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11 Fig. I — Absolute abundance of left) bacterial phyla developed in the anaerobic reactors operating at 4, 8 and 15 °C;

12 right) bacterial phyla in the raw wastewater (substrate).
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15 Fig II. —Significance of the differences between the top100 sequenced genera in the 4°C reactor replicates and the

16 wastewater (White’s non-parametric t-test); D1, 2 the 4°C reactors, D24 the WW sample.



= D24 1 D3 95% confidence intervals == 024 D4 959% confidence intervals

'
Unclassified Unassigned B—— o | < le-15 Unclassified Clostridiales [ 1 o < le-15
Unclassified Bacteroidaceae ; o < 1e-15 Unelassified Unassigned Bl— o < 1eas
Methanosaeta E ot 3 <1e1s = : e <1615
Bifidobacterium F== L Eleds Unclassified MLE1-12 =0 - <leas
540231 | e <105 FEREe— —— 3 B
Unclassified Porphyromonadaceae Bey o < 1e1s SHD-231 r— . o S lads
Unclassified Conexibacteraceae [y : o =< le-15 - = 1 ey S
Unclassified Bacteria By (<] < le-15 B i
Mpeissainid 4000 R I 1 Unasd THCOROOS520 P R e
Methanosarcina f——om-=— =] | < lels o ! 3
¢ = [ | < le1s Unclassified BAODS == 1 o < le-15
WeHB1-05 P . Ta By Methanosarcina f———0 [r=t) 1 = 1e-15
Unclassified Caldilineaceae P ! o <1le1s L : A = 2= : 185
Unclassified Clostridiales == : = < le-1s WCHE1-05 [—— 5 = <1le15
Unclassified Bactersidales l—y =] % < 1e-15 Unclassified Caldilineaceae = 1 Ll <1le15
Unclassified Peptostreptococcacene B e = 1le15 Unclassified Solibacterales bee—og o1 ] < le-15
Unclassified OPBA1 b—ry o ' <1e1s Unclassified Galellales by 101 1 <le1s
Phenylobacterium == ! < 1e-15 Unclassified Peptostreptococcaceae [ ! - < le-15
78 b =] : < le-1s Unclassified OPBA1 ——y o : <1e15
Trichococcus F== . <1le1s Phenylobacterium F== | e <le1s
Devosia F= e < le-1s Devosia e <1le-15
Fusibacter =20 (. = le-15 Paludibacter ey ot [l < 1le-15
Unelassified SB-1 = o <1leas Nitrospira [ e <1le15
Unclassified envOPS12 == : . =1le1S Unclassified Thermoleophilia l—g W < 1e-15
Unclassified MLE1-12 == - = le-15 Fusibacter [ b <1e1s
Nitrospira [ L o Trichocaccus [ Y <1le1s
Unclassified TSCOR003-020 == [ - =< le-15
Unclassified Planococcaceae b— a < le1s Uncliseirad pRrc11 ] et Sis=
ik oreiss e ~m, 35 Desuomicrabium =3 ‘. <1015
Unclassified SHA-58 [ " m fnaqs Unclassified RBO46 — o <leds
Acetobacterium = ] <1e1s Dasiifomoniié ] Siels
Flavobacterium = B s i Unclassified Betaproteobacteria [ . <lels
Unclassified PRR-11 b— o | < 1e-15 Unclassified SHA-98 = e < le-15
Unclassified Anaeralinaceae k= E <1le1s Acetobacterium [ L <lel5
Desulfomicrabium B : '~ < 1e-15 Desulfobacca = ''m <1e15
Desulfemanile [ |- <1e15 Unclassified Bacteroidales o (0 <1le1s
Unclassified SHA-20 ko (=T < le-15 Flavobacterium b5 o, < le-15
Bacillus (o a <1leas Unclassified EIlin6529 =X <leas
Unclassified Betaprotecbactes L] = le1s Unclassified Anaerolinaceae | ol < le-15
Unclassified Myxococcales = (=] : <1le1s Unclassified Planococcaceae al <1e15
Paracoceus i m <1eas e a! 222615
Unclassified SHA-26 (5 2 =le-1S Bifidobacterium BN, o : 4.55e-15
Desulfobacca MW |- < le1s Unclassified Y52 | o, 149013
Unclassified Solibacterales ko @ <1le1s Unclassified envoPs12 B Tl Sigoeas
R cibacoar b = =115 Unclassified Elusimicrobiales by al 296613
Unclassified Elusimicrobiales 5 o ' < le-15 Dechloromanas [ m 4.668-13
Unclassified Coxiellaceae B ) <1leas 3 '
unclassified Y52 by a < 1le1s Unclessified S8 1 f 200y
Zocgiotalm = St Unclassified OPBS6 b 354612
Unciassmen Comamenaaacese B = i  Unclassified Coxielaceae B 566012
Thiobacillus B ‘s 101e15 Unclassified Syntraphorhabdaceae [ 841012
Unclassified Rhodocyclaceae [ - 485015 Unclassified SHA124 & 510e11
Unclassified Syntrophorhabdaceae @ - 1.77e-13 Unclassified Rhodocyclaceae @ 7.14e-11
ulld b ol 3.89e-12 5 Unclassified SHA-26 i 2.21e-10 "3‘
Azospirillum b o 5.46e-12 £ Zoogloea [ 2.62e-10 5
Methylosinus b a: 1.07e-11 EE_ Azaspirillum i 8.26e-10 §
Unclassified GCAOG4 F= | - 1.46e11 ; Thicbacillus [ 13009 3
Methylomonas b o 211e11 Unclassified Sphingobacteriales Bey 25009 3
Unclassified Rhizobiales i o 57411 & Bacillus | 3848 &
Unclassified Ruminococcaceae by al 851e11 Turicibacter b 4.75e-9
Unclassified Clostridiaceae b c:: 3.94e-10 Desulfococeys B 57308
Sallionetia § =y 1.32e-0 Coprococcus 2.29e-8
umas:;‘::'is‘ I::’ 5::: : 2 :_‘;:‘:'_Z Unclassified Desulfobacteraceae f 257e8
Paludibacter |y ol a51e-8 Pelosinus b Gty
g Unclassified Porphyromonadaceae fly 31808
Unclassified 5)a-15 @ - 6.88e-9
2 ! Unclassified Clostridiaceae |y 3.34e-8
Unclassified Veillonellaceae § q 1.84e-8 Hydrogenophags 9 44508
Unclassified EIlNG529 § a 3.78e-8 A
Bactercides [iey 1| 5.04e-8 Syntrophomonas by A 2.14e-7
Unclassified 220 § = J14e.8 Unelassified SHA-20 | =) s.07e-7
Dechioromonas P - o.06e-8 Crenothrix 9 71187
Unclassified Methylococcaceae | ;. 1.30e-7 SMBS53 b o 9.02e-7
Unclassified Christensenellaceae P - 1.62e-7 uL14 b o 1.30e-6
Unclassified WCHB1-41 § Q 1.08e-6 Clostridium |y o 1.60e-6
Unclassified Thermoleophilia b o 1.57e-6 Propionivibrio P 's 197e6
Unclassified Caulobacteraceae § d 6.59e-6 Unclassified MSBLY | q 4.30e-6
Pseudomonas j d[ 8.39e-6 Rhodoplanes Q 7.80e-6
Anaerovorax I a 1.30e-5 Unclassified Rhizobiales | o 141e5
Unclassified RBO46 b qQ 2.28e-5 Thauera b o 1.76e-5
Pelosinus | o 2.33e-5 Unclassified Veillonellaceae § d 183e5
Unclassified Nitrosomonadaceae P - 5.32e-5 Unclassified Acetobacteraceae |y D: 2.01e5
Unclassified Spirochaetaceae | P 6.27e-5 Unclassified Victivallaceae § a 64765
vadinCA02 6.52e-5
Allochrematium : 3 8.31e-5 - 2 Jodes
3 Unclassified [Pedosphaerales] a 9.16e-5
Unclassified Anaerolineae | ° B8.56e-5 "
Unclassified Gaiellales o 9.546.5 ~ Methylosinus 4 138e-4
PeB3 | Y . Unclassified Pirellulaceae j q 171e4
Hydrogenophaga | 4 Seacacs Treponema j q 171e-d
Methytotenera | P S Ba Unclassified Synirophaceac b a 3.40e-4
Unclassified Rhodobacteraceae a 1.35¢-4 Unclassified Xanthomonadaceae b o 4.12e-4
Unclassified [Pedosphaerales] j o 5.50e-4 Unclassified Z20 | ] 5.35e-4.
Unclassified Methylophilales | S 92404 PSB-M-3 | 4 5354
Unclassified Acetobacteraceae | q 9.26e4 Unclassified Ws1 | q 5.35e-4
Unclassified Desulfobacteraceae | Q 1.03e-3 Unclassified WCHB1-41 § Q 1.05e-3
Treponema a 1.03e-3 Allochromatium § o 1.09e-3
Desulfobulbus b o 1.22e3 Arcobacter | d 1.10e-3
sMB53 | =3 1.67e-3 Unclassified Methylococcaceae b 1.86e-3
Unclassified Marinilablaceae [, iOi: 18383 Planctomyces b Eil 1.94e-3
unclassified WS1 | =) 2.01e-3 Gallionella | q 2.08e:3
Unclassified LD1-PB3 | ® 274e3 Unclassified Caulobacteraceae | [] 2.62e-3
Syperophus | 4 40083 Methylotenera =) 4.59e-3
Planctomyces § ] hiaged Unclassified Methylophilales. j ) 49483
Glesbergeria & o 49763 Methylomanas | Q 8.13e3
Propionivibri - 5.85e-3 4
Unclassified OM27 | [} 8.13e.3
Desulfococcus | - 5.85e-3
Unclassified OM27 | ) 7.952-3 Syntrophis) s L il
Unclassified SHA-124 § S 87163 Deslifesponanis K 13 ooy
U i Sadi il 3 i Unclassified Nitrosomonadaceae P E. 0.011
Unclassified Lachnospiraceae m 0.027 Unclassified Mariniizblaceae Y - 0020
Unclassified TSBWOS | a 0.031 unclassified GCA0DS B ] 0.033
Syntrophobacter | o 0.045 Unclassified Ellin515 | o 0.040
oo 127 -io =5 o 5 10 oo T2 8 -6 -4 2z 0 2 4 & 8 10
17 Proportion (%) Difference between proportions (%) Praportion (%) Difference between proportions (%)

18 Fig III. —Significance of the differences between the top100 sequenced genera developed in the 8°C reactor replicates

19 and the wastewater (White’s non-parametric t-test); D3, 4 the 8°C reactors, D24 the WW sample.
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