
B
Loy &
° <
o
I3
2
om w
o &
© 8
o ©
=
o 5]
Q
| c
% 1o 2
T T
) o o o e ©
< ISR

SUOSEBUIBWEXIP JO 103}

‘Xeuw 01 aAle|al asuodsal %

% cell viability
relative to control

o
o o
= e} o
| I -
S
b
.-Vdm
o 3
)
r %
3
- 2
g [OV=
o
P &
L
f W
24
Lo o
e
. 8
L <
@
(5]
£ c
° 3
-A_vm%
ISge]
—
o o o o ooco °
S ® & ¥ «+

BUOSBLIWEX3P JO 1081

‘Xeuw 0] aAle|al asuodsal o

0.15

T T
o o (=] o
< N -

BUOSBLIWEXSP JO 1081

k
0.00

T
0.10

T
0.05

concentration REFeq (Kdseq/Lbioassay)

"Xew 0} aAle[al asuodsal %

% cell viability
relative to control

.

log concentration REFgeq (Kgsed/Lbioassay)

T
<

auoseylaWEXap JO 19948

T
o ooo
N~

control

‘Xew 0] aAle[al asuodsal %

S54



Supporting Information

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

ASE_ARK_Svalbard-RF2 (1)

100 150
20
10 :
o+-@ g8 8- &--8--8 :',0
i T T —=
control -3 -2 -1
log concentration REFgeq (Kgsed/Lbioassay)
ASE_ARK_Svalbard-RF2 (2)
100 150
20
10 :
o+-@ 8--8-g--a-@-g-8--B-8-a-im o
it T T T
control -3 -2 -1

log concentration REFseq (Kgsed/Lbioassay)

ASE_ARK_Svalbard-HL1 (1)

100 150
20
10
o+-8 -8 8 &--8--8-8i8
— t T T T
control -3 -2 -1

log concentration REFseq (Kdsed/Lbioassay)

ASE_ARK_Svalbard-HL1 (2)

204

-I---I------I---zn% 0
T

control -3 -2 -1
log concentration REFgeq (K9sed/Lbioassay)

|04U02 0] BANE[SI |011UOD 0] BAR|RI |0J1UOD O} BANR[R)

|0J1U0D O} BANRR)

Aungern 199 9%

Aungern (19 o

AuqeIA (192 %

Aungern 199 9

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

Figure DS5: Logarithmic and linear concentration-effect curves for GR

ASE_ARK_Svalbard-HL2 (1)
T 150

40

I T T
0.00 0.05 0.10 0.15
concentration REFseg (Kdsed/Lioassay)

404

20

10

t T T
0.00 0.05 0.10 0.15
concentration REFeq (Kdseq/Lbioassay)

40

20

10

OT------J --------- . R -

f T T
0.00 0.05 0.10 0.15
concentration REFeq (Kgseq/Lbioassay)

40

204

10

T T
0.00 0.05 0.10 0.15
concentration REFseg (K9sed/Lbioassay)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

100
20
10 :
o+ o 8--g--8--8--g--g--g-w
— t T T T
control -3 -2 -1

log concentration REFseq (Kdsed/Lbioassay)

ASE_ARK_Svalbard-HL2 (2)

100

201

10
o8 o--§-8--8--B-g-8-B-g-8
— t T T T
control -3 -2 -1

log concentration REF ey (kgsed/Lbioassay)

i o

T 150

ASE_ARK_Svalbard-KF4 (1)

100 150
40+
50
20
10
0B g g g 8--g- 88
— t T T T
control -3 -2 -1

log concentration REFgeq (Kgsed/Lbioassay)

ASE_ARK_Svalbard-KF4 (2)

100 150
804
601 %
401
r50
20
10 P
o+ o8- f--u--8-u-B-Bia
— t T T T
control -3 -2 -1

log concentration REFseq (Kdsed/Lbioassay)

101Ju0d 0] BAleal 10JJU0d 0] BAe|al |011U0J 0] BAe|al

1013U0D 0} BAIE|BI

Aungern (19 9%

Aungern (19 o

Aungern (129 o

Auicein 1132 9%

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of dexamethasone effect of dexamethasone effect of dexamethasone

effect of dexamethasone

40

r T T
0.0 0.1 0.2 0.3
concentration REFgeq (Kgsed/Loioassay)

40

20
10
OF

r T T
0.0 0.1 0.2 03
concentration REFseq (Kgsed/Lbioassay)

40

20

10

f T T
0.0 0.1 0.2 0.3
concentration REFeq (Kdsed/Lbioassay)

40

204

10

I T T
0.00 0.05 0.10 0.15
concentration REFsey (Kgseq/Lbioassay)

S55



Logarithmic and linear concentration-effect curves for GR

Figure DS5

Supporting Information

ASE_AUS_Brisbane River

-WLH (1)

ASE_ARK_Svalbard

T T
(=] o O o
< N -

BUOSBUIAWEX3P JO 1089

r

0.00

T

0.06

T

0.03

"Xew 0} aAle[al asuodsal 9,

% cell viability
relative to control

0.09

concentration REFgeq (Kgsed/Lbioassay)

o
n
—
|
B
Lo
)
F o
I
=3
c
o
o o
N
-
auosey)aWwexap Jo 1999
Xew 0} aAle|al asuodsal o
«
o
ua}
LN
o
o,
bl
[
o
d
& o
: : % o
o o o o
< N —
auoseylaLWEXap JO 19949
"Xew 0} aAlie|al asuodsal o,
% cell viability
relative to control
o
n o
— n o
. S
]
Bl
=
o
o
-] '
(1
F e
J
-
°
; -] A_v k<
T i T 38

100
8
6

T
o o o oo
N

< —

SUOSEBUIBWEXAP JO 109D
"Xeuw 0} aAle[a1 asuodsal o,

log concentration REFseq (KGsed/Lbioassay)

concentration REFgeq (Kgsed/Lbioassay)

log concentration REFgeq (Kgsed/Lbioassay)

ASE_AUS Daintree River

-WLH (2)

ASE_ARK_Svalbard

T T
o o o o
< N -

BUOSBLIDWEXSP JO 10843

"Xeuw 0] aAire|al asuodsal o

% cell viability
relative to control

T

0.2

T

0.1

L

0.0

T

-1

log concentration REF e (Kdsed/Lbioassay)

T

-2

(=}
n o
— [Te) o
!
[
-]
o,
[
&
n
1
o I-A_w
T T T T T
o ©O O O O ooo
N O ®© © < o
— -

BUOSBIBWEX3P JO 10919

‘Xeuwl 0] aAle|al asuodsal o,

T T
o o (=] o
< N -

BUOSBLIWEXSP JO 10810

"Xew 0} aAle[al asuodsal %,

0.3

concentration REFeq (Kdseq/Lbioassay)

-3

control

0.3

0.2
concentration REFeq (Kdseq/Lbioassay)

0.1

L2
S}

% cell viability
relative to control
o
n o
- n o
L !
7]
b
:
=
L]
o
o
. )
ap
po-e
m
o
S
ind w | E
T i T T 3
o o o o ooo
m. © ©o < N~

auoseylawWEXap JO 10848

‘Xew 0] aAle|al asuodsal %

log concentration REFseq (Kgsed/Lbioassay)

ASE_DE_Marina

ASE_AUS_Gladstone Harbor

-]
T T

T

0.012

T

0.006

o o O o
< N -

BUOSBUIBWEX3P JO 1081

"Xew 0} aAle[al asuodsal 9,

% cell viability
relative to control

o]

T

-1

log concentration REFseq (Kgsed/Lbioassay)

T

-2

T

-3

L

o
N
—

UOSBLIBWEXSP JO 10840

T
ooo
N~

Xeuw 0} aAle|al asuodsal o

T T
o o o o
< SRS

r

auoselIaLWexap JO 10818
"Xew 0} aAle[al asuodsal 9,

% cell viability
relative to control

o
N
—

SUOSEBUIBWEXAP JO 109D
"Xeuw 0} aAle[as asuodsal o,

L
0.00

0.018

concentration REFseq (Kseq/Lbioassay)

0.000

control

0.10 0.15

0.05

control

concentration REFgeq (Kgsed/Lbioassay)

log concentration REFgeq (Kgsed/Lbioassay)

ASE_DE_Saarbriicken

pe River

ASE_AUS_Callio

T T

(=} © o o

< N -

2UOSBUIDWEX3P JO 1083
"Xew 0} aAe[al asuodsal %,

% cell viability
relative to control

T

-1

log concentration REFeg (K9sed/Lbioassay)

T

-2

885
T

=]

L

T t T T
o O O o o
u o ®© © <

T
ooo
N

aUOSEBUIBWEXAP JO 1098
‘Xeuwl 0] aAlle|al asuodsal o

T T
o o (=]
< N -

BUOSBLIWEXSP JO 1081
"Xew 0} aAle[al asuodsal %

% cell viability
relative to control
O

33

o
n o
- — wn o
1 1 1
5q w
: B
B
@
B
bl
@
8
.'v
B
b
8]
T T T T T +
o o o O o [olele)
N o W © < N
- —

auoseylaWEXap JO 19940
"Xeuw 0} aAe[a1 asuodsal o,

®
8
s 3
2
@
o
3
)
-]
N
NI
re o
S
o
]
]
w
1E
o
Fo <
E
©
E=]
<
]
o ¢
S ©
S o
IS

-3

control

concentration REFeq (Kdseq/Lbioassay)

log concentration REFeq (Kgsed/Lbioassay)

control

S56



T

0.024

T

0.012

° S o o
¥ & 2
auoseyIBLEXSP JO 10848

"Xeuw 0} aAle|al asuodsal o,

% cell viability
relative to control

ASE_DE_Mettlach

o]

T
[elele)
SRS

T T T T
o © O o o
u o ®© © <

auOoSEBIaWEXaP JO 1099
Xew 0} aAne|al asuodsal o,

Logarithmic and linear concentration-effect curves for GR

Figure DS5

) S o o
< N —
BUOSBUIaWEX3P JO 1089

Xew 0} aAe[al asuodsal o,

% cell viability
relative to control

150

[ole)
O o
19

L L

gen

ASE_DE_Valklin

o
T
o
o
—

120

SUOSEBLISWEXIP JO 109}
"Xew 0} 9Ale|a1 asuodsal 9,

Supporting Information

0.036

concentration REFgeq (Kgsed/Lbioassay)

0.000

control

0.09

0.03 0.06
concentration REFgeg (Kgsed/Lbioassay)

0.00

control

log concentration REF e (Kdseq/Lbioassay)

log concentration REFseq (Kgsed/Lbioassay)

ASE_DE_Schoden

ASE_DE_ Lisdorf

T T
(=} o O o
< N —

2UOSBUIDWEX3P JO 1083

"Xeuw 0} aAe[al asuodsal %,

% cell viability
relative to control

-]

o
~N
I

o O o o
o ®© © <

T t T T

T
ooo
N

BUOSBLIDWEX3P JO 10813

‘Xeuwl 0] aAle|al asuodsal o

0.09

concentration REFseq (Kgsed/Lbioassay)

818

-]
T T

(=} o O o
< N

2UOSBLIDWEX3P JO 1083

‘Xeuw 0] aAlre|al asuodsal o

150

% cell viability
relative to control

O
£ 2 o
a
.V
.m
-]
=]
g
m]
0
m
m]
-
o m
§8 888K

auoseylaWeEXap JO 1094

‘Xew 0] aAlje[al asuodsal %

control

0.024 0.036
concentration REFseq (Kgsed/Lbioassay)

0.012

0.000

log concentration REF ey (K3sed/Lbioassay)

log concentration REFgeq (Kgsed/Lbioassay)

ASE_DE_Konzerbriick

gen

ASE_DE_Dillin

T T
o o O o
< N -

BUOSBUIBWEX3P JO 1081
"Xew 0} aAle[al asuodsal 9,

150

% cell viability
relative to control

o
N
—

UOSBLIBWEXSP JO 10840

Xeuw 0} aAle|al asuodsal o

T T
o o o o
< SRS

auoselIaLWexap JO 10818

"Xew 0} aAle[al asuodsal 9,

% cell viability
relative to control
Qo
mg
L

s
Qe
&
T

120

o
T
o
o ®© © <
-

SUOSEBUIBWEXAP JO 109D

‘Xew 0] aAle[al asuodsal %

0.10 0.15
concentration REFseq (Kseq/Lbioassay)

0.05

0.00

control

0.10 0.15
concentration REFgeq (Kgsed/Lbioassay)

0.05

0.00

-0.5

-15

log concentration REFseq (Kdsed/Lbioassay)

log concentration REFseq (Kgsed/Lbioassay)

ASE_DE_Trier

gen

ASE_DE_Rehlin

(=} © o o
< N -

2UOSBUIDWEX3P JO 1083

"Xew 0} aAe[al asuodsal %,

% cell viability
relative to control

o
N
—

T t T T
o O O o
© <

T
ooo
N

BUOSBLIDWEX3P JO 10813

‘Xeuwl 0] aAlle|al asuodsal o

8 g-f-8-f
T
3

=]

T T
(=} © o o
< N —

2UOSBLIDWEXSP JO 10813

"Xeuw 0] aAle|al asuodsal o

0.09

concentration REFgeq (Kgsed/Lbioassay)

control

0.15

concentration REFgeq (Kgsed/Lbioassay)

control

% cell viability
relative to control
8 o
19 n o
-
o
®
[
w
®
"
s
|_
=
u
w
|
o

SUOSBUIBWEXSP JO 109D

‘Xew 0] aAlle[al asuodsal %

log concentration REFeg (K9sed/Lbioassay)

log concentration REFgeq (Kgsed/Lbioassay)

S57



Logarithmic and linear concentration-effect curves for GR

Figure DS5

Supporting Information

ASE_Blank 5

ASE_Blank 1

T T
o o o o
< N -

auoseLIaLWEXap JO 10819

Xew 0} aAlfe|al asuodsal o,

% cell viability
relative to control

2UOSeIDWEXSP JO 10813

Q =1
o) o5 o
— = [re) (=]
L L
Dnmm
oo:t [
L
L
-
o
o
o
b .
: g |
L [
O oémin -H
A A —
© © 9 o o coo
N © ® © § A
- —

Xeuw 0} aAle|al asuodsal o

T T
o o
< N

auoseIaLWeXap JO 10818

10

0 r-I---"----------'---------"---"----I------
I

"Xew 0} aAlie|al asuodsal o,

150

% cell viability
relative to control
O

38

— Te] o

o

T

-1
log concentration REFseq (Kdsed/Lbioassay)

T

T

-3

120

T
o
o ®© © <
-

SUOSEBUIBWEXAP JO 109D

‘Xew 0] aAle[al asuodsal %

0.3

0.2
concentration REFgeq (Kgsed/Loioassay)

0.1

=
)

-0.5

-15

-2.5
log concentration REFseq (Kdsed/Lbioassay)

-3.5

control

0.24

concentration REFgeq (Kgsed/Lbioassay)

2

control

ASE_Blank 6

ASE_Blank 2

) S o
< N —
BUOSBLIDWEXSP JO 10843

o

"Xeuw 0] aAire|al asuodsal o

% cell viability
relative to control

BUOSBIBWEX3P JO 10919

o

D Q

~ rel (=)

v
b
]
0
L b
=
a
|
b
]
a
b
O moimin .-H
T T T T

o 9 9 9 9 oo

N © ® © ¥ «A

- -

‘Xeuwl 0] aAle|al asuodsal o,

T T
o o (=]
< N -

BUOSBLIWEXSP JO 10810

o

g |

"Xew 0} aAle[al asuodsal %,

150

% cell viability
relative to control

So

S o

=2 rol o
L L

o
bé
b

f T T T

T

T

-3
log concentration REFseq (Kgsed/Lbioassay)

120

T
o O o o
0864
l

auoseylawWEXap JO 10848

‘Xew 0] aAle|al asuodsal %

0.3

0.2
concentration REFeq (Kdseq/Lbioassay)

0.1

=
S

-0.5

-15

-2.5
log concentration REF e (Kdsed/Lbioassay)

-3.5

control

0.24

0.16
concentration REFeq (Kdseq/Lbioassay)

2

control

ASE_Blank 7

ASE_Blank 3

T T
o o o o
< N -

auOSeLIaLWEXaP JO 10813

Xew 0} aAlfe|al asuodsal o,

2UOSEIDWEXIP JO 1083

% cell viability
relative to control
o O
n 0% o
— — n o
L |
H b
o L
< s
o 8 [
p! e
o b
id :
gd b
o i
L
0 mol I-A_v
T T T T
o O O O O OO
N O O © < o«
- —

Xew 0} aAle|al asuodsal o

T T
(=] o o
< N -

BUOSBUIaWEX3P JO 1081

o

'l

Xew 0} aAe[al asuodsal o,

% cell viability
relative to control
3 88 o
- — n o
L L
.Dm L
= B L
: [
d
o m =
of b o
: E
[a}i= o
g 8
: o
b -A_v
— T
o O O O O oo
N O 0 © < N
- -

SUOSEBLIBWEXIP JO 1094

‘Xew 01 aAle[al asuodsal %

0.3

0.2
concentration REFgeq (Kgsed/Lbioassay)

0.1

=
)

-1.5 -0.5

-2.5
log concentration REFseq (Kdsed/Lbioassay)

-3.5

control

0.16 0.24
concentration REFeq (Kseg/Lioassay)

0.08

0.00

2

-3
log concentration REFseq (KGsed/Lbioassay)

control

ASE_Blank 8

ASE_Blank 4

T T
o o (=] o
< N -

BUOSBLIDWEXSP JO 10813

"Xeuw 0] aAire|al asuodsal o

% cell viability
relative to control
o O
B St o
— - Te) o
L L
o n
: o
[
n
c
-}
r
0 moim m
— T
o O O O O OO
N O 0O © < N«
- -

aUOSBYIBWEX3P JO 109149

"Xeuwl 0] aAle|al asuodsal o,

T T
o o (=] o
< N -

BUOSBLIWEXSP JO 1081

"Xew 0} aAle[al asuodsal %

% cell viability
relative to control

auoseylaWEXap JO 19948

‘Xew 0] aAle[al asuodsal %

T

-3

0.3

0.2
concentration REFeq (Kdseq/Lbioassay)

0.1

=
[S)

T
3
log concentration REFgeq (Kgsed/Lbioassay)

control

0.16 0.24
concentration REFeq (Kdseq/Lbioassay)

0.08

0.00

T
2

log concentration REFgeq (Kgsed/Lbioassay)

control

S58



Supporting Information

% response relative to max.

effect of dexamethasone

1004

[e°]

o

7
oo o

ASE_Blank 9

0-+@ 88 g--g--B--a-B-0--w
— t T T T
control -3 -2 -1

log concentration REFseq (Kdsed/Lbioassay)

1013U0D 0} BAIE|BI

Aungern 1199 o

% response relative to max.

effect of dexamethasone

Figure DS5: Logarithmic and linear concentration-effect curves for GR

404
20|
10
or.= - o
0.0 01 02 0.3

concentration REFgeq (Kgsed/Lbioassay)

% response relative to max.

effect of dexamethasone

120
1004

0]

o

;
omom o

ASE_Blank 10

o
o

0 ! - 8--g--8--8--B--0---g--8.
— t T T T
control -3 -2 -1

log concentration REFseq (Kdsed/Lbioassay)

H
O
38

T
a1
o

1023U0D 0} BAIE|BI

Aungern 1199 %

% response relative to max.

effect of dexamethasone

404
20
10
B
or B - B,
0.0 0.1 0.2 0.3

concentration REFgeq (Kgsed/Lbioassay)

S59



Supporting Information

PDMS_SE_Aléfjarden

100 150
< o
€ c
B % e 100 ?%‘
() N=T1r sanef
29 60«.%.... .. 790 ¥
o £ ©
o =
S S 404 °
25 %0 g
gg 204 3
= T . s-ssie8|g
> L — ; ;

control -4 -3 -2 -1

log concentration REFppus (K9ppms/Lbioassay)

PDMS_SE_Oxundasjon

150

40

204

60--

|013U0D O} BAIE[BI

10
0

effect of promegestone

% response relative to max.

control

] a Y
L — . :
-4 -3 2 -1

log concentration REFppus (K9ppms/Lbioassay)

100

PDMS_SE_Nordmalingsfjarden
150

80+

404

204
10

604:

|01U0D O} BAE[B)

effect of promegestone

0

% response relative to max.

T
control -4 -3 -2 -1

=t T T

ro

log concentration REFppus (K9ppms/Lbioassay)

PDMS_SE_Klara Sjo

204
10

,
i

O

38

,
o
o

|013U0D O} BANE[BI

Aungen (199 %

0

% response relative to max.
effect of promegestone

control

g §-2-10
— t T T T
-4 3 2 1

log concentration REFppus (K9ppms/Lbioassay)

Aungern (199 %

Aungein (199 o

Aungern (199 %

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of promegestone effect of promegestone effect of promegestone

effect of promegestone

Figure DS6: Logarithmic and linear concentration-effect curves for PR

204

10

. :
0.004 0.008
concentration REFppws (k8ppms/Loicassay)

0.000 0.012

404
204
10
0-1of-g-----g o &
T T
0.0000 0.0005 0.0010 0.0015

concentration REFppys (kgppms/Lbioassay)

204

10

r T T
0.000 0.008 0.016
concentration REFppws (kgppms/Loioassay)

0.024

204
10

T T
0.000 0.004 0.008 0.012
concentration REFppys (Kdppms/Lbioassay)

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

PDMS_ARK_N4
100 150
2
S 804 3
e 3
S 604! g
- of
S 404 S
° 20 % 5
& 10 <
S 048 s e o
L T T
control -4 -3 2 -1
log concentration REFppys (Kdppms/Lbioassay)
PDMS_ARK_EG 1+2
100 150
2
S 80q¢° 3
3 o
g 60<.§.... 8
S 404 a
5 0 %0 S
& 10 <
® 0lg-—g-g-8-8-8 U S
— t T T T
control -4 -3 -2 -1
log concentration REFppus (Kdppms/Lbioassay)
PDMS_ARK_EG 3
100 150
2
S 80q0 3
7] o o o =
@ = =~ R — Bt 8
2 60«.% ...... B vuererenaeranenansns S I~ SR 188 =
£ 2
S 404 o
5 %0 3
5 20 =
2 10 -
o 0+-8 B 2--i--8--8---8--a to
e B T T
control -4 -3 -2 -1
log concentration REFppus (K9ppms/Lbioassay)
PDMS_ARK_Svalbard-HS
100 150
2
S 809° B 3
2 o
] . 100 &
2 604 90 =
£ i
5 404 g
B %0 5
5 204 3
2 10 -
<) 0-+-8 o &--5--8 8--8 = -1 Lo
M T A
control -4 -3 -2 -1

log concentration REFppys (Kgppms/Lbioassay)

Angein (190 %

Aungen (199 %

Aungern (199 9%

Aungern (192 %

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of promegestone effect of promegestone effect of promegestone

effect of promegestone

OT‘- 8—a e

r T T
0.00 0.02 0.04 0.06
concentration REFppys (Kgppms/Lbioassay)

t T T
0.000 0.015 0.030 0.045
concentration REFppys (Kgppms/Licassay)

204

10

. ;
0.02 0.04 0.06
concentration REFppys (Kgppms/Lbioassay)

0.00

40
20

10

Or- 2 a8 L

0.(;00 0.(;05 0.610 0.015

concentration REFppus (Kgppms/Lbioassay)

S60



Supporting Information Figure DS6: Logarithmic and linear concentration-effect curves for PR

PDMS_ARK_Svalbard-RF2 PDMS_ARK_Svalbard-WLH
é 150 é é 100 : 150 é
E 2 €2 40l £ 2 : €2 40l
s 3 8, o2 e 5, 22
o 0 w100 8 v o 0 o 100 8 & 0
= - 90 £ 3 28 = - 790 £ 8 23
8 £ 2= S e (o= 2= S &
25 40l 8 < S 5 204 25 4] 8= S 5 204
Q2 Q o o 2 Q o &
25 0 s2 25 10 25 0 s2 25 10
S5 204 s< S35 S5 204 s< S35
22 10 = o9 » ) a9 10 = ] — a
[iE= o= 0 & & = : (] o= 0
: [} 0 B a-5--8--8--8-g 3 '0 ; [} : 4] o 8 a a--8--8 1= o. '0 ; ()
> L — . . = } . . s e — = : :
control -4 -3 2 -1 0.000 0.004 0.008 0.012 control -4 -3 2 -1 0.000 0.001 0.002 0.003
log concentration REFppus (K9ppms/Lbioassay) concentration REFppys (Kgppms/Loioassay) log concentration REFppus (Kdppms/Lbioassay) concentration REFpps (Kgpoms/Lbioassay)
PDMS_ARK_Svalbard-HL1 PDMS_AUS_Gladstone Harbor
. 100 150 . . 100 : 150 .
£ £ 2 Ee ' Ee
e g 8074 oo CR 3. 22 2 g 8 3. 22
00 = B.8.m.q..B.0 geepemreye e 100 8 S 0 0 v 3 . g 8 ° 9
2 D e04.E R R DRy O %0 2 8 zZ2 Z 2 604 £ zZD
S £ 0 °= S £ S £ °= e
29 4o 3 < o S 204 29 4 3 < D S 204
g5 lso 8 & g2 g5 407 g8 o &
2% S = 25 10 2% S = 25 10
S5 207 g< g3 S5 204 < 235
gL 10 - 2L o@in..B 2L 10 > - 2L 0 B8 s L}
o ole 88 8.5 -8--5._8_§ Lo =@ f = T 04w 8--8--8-0--8-§--0.8.8 Lo = ©
> R . : > | . : = L . - = : :
control -4 -3 -2 -1 0.00 0.02 0.04 0.06 control -4 -3 -2 -1 0.000 0.005 0.010 0.015
log concentration REFppus (kdpoms/Lbioassay) concentration REFppys (Kgppms/Lbioassay) log concentration REFppws (kgpoms/Lbicassay) concentration REFppws (Kdppms/Lbioassay)
PDMS_ARK_Svalbard-HL2 PDMS_AUS_Calliope River
é 100 150 é ?é 100 : 150 é
(] [} (o] B Q
E5 sod - E § 40 E5 8o - £ § 40
25 D o 24 24 3 o 22
29 . o > v g 28 . 100 8 & R
Z § 607 <3 23 Z g 601.E. 790 £ 8 23
= e = S & 8 £ 2= S
29 40 3 g. 2 S 204 Lo 40 S E. 2 S 204
o Q o 2 o 2 Q o S
2% (50 g2 25 10 2% (S0 g2 25 10
$£ 10 o= O0fgme--8 & B 8L 10 : e O B---8 B &
: <) 0-+-8 =1 B B--5--8 Lo : () ‘\; (4] 0-+-8 8- @B-- §-8--8--8-g--0 1] Lo ; I3}
= L — . . > . . S e . - = : ,
control -4 -3 2 -1 0.00 0.02 0.04 0.06 control -4 -3 2 -1 0.000 0.004 0.008 0.012
log concentration REFppys (Kgppms/Lioassay) concentration REFppys (Kgppms/Lbioassay) log concentration REFpps (kdppms/Loioassay) concentration REFppws (Kdppms/Lbioassay)
PDMS_ARK_Svalbard-KF4 PDMS_AUS_Brisbane River
: 150 . . 100 —1 150 .
¥ Zs ¥ = ¥
c c 4 = < 4
e g g, =329 e 2 801 g, =2:2%
0o 100 & & 0O 00 . F100 & & 00
23 0 < g = =g 607 %0 < 8 28
= 32 B e &g 32 3 2
[Cle) g =< O S 204 Lo 404 og. O S 204
o S a2 o S o o g o S
25 g %0 s2 2% 10 2% 50 ‘;’é—’: 2% 10
RS + 8L 0-me-g g 8 $e 10 g 2L 0tma-o. B
: 3] 0+-8 8--g--B--g a-m--g--8--8 Lo : [} \; (5} 0+-8 5--3 o 8-:8 Lo ; [}
s L . = = : , S L . . = . .
control -4 -3 -2 -1 0.000 0.002 0.004 0.006 control -4 -3 -2 -1 0.000 0.007 0.014 0.021
log concentration REFppus (Kgppms/Lbioassay) concentration REFppus (Kgpoms/Lbioassay) log concentration REFppys (Kgppms/Lbicassay) concentration REFppws (Kdppms/Lbioassay)

S61



Supporting Information

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of promegestone

effect of promegestone

effect of promegestone

effect of promegestone

PDMS_AUS_Daintree River

100 150
80
604" 289
40
r50
201
10
o 8
0 : . ro
i+ T T T
control -4 -3 -2 -1

log concentration REFppus (K9ppms/Lbioassay)

PDMS_DE_Marina
150

60--
40

204
10

0-1-8 2--5--8--8

Y T —
control -4 -3 -2 -1
log concentration REFppus (K9ppms/Lbioassay)

PDMS_DE_Saarbriicken

100 150
80
604" 289
40
r50
201
10 :
04-8 P s-8-8-8.8i8-g-8.],
1t T T v
control -4 -3 -2 -1

log concentration REFppus (K9ppms/Lbioassay)

PDMS_DE_Vaélklingen

204
10 :
HL]
0+-8 g.-0.@p . m_8_08 I: Lo
— t T T T
control -4 -3 -2 -1

log concentration REFppus (K9ppms/Lbioassay)

|01U0D O} BAE[B) |013U0D O} BAIE[BI |01U0D O] BAIE[R)

|013U0D O} BANE[BI
Anjigein 189 9%

Aungern (199 %

Aungein (199 o

Aungern (199 %

% response relative to max. % response relative to max. % response relative to max.

% response relative to max.

effect of promegestone effect of promegestone effect of promegestone

effect of promegestone
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Figure DS7: Logarithmic and linear concentration-effect curves for AR
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Figure DS7: Logarithmic and linear concentration-effect curves for AR
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