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1,70E+06 2,29E+06 2,28E+06 1,85E+06 0,00E+00 4,13E+05 2,42E+05 2,80E+05 3,85E+05 5,35E+05 >tr|A0A099G7H8|A0A099G7H8_9RHOB Paracoccus sanguinis 2-isopropylmalate synthase 0 8,3775 6,91E+07 6 1 1 1 16 3,5 56,191 A0A099G7H8;A0A238X8S7;A0A1H9YGF5;A0A1H8FKE2;A0A1V0GP27;A0A1N6NBV7;A0A1L9BR35;A0A1I2ZFP2;A0A1G5JBD7;A0A1E4EWJ4;A0A0D6TDH4;A0A2A2GPQ8;A0A1W6CUA2;A0A1G9N0Y2;A0A099EV88;A0A1H2R1X2A0A099G7H8;A0A238X8S7;A0A1H9YGF5;A0A1H8FKE2;A0A1V0GP27;A0A1N6NBV7;A0A1L9BR35;A0A1I2ZFP2;A0A1G5JBD7;A0A1E4EWJ4;A0A0D6TDH4;A0A2A2GPQ8;A0A1W6CUA2;A0A1G9N0Y2;A0A099EV88;A0A1H2R1X20 -1,21 0,00010

1,85E+06 1,95E+06 1,62E+06 1,42E+06 1,73E+06 3,05E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1G5GDR1|A0A1G5GDR1_9RHOB Paracoccus tibetensis TRAP-type mannitol/chloroaromatic compound transport system, substrate-binding protein0 12,736 6,08E+07 6 1 1 1 3 5,3 39,661 A0A1G5GDR1;A0A1G7GGS0;A0A099EWH2A0A1G5GDR1;A0A1G7GGS0;A0A099EWH2 1 3,84 0,34674

2,12E+08 2,20E+08 1,77E+08 1,77E+08 1,66E+08 4,03E+05 4,31E+05 3,36E+05 3,85E+05 5,61E+05 >tr|Q9F0P2|Q9F0P2_PARDE Paracoccus denitrificans S(+)-beta-hydroxybutyryl CoA dehydrogenase 0,0083612 5,9068 5,20E+07 4 1 1 1 15 5,2 31,918 Q9F0P2;A1B545;A0A238UMU8;A0A1X7LCM5;A0A1W6CXA3;A0A1N6TKC8;A0A1K1VVH2;A0A1I5B354;A0A1I3A415;A0A0V0Q6B4;A0A0V0PZG0;A0A099GHF1;A0A099G3N3;A0A099F0K4;A0A099EWI3Q9F0P2;A1B545;A0A238UMU8;A0A1X7LCM5;A0A1W6CXA3;A0A1N6TKC8;A0A1K1VVH2;A0A1I5B354;A0A1I3A415;A0A0V0Q6B4;A0A0V0PZG0;A0A099GHF1;A0A099G3N3;A0A099F0K4;A0A099EWI32 -0,41 0,00000

9,85E+07 1,07E+08 9,28E+07 1,24E+08 7,12E+07 5,18E+05 6,04E+05 1,49E+05 0,00E+00 2,34E+05 >tr|A0A0D6T8P5|A0A0D6T8P5_9RHOB Paracoccus sp. 228 Catalase 0 6,2834 5,08E+07 2 1 1 1 6 3,1 55,062 A0A0D6T8P5;Q1QPY3;A0A1N6WL40;A0A1K1W5P3;A0A0V0Q6J5;A0A099EXG5A0A0D6T8P5;Q1QPY3;A0A1N6WL40;A0A1K1W5P3;A0A0V0Q6J5;A0A099EXG53 -1,09 0,02906

7,06E+07 7,80E+07 7,76E+07 1,03E+08 4,33E+07 0,00E+00 6,05E+04 0,00E+00 4,20E+04 0,00E+00 >tr|A0A1X7LEU8|A0A1X7LEU8_9RHOB Paracoccus sp. J56 Chaperone protein ClpB 0 14,216 2,65E+07 6 2 1 1 51 4 95,707 A0A1X7LEU8;A0A2A2GI38;A0A1G9M6A0;A1AY35;A0A2D2BZ03;A0A1W6CWC5;A0A1V0GSB0;A0A1N6WRW9;A0A1K2AXZ0;A0A1I5GM46;A0A1I3BCJ5;A0A1H3C660;A0A099GJA2;A0A099FJM8;A0A099EZH0;S5XJ88;A0A1H6N3V2;A0A0D6TC51;A0A099F298;A0A1L9BTC6;A0A1G5IKH5;A0A2H5F2N1;A0A1E4EVG7;A0A2G1YT41;A0A2E3CJ61;A0A2D8WX33;A0A239PT39;A0A238W549;A0A1N7LPX1;A0A1I0GGW6;A0A1H8HYZ5;A0A0V0PZP0;A0A1W9GSL6;A0A177QER2;A0A1W9ITD0;A0A0S4LAA7;A0A1W9G961;A0A1W9GL41;A0A0S4LL51;A0A256WUI6;A0A1M7GBE7;Q1QQC9;A3WRQ1;A0A1V4I2I7;A0A1Q3KBP1;A0A1M3CCB6;A0A1G6V8Q5;Q3SV35;A0A0V0PXD7;A0A099FMR8;A1B984A0A1X7LEU8;A0A2A2GI38;A0A1G9M6A0;A1AY35;A0A2D2BZ03;A0A1W6CWC5;A0A1V0GSB0;A0A1N6WRW9;A0A1K2AXZ0;A0A1I5GM46;A0A1I3BCJ5;A0A1H3C660;A0A099GJA2;A0A099FJM8;A0A099EZH0;S5XJ88;A0A1H6N3V2;A0A0D6TC51;A0A099F298;A0A1L9BTC6;A0A1G5IKH5;A0A2H5F2N1;A0A1E4EVG7;A0A2G1YT41;A0A2E3CJ61;A0A2D8WX33;A0A239PT39;A0A238W549;A0A1N7LPX1;A0A1I0GGW6;A0A1H8HYZ5;A0A0V0PZP0;A0A1W9GSL6;A0A177QER2;A0A1W9ITD0;A0A0S4LAA7;A0A1W9G961;A0A1W9GL41;A0A0S4LL51;A0A256WUI6;A0A1M7GBE7;Q1QQC9;A3WRQ1;A0A1V4I2I7;A0A1Q3KBP1;A0A1M3CCB6;A0A1G6V8Q5;Q3SV35;A0A0V0PXD7;A0A099FMR8;A1B9844 1,99 #ZAHL!

2,97E+07 3,73E+07 3,53E+07 3,46E+07 3,64E+07 3,66E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1N7KVF7|A0A1N7KVF7_9RHOB Paracoccus saliphilus Fructose-bisphosphate aldolase 0,0068966 5,98 3,45E+07 1 1 1 1 25 3,6 32,617 A0A1N7KVF7;A0A2H5EWT5;A0A2E3CF29;A0A239PQU0;A0A1I0F889;A0A1H8KMT8;S5XL78;A1B3C0;A0A2A2GHZ0;A0A1X7HXA3;A0A1W6CU79;A0A1N6N7Q8;A0A1M7D1W1;A0A1K1U4I4;A0A1I5CGA6;A0A1I2YVF5;A0A1H6KWY1;A0A1G9EVD8;A0A1G7F5M6;A0A0V0Q3T0;A0A099GCE5;A0A099FP26;A0A099FFJ2;A0A099F038;A0A0D6TFH7A0A1N7KVF7;A0A2H5EWT5;A0A2E3CF29;A0A239PQU0;A0A1I0F889;A0A1H8KMT8;S5XL78;A1B3C0;A0A2A2GHZ0;A0A1X7HXA3;A0A1W6CU79;A0A1N6N7Q8;A0A1M7D1W1;A0A1K1U4I4;A0A1I5CGA6;A0A1I2YVF5;A0A1H6KWY1;A0A1G9EVD8;A0A1G7F5M6;A0A0V0Q3T0;A0A099GCE5;A0A099FP26;A0A099FFJ2;A0A099F038;A0A0D6TFH75 5,95 #ZAHL!

6,37E+07 6,79E+07 6,21E+07 4,45E+07 3,77E+07 1,18E+06 1,24E+06 2,71E+05 0,00E+00 7,07E+05 >tr|A1BAE3|A1BAE3_PARDP Paracoccus denitrificans (strain Pd 1222) Phosphoglucomutase/phosphomannomutase alpha/beta/alpha domain I0 6,9005 2,32E+08 9 1 1 1 22 2,2 57,236 A1BAE3;A0A2H5F2B3;A0A1X7JH60;A0A1N6N2R0;A0A1K2B4U1;A0A1I5D9F0;A0A1I2XGX4;A0A1G6WLN2;A0A0V0Q1A8;A0A099FK39;A0A099F0D1;B1Y0P7;A0A2D2BYQ9;A0A1V0GSC3;A0A099FAF8;A0A1H2YFY4;A0A099GI37;A0A1M7J5N2;A0A1H6MSB1;A0A2A2GLA2;A0A1G9C8M9;S5XV75A1BAE3;A0A2H5F2B3;A0A1X7JH60;A0A1N6N2R0;A0A1K2B4U1;A0A1I5D9F0;A0A1I2XGX4;A0A1G6WLN2;A0A0V0Q1A8;A0A099FK39;A0A099F0D1;B1Y0P7;A0A2D2BYQ9;A0A1V0GSC3;A0A099FAF8;A0A1H2YFY4;A0A099GI37;A0A1M7J5N2;A0A1H6MSB1;A0A2A2GLA2;A0A1G9C8M9;S5XV756 0,35 0,02395

2,97E+07 4,29E+07 4,06E+07 3,49E+07 2,03E+07 3,10E+05 3,68E+05 0,00E+00 1,05E+05 0,00E+00 >tr|A0A099F0Z1|A0A099F0Z1_9RHOB Paracoccus halophilus Nitrous-oxide reductase 0 11,933 4,84E+07 6 1 1 1 1 3,3 70,349 A0A099F0Z1 A0A099F0Z1 7 0,55 #ZAHL!

1,77E+06 2,50E+06 1,95E+06 2,17E+06 1,48E+06 0,00E+00 1,65E+06 1,15E+06 1,43E+06 1,53E+06 >tr|A0A0C9Q3D7|A0A0C9Q3D7_9BACT Candidatus Brocadia sinica JPN1 ATP-dependent Clp protease ATP-binding subunit 0 7,5307 3,40E+08 8 1 1 1 85 3,5 41,193 A0A0C9Q3D7;A3WZB4;A0A177QJU2;A0A1V6M3L3;A0A136LUM4;A0A0M2UV90;D8P9Y2;A0A256WSB6;A0A1W9J2H3;A0A1W9IPX7;A0A1W9HE75;A0A1W9GDY0;A0A1W9G5E7;A0A1W1I3C6;A0A1W1HUM1;A0A136K700;A0A0S4LE37;A0A0S4L5V4;A0A0S4KSA4;A0A0K2G6R0;Q1PWN7;A0A1I0I6M0;A1B1H7;A0A2H5F3L4;A0A2G1YWZ4;A0A2D8X1A9;A0A2A2GLL2;A0A239PNH8;A0A238WUB1;A0A1X7JP44;A0A1W6D0H2;A0A1V0GNT4;A0A1N7KRU8;A0A1N6T4Z3;A0A1M7ENW6;A0A1L9BQ49;A0A1K2C247;A0A1I5G178;A0A1I2ZEF7;A0A1H8DVW7;A0A1H6L930;A0A1G9JAL5;A0A1G6XZC0;A0A1G5I9B6;A0A1E4EQJ6;A0A0V0Q750;A0A0D6TGF8;A0A099GJ28;A0A099F662;A0A099F120;S5XZ08;A0A099FHI7;A0A1W1I8Y8;Q3SRD3;Q1QL77;B1Y6H2;A0A1V4HZT4;A0A1Q3JVM5;A0A1M3CKP2;F9ZHA1;F8GKG1;A0A285C105;A0A1N6JAA2;A0A1I4CD64;A0A1I2ETF1;A0A1H9ZWS3;A0A1H9PZX8;A0A1H8RN93;A0A1H8HYB6;A0A1H5SZU1;A0A0S3AFY7;Q82Y56;Q0AJI3;A0A1I7I741;A0A1H9Y4V0;A0A1G4W9Y7;A0A1I4MVS6;A0A1I4L3X0;A0A1I3LVR3;A0A1H3NGU8;A0A1H3LKT4;A0A1H3HSS7;A0A1G7ZQG9;A0A0F7KF57;A0A1G5SE48A0A0C9Q3D7;A3WZB4;A0A177QJU2;A0A1V6M3L3;A0A136LUM4;A0A0M2UV90;D8P9Y2;A0A256WSB6;A0A1W9J2H3;A0A1W9IPX7;A0A1W9HE75;A0A1W9GDY0;A0A1W9G5E7;A0A1W1I3C6;A0A1W1HUM1;A0A136K700;A0A0S4LE37;A0A0S4L5V4;A0A0S4KSA4;A0A0K2G6R0;Q1PWN7;A0A1I0I6M0;A1B1H7;A0A2H5F3L4;A0A2G1YWZ4;A0A2D8X1A9;A0A2A2GLL2;A0A239PNH8;A0A238WUB1;A0A1X7JP44;A0A1W6D0H2;A0A1V0GNT4;A0A1N7KRU8;A0A1N6T4Z3;A0A1M7ENW6;A0A1L9BQ49;A0A1K2C247;A0A1I5G178;A0A1I2ZEF7;A0A1H8DVW7;A0A1H6L930;A0A1G9JAL5;A0A1G6XZC0;A0A1G5I9B6;A0A1E4EQJ6;A0A0V0Q750;A0A0D6TGF8;A0A099GJ28;A0A099F662;A0A099F120;S5XZ08;A0A099FHI7;A0A1W1I8Y8;Q3SRD3;Q1QL77;B1Y6H2;A0A1V4HZT4;A0A1Q3JVM5;A0A1M3CKP2;F9ZHA1;F8GKG1;A0A285C105;A0A1N6JAA2;A0A1I4CD64;A0A1I2ETF1;A0A1H9ZWS3;A0A1H9PZX8;A0A1H8RN93;A0A1H8HYB6;A0A1H5SZU1;A0A0S3AFY7;Q82Y56;Q0AJI3;A0A1I7I741;A0A1H9Y4V0;A0A1G4W9Y7;A0A1I4MVS6;A0A1I4L3X0;A0A1I3LVR3;A0A1H3NGU8;A0A1H3LKT4;A0A1H3HSS7;A0A1G7ZQG9;A0A0F7KF57;A0A1G5SE488 1,08 #ZAHL!

9,00E+05 9,88E+05 9,51E+05 7,30E+05 9,13E+05 5,21E+05 6,07E+05 4,99E+05 6,48E+05 7,95E+05 >tr|S5XZ67|S5XZ67_PARAH Paracoccus aminophilus JCM 7686 Alanine racemase 0 11,284 7,78E+07 1 1 1 1 13 2,3 41,812 S5XZ67;A0A2H5EVV5;A0A2D2C3C2;A0A1X7KBI2;A0A1V0GWE6;A0A1N7M2U6;A0A1N6N3X7;A0A1K1TN71;A0A1I5G785;A0A1G7FAU7;A0A099FJF8;A0A099F1D5;A0A1H8MPF0S5XZ67;A0A2H5EVV5;A0A2D2C3C2;A0A1X7KBI2;A0A1V0GWE6;A0A1N7M2U6;A0A1N6N3X7;A0A1K1TN71;A0A1I5G785;A0A1G7FAU7;A0A099FJF8;A0A099F1D5;A0A1H8MPF09 -1,58 0,00000

6,42E+06 7,90E+06 6,92E+06 8,69E+06 4,89E+06 0,00E+00 6,13E+05 1,32E+06 1,48E+06 5,53E+05 >tr|S5XKS6|S5XKS6_PARAH Paracoccus aminophilus JCM 7686 Glyceraldehyde-3-phosphate dehydrogenase 0 6,5647 1,42E+08 6 1 1 1 31 4,5 35,873 S5XKS6;Q9X7H5;A1BAI5;A0A2G1Z1V9;A0A2E3CHT6;A0A2D8WWA4;A0A238XC22;A0A1X7KVW0;A0A1W6D0J6;A0A1V0GPF9;A0A1N7MC44;A0A1N6PUP1;A0A1M7DHN1;A0A1L9BQE0;A0A1K2C8F6;A0A1I5FBR6;A0A1I2XFH5;A0A1I0C2I7;A0A1H8L0U6;A0A1H6K6U7;A0A1H2SES2;A0A1G5D5C9;A0A1E4EVX9;A0A0V0Q0Y6;A0A0D6TGY1;A0A099GJF8;A0A099FDB0;A0A099F2S4;A0A099F1G3;A0A2A2GHZ6;A0A1G9DL68S5XKS6;Q9X7H5;A1BAI5;A0A2G1Z1V9;A0A2E3CHT6;A0A2D8WWA4;A0A238XC22;A0A1X7KVW0;A0A1W6D0J6;A0A1V0GPF9;A0A1N7MC44;A0A1N6PUP1;A0A1M7DHN1;A0A1L9BQE0;A0A1K2C8F6;A0A1I5FBR6;A0A1I2XFH5;A0A1I0C2I7;A0A1H8L0U6;A0A1H6K6U7;A0A1H2SES2;A0A1G5D5C9;A0A1E4EVX9;A0A0V0Q0Y6;A0A0D6TGY1;A0A099GJF8;A0A099FDB0;A0A099F2S4;A0A099F1G3;A0A2A2GHZ6;A0A1G9DL6810 -0,18 #ZAHL!

3,65E+07 4,77E+07 0,00E+00 4,84E+07 0,00E+00 6,31E+05 5,28E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A099F3C6|A0A099F3C6_9RHOB Paracoccus halophilus Phosphoribosylaminoimidazole-succinocarboxamide synthase0,0069085 5,9849 5,37E+07 5 1 1 1 1 4,3 28,646 A0A099F3C6 A0A099F3C6 11 1,52 #ZAHL!

2,21E+06 2,39E+06 1,48E+06 3,02E+06 1,54E+06 0,00E+00 0,00E+00 1,34E+06 1,21E+06 1,34E+06 >tr|A0A2G1Z1T8|A0A2G1Z1T8_9RHOB Paracoccus sp. Phosphoenolpyruvate carboxykinase (ATP) 0 8,7974 9,35E+07 1 1 1 1 28 1,7 58,148 A0A2G1Z1T8;A0A2E3CHV8;A0A2D8WZM3;A0A239PSD4;A0A238UMW2;A0A1N7NZZ6;A0A1L9BQQ2;A0A1I0IEB3;A0A1H8G649;A0A1G5J8S7;A0A1E4ER34;A0A0D6TDJ4;A0A099GLJ8;A0A099GD44;A0A099FGE2;S5XKK8;A1B5Z2;A0A1X7IQE7;A0A1V0GPM0;A0A1K2ABF1;A0A1I5FI12;A0A1I2XCH6;A0A1G6SK39;A0A0V0Q0S1;A0A099FIY4;A0A099F3D7;A0A1Q3K7R1;A0A1G9E3W6A0A2G1Z1T8;A0A2E3CHV8;A0A2D8WZM3;A0A239PSD4;A0A238UMW2;A0A1N7NZZ6;A0A1L9BQQ2;A0A1I0IEB3;A0A1H8G649;A0A1G5J8S7;A0A1E4ER34;A0A0D6TDJ4;A0A099GLJ8;A0A099GD44;A0A099FGE2;S5XKK8;A1B5Z2;A0A1X7IQE7;A0A1V0GPM0;A0A1K2ABF1;A0A1I5FI12;A0A1I2XCH6;A0A1G6SK39;A0A0V0Q0S1;A0A099FIY4;A0A099F3D7;A0A1Q3K7R1;A0A1G9E3W612 #ZAHL! #ZAHL!

2,53E+06 1,94E+06 2,42E+06 4,29E+06 1,76E+06 1,85E+05 1,88E+05 1,96E+05 2,60E+05 4,40E+05 >tr|S5YR51|S5YR51_PARAH Paracoccus aminophilus JCM 7686 Acetyl-CoA C-acetyltransferase 0 11,08 2,49E+07 6 1 1 1 28 4,5 42,136 S5YR51;A1B610;A0A2H5EYQ2;A0A2D2BW04;A0A239PNJ7;A0A238WU80;A0A1X7IRJ8;A0A1W6CYH3;A0A1V0GPT7;A0A1N7JTW8;A0A1N6PMH8;A0A1M7D0L8;A0A1L9BV36;A0A1K2AD95;A0A1I5FI30;A0A1I2XB78;A0A1I0EBU5;A0A1H8M9C1;A0A1H6KYI1;A0A1G7DK46;A0A1G5C0T0;A0A1E4EQF3;A0A0V0Q140;A0A0D6TAH0;A0A099GJK6;A0A099FH29;A0A099F3Q8;A0A099F3G8S5YR51;A1B610;A0A2H5EYQ2;A0A2D2BW04;A0A239PNJ7;A0A238WU80;A0A1X7IRJ8;A0A1W6CYH3;A0A1V0GPT7;A0A1N7JTW8;A0A1N6PMH8;A0A1M7D0L8;A0A1L9BV36;A0A1K2AD95;A0A1I5FI30;A0A1I2XB78;A0A1I0EBU5;A0A1H8M9C1;A0A1H6KYI1;A0A1G7DK46;A0A1G5C0T0;A0A1E4EQF3;A0A0V0Q140;A0A0D6TAH0;A0A099GJK6;A0A099FH29;A0A099F3Q8;A0A099F3G813 -3,47 #ZAHL!

0,00E+00 3,05E+06 5,18E+06 3,03E+06 1,30E+06 3,67E+07 2,66E+07 1,06E+07 1,74E+07 1,79E+07 >tr|A0A1Q3K2W6|A0A1Q3K2W6_9BRAD Nitrobacter sp. 62-13 30S ribosomal protein S7 0 49,068 1,07E+09 12 1 1 1 37 10,3 14,161 A0A1Q3K2W6;A0A1M3CB42;S5YYH7;Q3SSX0;Q1QN34;A3WVR4;A1B022;A0A2H5EY98;A0A2G1Z005;A0A2D8WXM8;A0A2A2GFQ8;A0A239Q1V0;A0A238UNE0;A0A1X7LK15;A0A1W6CUP8;A0A1V4I0Y0;A0A1V0GR70;A0A1N7N4H3;A0A1N6ZGX2;A0A1M7JEL5;A0A1L9BTZ6;A0A1K2FAP5;A0A1I5LEW7;A0A1I3EQW5;A0A1I0FV43;A0A1H8MTD7;A0A1H6NCJ0;A0A1G9N8W3;A0A1G7H7R8;A0A1G5IXA9;A0A1E4ERU6;A0A0V0PVM0;A0A0D6T9F7;A0A099GB07;A0A099FIY2;A0A099FER4;A0A099F565A0A1Q3K2W6;A0A1M3CB42;S5YYH7;Q3SSX0;Q1QN34;A3WVR4;A1B022;A0A2H5EY98;A0A2G1Z005;A0A2D8WXM8;A0A2A2GFQ8;A0A239Q1V0;A0A238UNE0;A0A1X7LK15;A0A1W6CUP8;A0A1V4I0Y0;A0A1V0GR70;A0A1N7N4H3;A0A1N6ZGX2;A0A1M7JEL5;A0A1L9BTZ6;A0A1K2FAP5;A0A1I5LEW7;A0A1I3EQW5;A0A1I0FV43;A0A1H8MTD7;A0A1H6NCJ0;A0A1G9N8W3;A0A1G7H7R8;A0A1G5IXA9;A0A1E4ERU6;A0A0V0PVM0;A0A0D6T9F7;A0A099GB07;A0A099FIY2;A0A099FER4;A0A099F56515 -0,06 0,00126

3,39E+06 4,36E+06 3,58E+06 4,59E+06 2,33E+06 2,73E+07 2,76E+07 1,15E+07 2,45E+07 7,08E+06 >tr|S5XY54|S5XY54_PARAH Paracoccus aminophilus JCM 7686 30S ribosomal protein S10 0 16,491 8,08E+08 37 1 1 1 33 16,7 11,627 S5XY54;Q3SSW7;Q1QN31;A3WVR9;A1B026;A0A2H5EYT5;A0A2G1Z2Z4;A0A2A2GIZ8;A0A239Q390;A0A238UNF6;A0A1X7KHW0;A0A1V4HZR6;A0A1V0GR78;A0A1N7N4A9;A0A1N6XGE7;A0A1M7I566;A0A1M3CB81;A0A1L9BVN9;A0A1K2BTR0;A0A1I2XS45;A0A1I0IHD8;A0A1H8LZG7;A0A1H6MP52;A0A1G9MVA9;A0A1G6W0S4;A0A1G5J9G5;A0A1E4ESG0;A0A0V0Q2G0;A0A0D6TDT5;A0A099G741;A0A099FJ65;A0A099FER0;A0A099F603S5XY54;Q3SSW7;Q1QN31;A3WVR9;A1B026;A0A2H5EYT5;A0A2G1Z2Z4;A0A2A2GIZ8;A0A239Q390;A0A238UNF6;A0A1X7KHW0;A0A1V4HZR6;A0A1V0GR78;A0A1N7N4A9;A0A1N6XGE7;A0A1M7I566;A0A1M3CB81;A0A1L9BVN9;A0A1K2BTR0;A0A1I2XS45;A0A1I0IHD8;A0A1H8LZG7;A0A1H6MP52;A0A1G9MVA9;A0A1G6W0S4;A0A1G5J9G5;A0A1E4ESG0;A0A0V0Q2G0;A0A0D6TDT5;A0A099G741;A0A099FJ65;A0A099FER0;A0A099F60316 -0,62 0,00187

1,36E+06 8,23E+05 4,86E+05 1,34E+06 7,62E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A3WSH0|A3WSH0_9BRAD Nitrobacter sp. Nb-311A Dihydroxy-acid dehydratase 0 9,2967 3,16E+07 4 1 1 1 31 2,7 63,891 A3WSH0;S5YFZ1;A1B673;A0A2H5F014;A0A2G1Z1U2;A0A2E3CKX9;A0A2D8WZ79;A0A239PM90;A0A238VZP0;A0A1X7KVX5;A0A1N7N5C3;A0A1N6PHS7;A0A1L9BQZ0;A0A1K2AKV5;A0A1I5FDM7;A0A1I2Z3Y1;A0A1I0A6L8;A0A1H8JFR7;A0A1G6X7A5;A0A1G5GMI3;A0A1E4EWB2;A0A0V0Q2J9;A0A0D6TDN5;A0A099F612;Q1QRS7;A0A1Q3KA50;Q3SW60;A0A1V4I2U4;A0A1M3CLF1;A0A2D2C6M2;A0A1V0GME9A3WSH0;S5YFZ1;A1B673;A0A2H5F014;A0A2G1Z1U2;A0A2E3CKX9;A0A2D8WZ79;A0A239PM90;A0A238VZP0;A0A1X7KVX5;A0A1N7N5C3;A0A1N6PHS7;A0A1L9BQZ0;A0A1K2AKV5;A0A1I5FDM7;A0A1I2Z3Y1;A0A1I0A6L8;A0A1H8JFR7;A0A1G6X7A5;A0A1G5GMI3;A0A1E4EWB2;A0A0V0Q2J9;A0A0D6TDN5;A0A099F612;Q1QRS7;A0A1Q3KA50;Q3SW60;A0A1V4I2U4;A0A1M3CLF1;A0A2D2C6M2;A0A1V0GME917 #ZAHL! #ZAHL!

2,21E+07 2,61E+07 2,30E+07 2,01E+07 1,81E+07 2,16E+05 2,91E+05 7,56E+03 1,27E+05 2,44E+05 >tr|S5Y3C4|S5Y3C4_PARAH Paracoccus aminophilus JCM 7686 Elongation factor G 0 11,936 4,95E+07 7 1 1 1 32 2,4 78,336 S5Y3C4;A1B023;A0A2H5EYB6;A0A2G1YZZ8;A0A2D8WXP0;A0A2A2GGM4;A0A239Q1E1;A0A238UNK6;A0A1X7LI98;A0A1W6CUU6;A0A1V0GR79;A0A1N7N4D3;A0A1N6ZGU1;A0A1M7JF68;A0A1L9BTT8;A0A1K2F9W1;A0A1I5LGF9;A0A1I3ER58;A0A1I0FY19;A0A1H8MSU4;A0A1H6NPJ0;A0A1G9N904;A0A1G7H6Q3;A0A1G5IWS3;A0A1E4EST4;A0A0V0PVK7;A0A0D6T9F5;A0A099GKW4;A0A099GAK2;A0A099FK55;A0A099FEC9;A0A099F6L1S5Y3C4;A1B023;A0A2H5EYB6;A0A2G1YZZ8;A0A2D8WXP0;A0A2A2GGM4;A0A239Q1E1;A0A238UNK6;A0A1X7LI98;A0A1W6CUU6;A0A1V0GR79;A0A1N7N4D3;A0A1N6ZGU1;A0A1M7JF68;A0A1L9BTT8;A0A1K2F9W1;A0A1I5LGF9;A0A1I3ER58;A0A1I0FY19;A0A1H8MSU4;A0A1H6NPJ0;A0A1G9N904;A0A1G7H6Q3;A0A1G5IWS3;A0A1E4EST4;A0A0V0PVK7;A0A0D6T9F5;A0A099GKW4;A0A099GAK2;A0A099FK55;A0A099FEC9;A0A099F6L119 -1,09 0,00770

4,69E+04 7,83E+04 3,93E+04 5,79E+04 0,00E+00 1,55E+06 6,81E+05 1,23E+06 0,00E+00 1,89E+06 >tr|A0A2H5EYU2|A0A2H5EYU2_9RHOB Paracoccus zhejiangensis 30S ribosomal protein S5 0 8,0373 8,12E+07 4 1 1 1 19 6,4 20,403 A0A2H5EYU2;A0A1X7KGG1;A0A1K2BSV4;A0A1I5HB79;A0A099FKW7;A0A099F6N3;S5XS07;A0A2E3CF61;A0A1N7N3R0;A0A1M7I3Q7;A0A1H8M1A9;A0A1H6MNQ3;A0A239Q1C1;A0A1G6W3F1;A0A2A2GJN6;A0A1G9MYF4;A0A099FE71;A0A1W6CXJ5;A0A099GJX0A0A2H5EYU2;A0A1X7KGG1;A0A1K2BSV4;A0A1I5HB79;A0A099FKW7;A0A099F6N3;S5XS07;A0A2E3CF61;A0A1N7N3R0;A0A1M7I3Q7;A0A1H8M1A9;A0A1H6MNQ3;A0A239Q1C1;A0A1G6W3F1;A0A2A2GJN6;A0A1G9MYF4;A0A099FE71;A0A1W6CXJ5;A0A099GJX021 -0,94 #ZAHL!

5,18E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,16E+06 1,37E+06 5,74E+05 0,00E+00 9,64E+05 >tr|A0A099F7V4|A0A099F7V4_9RHOB Paracoccus halophilus UPF0173 metal-dependent hydrolase IT41_01035 0 6,1117 4,85E+07 4 1 1 1 1 5,7 25,156 A0A099F7V4 A0A099F7V4 22 -1,62 #ZAHL!

1,06E+06 1,85E+06 1,48E+06 1,09E+06 7,12E+05 7,22E+06 8,29E+06 1,84E+06 6,34E+06 5,68E+06 >tr|A0A1K2F7M8|A0A1K2F7M8_PARPN Paracoccus pantotrophus 10 kDa chaperonin 0,0097879 5,8616 3,85E+08 3 1 1 1 3 11,5 11,226 A0A1K2F7M8;A0A1I5ML22;A0A099F8Q3A0A1K2F7M8;A0A1I5ML22;A0A099F8Q3 23 0,25 0,00069

1,80E+07 2,09E+07 1,12E+07 1,10E+07 9,99E+06 3,78E+05 0,00E+00 0,00E+00 0,00E+00 3,85E+05 >tr|B1Y6G8|B1Y6G8_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Electron transfer flavoprotein alpha subunit 0 17,443 9,17E+07 6 1 1 1 7 6,2 31,176 B1Y6G8;B1Y4M5;B1Y4F2;B1Y1V0;A0A1K1WNX0;A0A099FDM5;Q1QHT8B1Y6G8;B1Y4M5;B1Y4F2;B1Y1V0;A0A1K1WNX0;A0A099FDM5;Q1QHT824 2,81 0,14118

9,70E+05 1,42E+06 1,35E+06 7,95E+05 1,33E+06 1,23E+05 1,66E+05 0,00E+00 8,16E+04 6,59E+04 >tr|A0A1M7F3S8|A0A1M7F3S8_9RHOB Paracoccus solventivorans Formate--tetrahydrofolate ligase 0 6,5471 2,57E+07 1 1 1 1 18 2,9 58,764 A0A1M7F3S8;A0A1H6NCA0;A0A0D6TF93;A0A099FE66;A1B1M8;A0A1X7ILJ5;A0A1N7Q5E7;A0A1N6SV60;A0A1K2DGC6;A0A1I5HZV4;A0A1E4ERM4;A0A0V0PVN3;A0A099FMH2;A0A2D8WWL7;A0A1L9BPY4;A0A1I0F1S3;A0A1H8G739;A0A2H5F1L1A0A1M7F3S8;A0A1H6NCA0;A0A0D6TF93;A0A099FE66;A1B1M8;A0A1X7ILJ5;A0A1N7Q5E7;A0A1N6SV60;A0A1K2DGC6;A0A1I5HZV4;A0A1E4ERM4;A0A0V0PVN3;A0A099FMH2;A0A2D8WWL7;A0A1L9BPY4;A0A1I0F1S3;A0A1H8G739;A0A2H5F1L125 -0,05 #ZAHL!

1,60E+07 1,76E+07 1,27E+07 8,82E+06 4,82E+06 9,02E+06 1,03E+06 4,12E+06 2,22E+06 0,00E+00 >tr|S5XY41|S5XY41_PARAH Paracoccus aminophilus JCM 7686 30S ribosomal protein S8 0,0068259 5,9382 3,10E+08 6 1 1 1 17 9,1 14,424 S5XY41;A1B041;A0A2A2GJ86;A0A239Q2H6;A0A238UNP9;A0A1X7KHH2;A0A1V0GR47;A0A1N7N4C7;A0A1N6XHX3;A0A1K2BT43;A0A1I5HCD8;A0A1H8M0H8;A0A1H6MCU2;A0A1G9MWM7;A0A099G6G9;A0A099FJ77;A0A099FEB0S5XY41;A1B041;A0A2A2GJ86;A0A239Q2H6;A0A238UNP9;A0A1X7KHH2;A0A1V0GR47;A0A1N7N4C7;A0A1N6XHX3;A0A1K2BT43;A0A1I5HCD8;A0A1H8M0H8;A0A1H6MCU2;A0A1G9MWM7;A0A099G6G9;A0A099FJ77;A0A099FEB026 0,77 0,07327

1,12E+08 1,22E+08 1,23E+08 1,09E+08 7,41E+07 0,00E+00 1,26E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1G7EAL5|A0A1G7EAL5_9RHOB Paracoccus isoporae Glycine betaine/proline transport system substrate-binding protein0,0069324 5,9859 3,55E+07 2 1 1 1 23 3,9 32,71 A0A1G7EAL5;A0A2A2GN92;A0A1W6D173;A0A1G5I9Y3;A0A2H5EVL4;A0A1N7KR92;A0A1L9BPX9;A0A1H6L3N1;A0A1G9GV61;A0A0D6TFC3;A0A2E3CCG5;A0A1M7FSI8;A0A2D2C4R3;A0A1V0GX98;A1B3A0;A0A1X7HYA1;A0A1N6N8R5;A0A1K1U2J8;A0A1I5CDX5;A0A0V0PUC0;A0A099FP43;A0A099FFD5;A0A1H2WB35A0A1G7EAL5;A0A2A2GN92;A0A1W6D173;A0A1G5I9Y3;A0A2H5EVL4;A0A1N7KR92;A0A1L9BPX9;A0A1H6L3N1;A0A1G9GV61;A0A0D6TFC3;A0A2E3CCG5;A0A1M7FSI8;A0A2D2C4R3;A0A1V0GX98;A1B3A0;A0A1X7HYA1;A0A1N6N8R5;A0A1K1U2J8;A0A1I5CDX5;A0A0V0PUC0;A0A099FP43;A0A099FFD5;A0A1H2WB3527 1,88 #ZAHL!

6,21E+06 8,21E+06 8,18E+06 3,45E+06 3,84E+06 6,48E+05 6,99E+05 7,47E+05 5,80E+05 7,37E+05 >tr|A0A1G7AD93|A0A1G7AD93_9RHOB Paracoccus isoporae GMP synthase [glutamine-hydrolyzing] 0,0071301 6,0204 9,34E+07 2 1 1 1 11 3,1 57,163 A0A1G7AD93;A0A2E3CFG5;A0A2D2C3G1;A0A2A2GKW1;A0A1W6CYU7;A0A1M7JS49;A0A1H6NJY0;A0A1H3CDF8;A0A1G9IRR2;A0A099G7X4;A0A099FFR1A0A1G7AD93;A0A2E3CFG5;A0A2D2C3G1;A0A2A2GKW1;A0A1W6CYU7;A0A1M7JS49;A0A1H6NJY0;A0A1H3CDF8;A0A1G9IRR2;A0A099G7X4;A0A099FFR128 -6,14 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 5,88E+05 6,89E+05 4,35E+05 5,19E+05 6,39E+05 >tr|A0A099G4W7|A0A099G4W7_9RHOB Paracoccus sanguinis Amino acid ABC transporter substrate-binding protein 0 6,8859 4,31E+07 3 1 1 1 9 6,6 28,182 A0A099G4W7;A0A099FGF3;S5XUR9;A0A2A2GM48;A0A1I5IVS7;A0A1H6MV00;A0A1G9GPI4;A0A1H2WYQ0;A0A1G7DG94A0A099G4W7;A0A099FGF3;S5XUR9;A0A2A2GM48;A0A1I5IVS7;A0A1H6MV00;A0A1G9GPI4;A0A1H2WYQ0;A0A1G7DG9429 #ZAHL! #ZAHL!

1,28E+06 1,00E+06 4,01E+05 1,02E+06 1,88E+06 6,82E+05 6,67E+05 3,07E+05 0,00E+00 0,00E+00 >tr|Q93PW0|Q93PW0_PARPN Paracoccus pantotrophus Large subunit of nitrate reductase NarG (Fragment) 0 14,621 4,17E+07 2 1 1 1 18 4,3 40,166 Q93PW0;A0A1M7HH15;A0A1H6MU12;A0A2H5F5G7;A0A238XUC7;A0A1H8EVH9;A0A1X7J3Z7;A0A1E4EP27;A0A099FGK9;A0A1I2ZWA4;A1B9V6;A0A1N6UET5;A0A1K2E2B5;A0A1I5DM58;A0A0V0Q1Q9;A0A2H5EY91;A0A239PYI1;A0A1V0GWX1Q93PW0;A0A1M7HH15;A0A1H6MU12;A0A2H5F5G7;A0A238XUC7;A0A1H8EVH9;A0A1X7J3Z7;A0A1E4EP27;A0A099FGK9;A0A1I2ZWA4;A1B9V6;A0A1N6UET5;A0A1K2E2B5;A0A1I5DM58;A0A0V0Q1Q9;A0A2H5EY91;A0A239PYI1;A0A1V0GWX130 -1,06 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 5,18E+05 >tr|A0A239Q312|A0A239Q312_9RHOB Paracoccus seriniphilus Electron transfer flavoprotein beta subunit 0,0082372 5,8827 6,73E+06 0 1 1 1 2 5,6 26,509 A0A239Q312;A0A099FHK9 A0A239Q312;A0A099FHK9 31 #ZAHL! #ZAHL!

1,79E+05 9,91E+04 0,00E+00 3,03E+05 4,55E+04 0,00E+00 4,50E+05 2,99E+05 3,12E+05 0,00E+00 >tr|S5YUY2|S5YUY2_PARAH Paracoccus aminophilus JCM 7686 Propionyl-CoA carboxylase beta chain 0 11,465 9,36E+07 5 2 2 1 30 6,1 56,186 S5YUY2;A1B8B1;A0A2H5EV73;A0A2G1Z5L3;A0A2E3CID6;A0A2D8X153;A0A2A2GM31;A0A239PQL0;A0A238XPV9;A0A1W6D1G6;A0A1V0GVY5;A0A1N7NKR6;A0A1N6Q051;A0A1K2DXP5;A0A1I5J6K5;A0A1I2Y9B6;A0A1I0CFI1;A0A1H8JJ08;A0A1H6JEW6;A0A1G9ISP0;A0A1E4ESK5;A0A0V0PWZ5;A0A0D6TFK1;A0A099FIA5;A0A1X7KQX9;A0A1L9BS31;A0A1G5H6V8;A0A099GA94;A0A099FFE1;A0A099EYK1S5YUY2;A1B8B1;A0A2H5EV73;A0A2G1Z5L3;A0A2E3CID6;A0A2D8X153;A0A2A2GM31;A0A239PQL0;A0A238XPV9;A0A1W6D1G6;A0A1V0GVY5;A0A1N7NKR6;A0A1N6Q051;A0A1K2DXP5;A0A1I5J6K5;A0A1I2Y9B6;A0A1I0CFI1;A0A1H8JJ08;A0A1H6JEW6;A0A1G9ISP0;A0A1E4ESK5;A0A0V0PWZ5;A0A0D6TFK1;A0A099FIA5;A0A1X7KQX9;A0A1L9BS31;A0A1G5H6V8;A0A099GA94;A0A099FFE1;A0A099EYK132 1,42 0,04720

1,95E+06 2,48E+06 2,19E+06 1,95E+06 8,94E+05 8,10E+04 6,30E+04 0,00E+00 8,49E+05 7,55E+05 >tr|A1BAF9|A1BAF9_PARDP Paracoccus denitrificans (strain Pd 1222) Carbohydrate ABC transporter ATP-binding protein, CUT1 family0 22,774 2,97E+07 3 1 1 1 12 4,8 36,827 A1BAF9;A0A1K2B5Z5;A0A1I5D735;A0A0V0Q100;A0A099FK02;A0A1G5JVC4;A0A1E4ENI0;A0A1N6YUR7;A0A1K2BHU7;B1Y6T2;A0A2H5F4K4;A0A1N7Q3L0A1BAF9;A0A1K2B5Z5;A0A1I5D735;A0A0V0Q100;A0A099FK02;A0A1G5JVC4;A0A1E4ENI0;A0A1N6YUR7;A0A1K2BHU7;B1Y6T2;A0A2H5F4K4;A0A1N7Q3L033 -3,98 #ZAHL!

3,78E+05 4,07E+05 3,48E+05 3,14E+05 2,77E+05 2,19E+06 2,18E+06 1,45E+06 1,62E+06 1,32E+06 >tr|A1B0W7|A1B0W7_PARDP Paracoccus denitrificans (strain Pd 1222) Carbohydrate ABC transporter ATP-binding protein, CUT1 family0 6,5144 1,50E+08 5 1 1 1 4 3,9 38,992 A1B0W7;A0A1K2EYK9;A0A0V0PZJ1;A0A099FKC0A1B0W7;A0A1K2EYK9;A0A0V0PZJ1;A0A099FKC034 -7,77 #ZAHL!

5,56E+04 1,62E+05 1,05E+05 2,95E+04 1,66E+05 0,00E+00 0,00E+00 2,32E+05 1,94E+05 2,40E+05 >tr|A0A0V0PZR0|A0A0V0PZR0_9RHOB Paracoccus sp. MKU1 Uncharacterized protein (Fragment) 0 6,3456 4,66E+06 1 1 1 1 8 8,8 22,598 A0A0V0PZR0;A0A2D2BZ16;A0A1X7J084;A0A1V0GTF8;A0A1N6N307;A0A1K2B3B3;A0A1I5DC08;A0A099FLR4A0A0V0PZR0;A0A2D2BZ16;A0A1X7J084;A0A1V0GTF8;A0A1N6N307;A0A1K2B3B3;A0A1I5DC08;A0A099FLR435 #ZAHL! #ZAHL!

1,60E+07 2,01E+07 1,40E+07 2,25E+07 0,00E+00 4,90E+05 4,57E+05 1,83E+05 0,00E+00 0,00E+00 >sp|A1B050|RS13_PARDP Paracoccus denitrificans (strain Pd 1222) 30S ribosomal protein S13 0 6,1387 4,21E+07 4 1 1 1 6 10,7 13,61 A1B050;A0A1N7N3C3;A0A1M7I3A4;A0A1G9CUU1;A0A1G6W3P9;A0A099FZL7A1B050;A0A1N7N3C3;A0A1M7I3A4;A0A1G9CUU1;A0A1G6W3P9;A0A099FZL736 2,11 0,06670

8,17E+06 1,24E+07 9,19E+06 1,07E+07 8,74E+06 1,58E+05 2,09E+05 7,93E+04 1,57E+05 0,00E+00 >tr|A0A1H2T324|A0A1H2T324_9RHOB Paracoccus sanguinis Dihydroxy-acid dehydratase 0 6,4662 1,87E+07 1 1 1 1 4 2,8 60,894 A0A1H2T324;A0A1G9I181;A0A099GB60;A0A2H5EU80A0A1H2T324;A0A1G9I181;A0A099GB60;A0A2H5EU8037 #ZAHL! #ZAHL!

1,60E+05 9,08E+04 4,59E+04 1,03E+05 1,89E+05 1,37E+05 4,20E+05 6,86E+04 9,17E+04 1,05E+05 >tr|A0A177QJ83|A0A177QJ83_9BACT Nitrospira sp. SCGC AG-212-E16 Adenosylhomocysteinase 0 7,4007 9,91E+07 6 1 1 1 7 3,1 45,964 A0A177QJ83;A0A0S4KQ19;A0A1V6M3I3;A0A1V4AV98;A0A136M8T6;A0A0M2UWX9;A0A0C9NN22A0A177QJ83;A0A0S4KQ19;A0A1V6M3I3;A0A1V4AV98;A0A136M8T6;A0A0M2UWX9;A0A0C9NN2238 2,16 0,03499

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,79E+05 0,00E+00 0,00E+00 >tr|A0A136LUF6|A0A136LUF6_9BACT Candidatus Brocadia sinica V-type ATP synthase alpha chain 0 6,4664 1,00E+07 1 1 1 1 2 2,6 65,422 A0A136LUF6;A0A0C9NSP2 A0A136LUF6;A0A0C9NSP2 39 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,10E+04 0,00E+00 8,50E+04 >tr|A0A1V6M264|A0A1V6M264_9BACT Candidatus Brocadia sapporoensis Enolase 0 154,87 9,01E+07 6 1 1 1 5 5,1 46,428 A0A1V6M264;A0A136M3Q6;A0A0M2UV38;A0A0C9PAG3;A0A1V4ASB8A0A1V6M264;A0A136M3Q6;A0A0M2UV38;A0A0C9PAG3;A0A1V4ASB840 4,91 0,19956

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1V6M1C1|A0A1V6M1C1_9BACT Candidatus Brocadia sapporoensis Uncharacterized protein 0 6,9354 0,00E+00 2 1 1 1 3 2,1 55,358 A0A1V6M1C1;A0A136MBQ6;A0A0C9PBG4A0A1V6M1C1;A0A136MBQ6;A0A0C9PBG4 41 #ZAHL! #ZAHL!

5,62E+06 6,00E+06 4,23E+06 5,57E+06 4,21E+05 4,08E+05 4,92E+05 2,17E+05 2,84E+05 5,28E+05 >tr|A0A1W9IWR7|A0A1W9IWR7_9BACT Nitrospira sp. ST-bin4 Pyruvate, phosphate dikinase (Fragment) 0 6,6686 1,98E+08 10 1 1 1 22 1,4 91,366 A0A1W9IWR7;A0A0S4KV12;A0A1V6M0S7;A0A136M7R0;A0A0M2UZV2;A0A0C9PBV0;A0A0K2GF53;Q1QHR3;A0A1M3CI98;A0A1V4HU82;A0A1W9GGG4;A0A0S4LQD2;A0A256X1F1;A0A0S4L8U6;A3WTR9;D8PDR0;A0A1W1HQ43;A0A1W9IZI9;A0A1W1IAL4;A0A1E4DRZ1;A0A136K2D7;Q3SP29A0A1W9IWR7;A0A0S4KV12;A0A1V6M0S7;A0A136M7R0;A0A0M2UZV2;A0A0C9PBV0;A0A0K2GF53;Q1QHR3;A0A1M3CI98;A0A1V4HU82;A0A1W9GGG4;A0A0S4LQD2;A0A256X1F1;A0A0S4L8U6;A3WTR9;D8PDR0;A0A1W1HQ43;A0A1W9IZI9;A0A1W1IAL4;A0A1E4DRZ1;A0A136K2D7;Q3SP2942 0,35 0,00019

1,22E+07 1,48E+07 9,81E+06 1,49E+07 1,31E+07 2,79E+07 4,13E+07 1,20E+07 2,66E+07 2,90E+07 >tr|A0A136M369|A0A136M369_9BACT Candidatus Brocadia sinica 10 kDa chaperonin 0 6,6511 1,08E+09 9 1 1 1 3 12,6 10,315 A0A136M369;A0A0C9PJ62;A0A0M2UZ82A0A136M369;A0A0C9PJ62;A0A0M2UZ82 44 -0,04 #ZAHL!

1,11E+07 0,00E+00 6,75E+06 1,44E+07 1,34E+07 3,46E+04 4,27E+04 2,46E+04 3,75E+04 3,59E+04 >tr|Q1Q128|Q1Q128_KUEST Kuenenia stuttgartiensis DNA-directed RNA polymerase subunit beta 0,0036364 6,0458 2,95E+07 1 1 1 1 5 1,3 138,75 Q1Q128;A0A1V6M1L4;A0A136MBB4;A0A0C9PP02;A0A0M2UX01Q1Q128;A0A1V6M1L4;A0A136MBB4;A0A0C9PP02;A0A0M2UX0145 0,56 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,21E+04 1,05E+05 0,00E+00 0,00E+00 0,00E+00 >tr|Q1Q3H0|Q1Q3H0_KUEST Kuenenia stuttgartiensis ATP synthase subunit beta 0 44,637 2,79E+08 18 1 1 1 6 4,5 51,691 Q1Q3H0;A0A1V6LY92;A0A1V4ASV2;A0A136MAK6;A0A0M2UVD2;A0A0C9Q5F4Q1Q3H0;A0A1V6LY92;A0A1V4ASV2;A0A136MAK6;A0A0M2UVD2;A0A0C9Q5F446 5,99 0,15975

3,41E+05 2,40E+05 0,00E+00 4,07E+05 1,21E+05 2,49E+06 3,04E+06 2,17E+06 3,13E+06 4,38E+06 >tr|S5XQX9|S5XQX9_PARAH Paracoccus aminophilus JCM 7686 Electron transfer flavoprotein, subunit beta 0 76,307 3,58E+08 9 1 1 1 6 4,8 26,854 S5XQX9;A0A1N7P0D7;A0A1M7K417;A0A1I3A3K9;A0A1G5J9J1;A0A0D6TDY3S5XQX9;A0A1N7P0D7;A0A1M7K417;A0A1I3A3K9;A0A1G5J9J1;A0A0D6TDY347 -1,08 0,00004

7,47E+06 1,01E+07 8,32E+06 8,95E+06 9,80E+06 5,46E+05 9,04E+05 1,26E+05 4,17E+05 5,34E+05 >tr|A0A1N7KUW2|A0A1N7KUW2_9RHOB Paracoccus saliphilus Succinate--CoA ligase [ADP-forming] subunit beta 0 13,632 9,90E+07 6 1 1 1 4 5 42,509 A0A1N7KUW2;A0A1E4EUM8;A0A0D6THP8;A0A1H8HD31A0A1N7KUW2;A0A1E4EUM8;A0A0D6THP8;A0A1H8HD3149 -0,82 #ZAHL!

1,38E+06 1,39E+06 1,22E+06 1,47E+06 1,15E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SEC9|A0A1I4SEC9_9PROT Nitrosomonas nitrosa Ribulose-phosphate 3-epimerase 0 6,1634 2,37E+07 2 1 1 1 10 7,6 24,322 A0A1I4SEC9;A0A1I4MPZ6;A0A1I3MK96;A0A1H3L3L6;A0A1H2SVI4;A0A1G8DBL5;A0A0F7K9S0;Q82SZ5;A0A1I0CI75;A0A1H3JAI3A0A1I4SEC9;A0A1I4MPZ6;A0A1I3MK96;A0A1H3L3L6;A0A1H2SVI4;A0A1G8DBL5;A0A0F7K9S0;Q82SZ5;A0A1I0CI75;A0A1H3JAI351 #ZAHL! 0,00000

1,35E+05 2,14E+05 1,90E+05 1,62E+05 6,89E+04 1,42E+06 1,93E+06 6,32E+05 7,70E+05 2,11E+06 >tr|A0A1I4RY26|A0A1I4RY26_9PROT Nitrosomonas communis Catechol 2,3-dioxygenase 0 24,62 1,83E+08 9 1 1 1 6 9,4 14,776 A0A1I4RY26;A0A1H3P7X9;A0A1H3HYV9;A0A1G8DLV7;A0A0F7KBA2;A0A1I4MU67A0A1I4RY26;A0A1H3P7X9;A0A1H3HYV9;A0A1G8DLV7;A0A0F7KBA2;A0A1I4MU6753 0,97 #ZAHL!

2,53E+05 3,38E+05 2,67E+05 1,97E+05 1,35E+05 1,04E+06 7,98E+05 4,02E+05 6,19E+05 8,52E+05 >tr|A0A286ABW7|A0A286ABW7_9PROT Nitrosomonas ureae Succinate dehydrogenase flavoprotein subunit 0,0082102 5,8738 3,27E+08 2 1 1 1 24 1,9 62,739 A0A286ABW7;A0A1H3LHY7;F9ZEK7;F8GFM2;A0A285BWL3;A0A1N6J6B9;A0A1I4SG22;A0A1I4QM74;A0A1I3ZS58;A0A1I3HN21;A0A1I2FCP6;A0A1I0DND9;A0A1H9JY90;A0A1H9FY79;A0A1H8S2Q7;A0A1H8B6U9;A0A1H5VSK2;A0A1H3M766;A0A1H3IBQ9;A0A1H2ST73;A0A1G8EJL0;A0A1G5SG61;A0A0S3AKP5;A0A0F7KBI9A0A286ABW7;A0A1H3LHY7;F9ZEK7;F8GFM2;A0A285BWL3;A0A1N6J6B9;A0A1I4SG22;A0A1I4QM74;A0A1I3ZS58;A0A1I3HN21;A0A1I2FCP6;A0A1I0DND9;A0A1H9JY90;A0A1H9FY79;A0A1H8S2Q7;A0A1H8B6U9;A0A1H5VSK2;A0A1H3M766;A0A1H3IBQ9;A0A1H2ST73;A0A1G8EJL0;A0A1G5SG61;A0A0S3AKP5;A0A0F7KBI954 1,18 0,00013

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,14E+06 0,00E+00 0,00E+00 7,80E+05 0,00E+00 >tr|F9ZHS1|F9ZHS1_9PROT Nitrosomonas sp. AL212 Succinate--CoA ligase [ADP-forming] subunit beta 0 6,3514 1,15E+08 4 1 1 1 25 2,6 41,615 F9ZHS1;A0A286AFZ5;A0A285BUV9;A0A1I4SN84;A0A1I3JEH7;A0A1H9FB58;A0A1H3P0Y5;A0A1H2QAG9;A0A0S3ANB1;A0A0F7KBR6;A0A1H9YQS8;A0A1H9K9T6;A0A1H8C6P8;A0A1I4SYQ9;A0A1H3L336;A0A1G8FJP0;F8GIK0;A0A1N6HCA7;A0A1I2D7R9;A0A1H8SK47;Q82Y39;Q0AJG6;A0A1I7I626;A0A1H9Y4F2;A0A1G4VZM8F9ZHS1;A0A286AFZ5;A0A285BUV9;A0A1I4SN84;A0A1I3JEH7;A0A1H9FB58;A0A1H3P0Y5;A0A1H2QAG9;A0A0S3ANB1;A0A0F7KBR6;A0A1H9YQS8;A0A1H9K9T6;A0A1H8C6P8;A0A1I4SYQ9;A0A1H3L336;A0A1G8FJP0;F8GIK0;A0A1N6HCA7;A0A1I2D7R9;A0A1H8SK47;Q82Y39;Q0AJG6;A0A1I7I626;A0A1H9Y4F2;A0A1G4VZM855 0,68 #ZAHL!

2,96E+07 2,20E+07 3,08E+07 2,22E+07 1,85E+07 2,02E+07 1,30E+07 8,62E+06 1,17E+07 1,90E+07 >sp|Q82XS9|RS15_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) 30S ribosomal protein S15 0 323,31 4,28E+08 12 1 1 1 10 20,2 10,376 Q82XS9;A0A1I4RRL7;A0A1I4PPI1;A0A1I3ID07;A0A1I0DRQ2;A0A1H3QG38;A0A1H3MWF8;A0A1H3MI12;A0A1G8GSN9;A0A0F7KCK3Q82XS9;A0A1I4RRL7;A0A1I4PPI1;A0A1I3ID07;A0A1I0DRQ2;A0A1H3QG38;A0A1H3MWF8;A0A1H3MI12;A0A1G8GSN9;A0A0F7KCK356 -0,05 0,00017

5,54E+06 4,28E+06 7,62E+05 1,82E+06 1,76E+06 3,62E+05 4,82E+05 2,57E+05 0,00E+00 3,82E+05 >tr|A0A1I4PV90|A0A1I4PV90_9PROT Nitrosomonas communis 30S ribosomal protein S1 0 150,79 6,70E+07 8 1 1 1 7 2,6 63,732 A0A1I4PV90;A0A1I4LVU2;A0A1I3JY99;A0A1H3MTE1;A0A1H3FCA3;A0A1G8D4P7;A0A0F7KCV5A0A1I4PV90;A0A1I4LVU2;A0A1I3JY99;A0A1H3MTE1;A0A1H3FCA3;A0A1G8D4P7;A0A0F7KCV557 -0,44 #ZAHL!

0,00E+00 1,06E+06 5,53E+05 0,00E+00 0,00E+00 2,25E+06 1,62E+06 0,00E+00 0,00E+00 0,00E+00 >sp|Q82XV5|NDK_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Nucleoside diphosphate kinase 0 11,557 1,42E+08 4 1 1 1 24 8,5 15,541 Q82XV5;Q0AE38;F9ZHA8;F8GCQ2;B1XXL7;A0A285BUL9;A0A1N6ITK3;A0A1I7H8B6;A0A1I4N203;A0A1I4JFV7;A0A1I3GQ43;A0A1I2BB78;A0A1I0EC98;A0A1H8KDP7;A0A1H5XG39;A0A1H3NZ76;A0A1H3KW78;A0A1H3G7Q5;A0A1H2TA26;A0A1G7XMX7;A0A1G5SIL3;A0A1G4WKM4;A0A0S3AJM7;A0A0F7KD76Q82XV5;Q0AE38;F9ZHA8;F8GCQ2;B1XXL7;A0A285BUL9;A0A1N6ITK3;A0A1I7H8B6;A0A1I4N203;A0A1I4JFV7;A0A1I3GQ43;A0A1I2BB78;A0A1I0EC98;A0A1H8KDP7;A0A1H5XG39;A0A1H3NZ76;A0A1H3KW78;A0A1H3G7Q5;A0A1H2TA26;A0A1G7XMX7;A0A1G5SIL3;A0A1G4WKM4;A0A0S3AJM7;A0A0F7KD7659 2,67 0,14863

1,61E+08 1,81E+08 1,48E+08 1,42E+08 6,10E+07 1,90E+05 2,09E+05 0,00E+00 1,01E+05 1,29E+05 >tr|A0A1I4UA01|A0A1I4UA01_9PROT Nitrosomonas nitrosa Lipoprotein NlpD 0,0036563 6,0501 5,17E+07 4 1 1 1 5 3,5 39,84 A0A1I4UA01;A0A1H2YDS8;A0A0F7KDC0;A0A1I4UWF8;A0A1H3PAC5A0A1I4UA01;A0A1H2YDS8;A0A0F7KDC0;A0A1I4UWF8;A0A1H3PAC560 1,84 0,00952

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 5,43E+04 5,97E+04 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4RA81|A0A1I4RA81_9PROT Nitrosomonas communis Cytochrome P450 0 10,95 1,41E+07 3 1 1 1 5 3,2 70,313 A0A1I4RA81;A0A1I3HHJ0;A0A1H2R004;A0A0F7KDZ9;A0A1I4SYS7A0A1I4RA81;A0A1I3HHJ0;A0A1H2R004;A0A0F7KDZ9;A0A1I4SYS762 1,52 #ZAHL!

3,78E+06 3,96E+06 3,29E+06 5,03E+06 7,59E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4MVF5|A0A1I4MVF5_9PROT Nitrosomonas communis 10 kDa chaperonin 0 12,457 5,32E+07 3 1 1 1 3 26 10,518 A0A1I4MVF5;A0A1I3LW90;A0A0F7KEC3A0A1I4MVF5;A0A1I3LW90;A0A0F7KEC3 63 #ZAHL! 0,00000

5,43E+06 8,87E+06 5,91E+06 5,84E+06 1,11E+07 4,10E+05 8,94E+04 3,48E+05 4,03E+05 2,46E+05 >tr|A0A1I4NJ68|A0A1I4NJ68_9PROT Nitrosomonas nitrosa Cell division protein FtsZ 0 13,649 3,55E+07 10 1 1 1 5 5,5 39,746 A0A1I4NJ68;A0A1I4S183;A0A1I3JAG6;A0A1H3HYW7;A0A0F7KER6A0A1I4NJ68;A0A1I4S183;A0A1I3JAG6;A0A1H3HYW7;A0A0F7KER664 -2,02 0,00108

1,57E+06 1,67E+06 0,00E+00 1,65E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4V4Y0|A0A1I4V4Y0_9PROT Nitrosomonas communis N-acetyl-gamma-glutamyl-phosphate reductase 0 6,2621 0,00E+00 1 1 1 1 10 4,7 37,355 A0A1I4V4Y0;A0A1I4QVF7;A0A1I3M429;A0A1H3I7Y9;A0A1H3FS43;A0A1H2YTJ6;A0A0F7KEY2;A0A1I0B271;A0A1H9P5V4;A0A1H8FB54A0A1I4V4Y0;A0A1I4QVF7;A0A1I3M429;A0A1H3I7Y9;A0A1H3FS43;A0A1H2YTJ6;A0A0F7KEY2;A0A1I0B271;A0A1H9P5V4;A0A1H8FB5465 #ZAHL! #ZAHL!

4,41E+05 4,29E+05 3,43E+05 5,87E+05 3,99E+05 6,98E+06 5,98E+06 3,28E+06 4,27E+06 4,29E+06 >tr|A0A1I4QQL1|A0A1I4QQL1_9PROT Nitrosomonas nitrosa 50S ribosomal protein L16 0 6,2093 1,07E+08 9 1 1 1 6 10,1 15,677 A0A1I4QQL1;A0A1I3LSY5;A0A1H3PWI7;A0A1H3I534;A0A1G8GJF4;A0A0F7KF46A0A1I4QQL1;A0A1I3LSY5;A0A1H3PWI7;A0A1H3I534;A0A1G8GJF4;A0A0F7KF4666 -3,71 #ZAHL!

9,12E+05 9,42E+05 7,14E+05 2,77E+05 8,97E+05 4,07E+04 0,00E+00 0,00E+00 1,48E+05 8,81E+04 >tr|A0A1I4L207|A0A1I4L207_9PROT Nitrosomonas nitrosa Adenosylhomocysteinase 0 6,6396 5,70E+07 6 1 1 1 20 2,6 51,916 A0A1I4L207;A0A1H3K333;A0A1H3FUW5;A0A1G7ZN17;F8GKE5;A0A1I1XG25;A0A1H9DPX5;A0A1H8TFF4;A0A1H5V4V4;A0A0S3ALJ6;Q82WL1;Q0AEV8;A0A1I7EXR0;A0A1H9YKG4;A0A1H3F5U3;A0A1G4W3B7;A0A1I4MG35;A0A1I3J441;A0A1H2VE72;A0A0F7KF50A0A1I4L207;A0A1H3K333;A0A1H3FUW5;A0A1G7ZN17;F8GKE5;A0A1I1XG25;A0A1H9DPX5;A0A1H8TFF4;A0A1H5V4V4;A0A0S3ALJ6;Q82WL1;Q0AEV8;A0A1I7EXR0;A0A1H9YKG4;A0A1H3F5U3;A0A1G4W3B7;A0A1I4MG35;A0A1I3J441;A0A1H2VE72;A0A0F7KF5067 2,66 0,08631

3,83E+05 1,20E+06 1,13E+06 9,43E+05 7,47E+05 1,23E+07 7,41E+06 7,23E+06 1,04E+07 8,85E+06 >tr|F9ZJ90|F9ZJ90_9PROT Nitrosomonas sp. AL212 Bacterioferritin 0 9,9756 6,03E+08 13 1 1 1 7 7,1 17,835 F9ZJ90;A0A1I4UJJ5;A0A1I4U5B9;A0A1H9JD79;A0A1H8MUS2;A0A1H5SBB4;A0A0F7KFX0F9ZJ90;A0A1I4UJJ5;A0A1I4U5B9;A0A1H9JD79;A0A1H8MUS2;A0A1H5SBB4;A0A0F7KFX069 -2,43 #ZAHL!

1,72E+07 2,03E+07 1,14E+07 2,48E+07 1,31E+07 2,19E+05 3,09E+05 2,53E+05 2,33E+05 2,61E+05 >tr|Q82TR3|Q82TR3_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Succinate--CoA ligase [ADP-forming] subunit alpha0,0082919 5,8942 3,82E+07 1 1 1 1 29 4,4 30,879 Q82TR3;Q0AIE9;F9ZCT0;F8GFB2;A0A286A6S8;A0A285BZK9;A0A1N6GM66;A0A1I7J783;A0A1I4Q041;A0A1I4KX33;A0A1I3X7W6;A0A1I3I1Q2;A0A1I0FGH4;A0A1I0D6L8;A0A1H9P8W3;A0A1H8ZGC8;A0A1H8JHK1;A0A1H8CRK0;A0A1H5VF52;A0A1H3P4C3;A0A1H3I164;A0A1H3GR53;A0A1H2R9B3;A0A1G7YCW2;A0A1G4VCL5;A0A0S3AHN7;A0A0F7KG21;A0A1I2EAH0;A0A1G5SCC4Q82TR3;Q0AIE9;F9ZCT0;F8GFB2;A0A286A6S8;A0A285BZK9;A0A1N6GM66;A0A1I7J783;A0A1I4Q041;A0A1I4KX33;A0A1I3X7W6;A0A1I3I1Q2;A0A1I0FGH4;A0A1I0D6L8;A0A1H9P8W3;A0A1H8ZGC8;A0A1H8JHK1;A0A1H8CRK0;A0A1H5VF52;A0A1H3P4C3;A0A1H3I164;A0A1H3GR53;A0A1H2R9B3;A0A1G7YCW2;A0A1G4VCL5;A0A0S3AHN7;A0A0F7KG21;A0A1I2EAH0;A0A1G5SCC470 -0,20 0,00000

2,44E+06 3,71E+06 2,33E+06 2,70E+06 1,36E+06 1,69E+06 1,76E+06 6,75E+05 1,09E+06 1,76E+06 >tr|Q820Q2|Q820Q2_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Ferric uptake regulation protein 0 7,7862 1,04E+08 6 1 1 1 27 8,9 16,862 Q820Q2;F9ZJ68;F8GE82;A0A285C0B0;A0A1I7F045;A0A1I4A9I5;A0A1I2B218;A0A1H9Z671;A0A1H9YHQ0;A0A1H8MLI5;A0A1H8E0L3;A0A1H5TC48;A0A1G5SDN5;A0A0S3AI64;A0A1I4RSJ1;A0A1I4QGR3;A0A1I3HER0;A0A1H9LPV8;A0A1H3PQ69;A0A1H3HAZ0;A0A1H3CR63;A0A1H2QTH5;A0A1G8G2F8;A0A0F7KGP8;A0A1N6IUR5;Q0AER3;A0A1G4W0I9Q820Q2;F9ZJ68;F8GE82;A0A285C0B0;A0A1I7F045;A0A1I4A9I5;A0A1I2B218;A0A1H9Z671;A0A1H9YHQ0;A0A1H8MLI5;A0A1H8E0L3;A0A1H5TC48;A0A1G5SDN5;A0A0S3AI64;A0A1I4RSJ1;A0A1I4QGR3;A0A1I3HER0;A0A1H9LPV8;A0A1H3PQ69;A0A1H3HAZ0;A0A1H3CR63;A0A1H2QTH5;A0A1G8G2F8;A0A0F7KGP8;A0A1N6IUR5;Q0AER3;A0A1G4W0I971 -0,22 #ZAHL!

1,32E+07 2,18E+07 2,17E+07 1,20E+07 3,40E+07 8,19E+05 8,86E+05 0,00E+00 5,44E+05 6,97E+05 >tr|A0A286AAZ9|A0A286AAZ9_9PROT Nitrosomonas ureae Chaperone protein ClpB 0 31,797 1,52E+08 2 3 3 1 61 4 96,012 A0A286AAZ9;A0A285BWV4;A0A1H9BDG2;A0A0S3AMJ4;A0A1I0EIW5;A0A1H8A8I0;A0A1I3Y5M5;A0A1H5WUL7;Q82SD8;Q0AI26;A0A1I7G9L4;A0A1H9ZSH2;A0A1H3JZ41;A0A1G5SCL0;A0A1G4WLT7;A0A1H9NJH9;A0A1I4UKL7;A0A1I4PB23;A0A1I3HUA6;A0A1H3NYR4;A0A1H3LAU9;A0A1H2XGA0;A0A1G8DID9;A0A0F7KGU0;A0A1H8LB75;F8GJK9;A0A1I1W2C3;A0A1N6H9C1;A0A2A2GC18;F9ZF23;Q1PWY3;B1Y1I7;A0A1V6LXD4;A0A136MDE5;A0A0M2UTM1;A0A0C9PIC3;A0A1I4T5I6;A0A2D2C086;A0A1V0GNP0;A0A1H2ZCT3;A0A0V0PWM5;A0A0D6T967;A0A099GE60;A0A099EXM9;A0A1X7LNJ3;A0A099FNP8;A0A1N7PFZ1;A0A256WYP2;A0A1W9J0V7;A0A1W9IGX1;A0A1W9GMP2;A0A1W9GKT0;A0A1W9GHU9;A0A1W1I9D0;A0A0S4LQK7;A0A0S4LLJ4;A0A0S4KTH2;A0A0K2GD33;D8PFY0;A0A1W1HN83;A0A136K3S3A0A286AAZ9;A0A285BWV4;A0A1H9BDG2;A0A0S3AMJ4;A0A1I0EIW5;A0A1H8A8I0;A0A1I3Y5M5;A0A1H5WUL7;Q82SD8;Q0AI26;A0A1I7G9L4;A0A1H9ZSH2;A0A1H3JZ41;A0A1G5SCL0;A0A1G4WLT7;A0A1H9NJH9;A0A1I4UKL7;A0A1I4PB23;A0A1I3HUA6;A0A1H3NYR4;A0A1H3LAU9;A0A1H2XGA0;A0A1G8DID9;A0A0F7KGU0;A0A1H8LB75;F8GJK9;A0A1I1W2C3;A0A1N6H9C1;A0A2A2GC18;F9ZF23;Q1PWY3;B1Y1I7;A0A1V6LXD4;A0A136MDE5;A0A0M2UTM1;A0A0C9PIC3;A0A1I4T5I6;A0A2D2C086;A0A1V0GNP0;A0A1H2ZCT3;A0A0V0PWM5;A0A0D6T967;A0A099GE60;A0A099EXM9;A0A1X7LNJ3;A0A099FNP8;A0A1N7PFZ172 -3,73 #ZAHL!

2,69E+06 3,70E+06 3,45E+06 3,43E+06 2,44E+06 0,00E+00 3,83E+06 0,00E+00 0,00E+00 0,00E+00 >tr|F9ZHQ0|F9ZHQ0_9PROT Nitrosomonas sp. AL212 Bacterioferritin 0 8,2092 4,97E+07 2 1 1 1 10 9,7 17,89 F9ZHQ0;A0A285C0P6;A0A1I4UJH1;A0A1I4U647;A0A1I3HV12;A0A1H9HL01;A0A1H5YG82;A0A1H2XFN2;A0A0S3AG51;A0A0F7KGW2F9ZHQ0;A0A285C0P6;A0A1I4UJH1;A0A1I4U647;A0A1I3HV12;A0A1H9HL01;A0A1H5YG82;A0A1H2XFN2;A0A0S3AG51;A0A0F7KGW273 -1,74 #ZAHL!

1,53E+05 2,08E+05 7,35E+04 1,05E+05 9,86E+04 0,00E+00 0,00E+00 0,00E+00 6,99E+05 0,00E+00 >tr|A0A0F7KH95|A0A0F7KH95_9PROT Nitrosomonas communis Glycerate dehydrogenase 0 11,303 8,88E+07 1 1 1 1 1 6,4 36,359 A0A0F7KH95 A0A0F7KH95 74 2,90 #ZAHL!

3,67E+05 4,88E+05 3,99E+05 6,98E+05 0,00E+00 1,39E+05 9,63E+04 3,87E+04 0,00E+00 0,00E+00 >tr|A0A1I4TEX3|A0A1I4TEX3_9PROT Nitrosomonas communis DNA gyrase subunit A 0 6,2223 1,18E+07 1 1 1 1 8 1,5 95,277 A0A1I4TEX3;A0A1I4QDE8;A0A1I3JWJ8;A0A1H3NQL2;A0A1H3KN61;A0A1H2W552;A0A1G8GH57;A0A0F7KHV4A0A1I4TEX3;A0A1I4QDE8;A0A1I3JWJ8;A0A1H3NQL2;A0A1H3KN61;A0A1H2W552;A0A1G8GH57;A0A0F7KHV475 #ZAHL! #ZAHL!

6,21E+05 9,17E+05 6,41E+05 8,39E+05 6,70E+05 1,62E+07 9,54E+06 8,83E+06 9,26E+06 1,17E+07 >tr|A0A1I4QR54|A0A1I4QR54_9PROT Nitrosomonas nitrosa 30S ribosomal protein S8 0 64,287 5,94E+08 5 1 1 1 4 9,2 14,373 A0A1I4QR54;A0A1I4Q080;A0A1I3LTJ3;A0A0F7KIX3A0A1I4QR54;A0A1I4Q080;A0A1I3LTJ3;A0A0F7KIX376 -1,56 0,00004

5,00E+06 3,20E+06 4,53E+06 4,47E+06 5,24E+06 3,24E+06 3,68E+06 1,96E+06 2,22E+06 2,52E+06 >tr|F9ZFZ0|F9ZFZ0_9PROT Nitrosomonas sp. AL212 3-isopropylmalate dehydratase small subunit 0 6,3968 2,24E+08 2 1 1 1 25 5,2 24,397 F9ZFZ0;F8GF24;A0A285BY39;A0A1N6IFD5;A0A1I3YL27;A0A1I3GCZ9;A0A1I2FKZ4;A0A1H9Z6R5;A0A1H9C7L4;A0A1H8S020;A0A1H8E010;A0A1H5TKT1;A0A1H3KBB5;A0A1H3FL92;A0A1H3F1W2;A0A1G7YSV0;A0A1G5SEX8;A0A0S3AFZ1;A0A0F7KJ46;A0A1I4PS61;B1XY42;Q82WI7;A0A1H9YMK6;A0A1H9IQC0;A0A1I4N511F9ZFZ0;F8GF24;A0A285BY39;A0A1N6IFD5;A0A1I3YL27;A0A1I3GCZ9;A0A1I2FKZ4;A0A1H9Z6R5;A0A1H9C7L4;A0A1H8S020;A0A1H8E010;A0A1H5TKT1;A0A1H3KBB5;A0A1H3FL92;A0A1H3F1W2;A0A1G7YSV0;A0A1G5SEX8;A0A0S3AFZ1;A0A0F7KJ46;A0A1I4PS61;B1XY42;Q82WI7;A0A1H9YMK6;A0A1H9IQC0;A0A1I4N51177 -3,40 #ZAHL!

8,86E+05 1,45E+06 1,00E+06 1,12E+06 0,00E+00 6,55E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|Q82TY4|Q82TY4_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Cold-shock DNA-binding domain 0 32,286 2,00E+09 8 1 1 1 14 14,9 7,232 Q82TY4;Q0AEG3;A0A1I7IE74;A0A1I4SBR0;A0A1I4KUC1;A0A1I3LI43;A0A1I0BS44;A0A1H3L8S2;A0A1H3JNB6;A0A1H3FX13;A0A1G8AKN8;A0A1G5SGH0;A0A1G4VVK3;A0A0F7KJ89Q82TY4;Q0AEG3;A0A1I7IE74;A0A1I4SBR0;A0A1I4KUC1;A0A1I3LI43;A0A1I0BS44;A0A1H3L8S2;A0A1H3JNB6;A0A1H3FX13;A0A1G8AKN8;A0A1G5SGH0;A0A1G4VVK3;A0A0F7KJ8978 6,23 0,34660

1,01E+06 1,06E+06 7,18E+05 9,07E+05 1,03E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4QSV5|A0A1I4QSV5_9PROT Nitrosomonas nitrosa 30S ribosomal protein S11 0 6,3072 9,22E+07 4 1 1 1 7 11,6 13,785 A0A1I4QSV5;A0A1I4Q251;A0A1I3LTW3;A0A1H3PVJ1;A0A1H3I6L4;A0A1G8GKP8;A0A0F7KJD0A0A1I4QSV5;A0A1I4Q251;A0A1I3LTW3;A0A1H3PVJ1;A0A1H3I6L4;A0A1G8GKP8;A0A0F7KJD079 #ZAHL! 0,00000

2,11E+05 1,57E+05 1,55E+05 1,07E+05 0,00E+00 3,97E+06 3,02E+06 9,41E+05 2,27E+06 1,64E+06 >tr|A0A1I4QR23|A0A1I4QR23_9PROT Nitrosomonas nitrosa 50S ribosomal protein L3 0 121,27 2,71E+08 25 1 1 1 5 9,2 23,364 A0A1I4QR23;A0A1I4Q0C8;A0A1I3LTF4;A0A1H2WKF2;A0A0F7KJU2A0A1I4QR23;A0A1I4Q0C8;A0A1I3LTF4;A0A1H2WKF2;A0A0F7KJU280 -0,66 0,00201

8,70E+06 1,58E+07 6,40E+06 7,24E+06 9,75E+06 2,57E+05 5,25E+05 0,00E+00 3,07E+05 9,68E+04 >tr|A0A1I4MMR7|A0A1I4MMR7_9PROT Nitrosomonas nitrosa Periplasmic serine endoprotease DegP-like (Fragment) 0 6,8638 6,62E+07 5 1 1 1 6 3,5 52,172 A0A1I4MMR7;A0A1I4K864;A0A1I3JVX8;A0A1H2W571;A0A0F7KJV5;A0A1H3KPB6A0A1I4MMR7;A0A1I4K864;A0A1I3JVX8;A0A1H2W571;A0A0F7KJV5;A0A1H3KPB681 0,96 0,03069

3,41E+05 5,27E+05 3,37E+05 4,21E+05 4,28E+05 2,52E+06 4,80E+06 2,80E+06 3,14E+06 3,03E+06 >tr|A0A1P8VZP0|A0A1P8VZP0_9PROT Nitrosomonas communis Ammonia monooxygenase A (Fragment) 0 52,762 1,30E+08 5 1 1 1 9 6,9 26,943 A0A1P8VZP0;A0A1P8VZM6;A0A0F7KK52;A0A1I4WYX9;A0A1I4UWT2;A0A1H3R0M5;A0A1H3QFD3;A0A1H2ZR57;A0A1G8HY45A0A1P8VZP0;A0A1P8VZM6;A0A0F7KK52;A0A1I4WYX9;A0A1I4UWT2;A0A1H3R0M5;A0A1H3QFD3;A0A1H2ZR57;A0A1G8HY4582 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 4,84E+04 0,00E+00 0,00E+00 5,00E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1G5SCQ7|A0A1G5SCQ7_9PROT Nitrosomonas mobilis Glutamine synthetase 0 7,4122 1,14E+08 3 1 1 1 15 3 51,54 A0A1G5SCQ7;A0A1I4P189;A0A1I3WY97;A0A1I3IZZ4;A0A1I0CDI6;A0A1H9MK49;A0A1H8FR34;A0A1H3QZL4;A0A1H3JE55;A0A1H2UJR0;A0A1G8HRA4;A0A0F7KKG1;I4Z5J6;B1Y4D4;A0A1I4MC78A0A1G5SCQ7;A0A1I4P189;A0A1I3WY97;A0A1I3IZZ4;A0A1I0CDI6;A0A1H9MK49;A0A1H8FR34;A0A1H3QZL4;A0A1H3JE55;A0A1H2UJR0;A0A1G8HRA4;A0A0F7KKG1;I4Z5J6;B1Y4D4;A0A1I4MC7883 3,16 #ZAHL!

1,82E+05 2,47E+05 2,35E+05 3,33E+05 1,78E+05 7,38E+04 0,00E+00 0,00E+00 3,77E+04 1,91E+04 >sp|Q82XY7|ILVD_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Dihydroxy-acid dehydratase 0 7,7284 1,04E+07 2 1 1 1 28 4,5 59,06 Q82XY7;Q0ADX6;F9ZGC3;F8GDC6;A0A286A389;A0A285BWF8;A0A1I7H7C0;A0A1I4LBS2;A0A1I3Z4U2;A0A1I3JG27;A0A1I2H4V5;A0A1I0DXK8;A0A1H9Y827;A0A1H9QKY3;A0A1H9DW38;A0A1H8AM62;A0A1H5WFY8;A0A1H3MJ82;A0A1H3INS8;A0A1H3G9H9;A0A1H2UNG9;A0A1G8F795;A0A1G5SF00;A0A1G4WNI0;A0A0S3AFD7;A0A0F7KKS7;A0A1N6J174;A0A1I4TUT9Q82XY7;Q0ADX6;F9ZGC3;F8GDC6;A0A286A389;A0A285BWF8;A0A1I7H7C0;A0A1I4LBS2;A0A1I3Z4U2;A0A1I3JG27;A0A1I2H4V5;A0A1I0DXK8;A0A1H9Y827;A0A1H9QKY3;A0A1H9DW38;A0A1H8AM62;A0A1H5WFY8;A0A1H3MJ82;A0A1H3INS8;A0A1H3G9H9;A0A1H2UNG9;A0A1G8F795;A0A1G5SF00;A0A1G4WNI0;A0A0S3AFD7;A0A0F7KKS7;A0A1N6J174;A0A1I4TUT984 0,97 #ZAHL!

9,12E+05 1,13E+06 1,17E+06 1,16E+06 6,45E+05 5,61E+05 5,74E+05 0,00E+00 3,17E+05 0,00E+00 >tr|D8P9N1|D8P9N1_9BACT Nitrospira defluvii Putative pterin-4-alpha-carbinolamine dehydratase 0 10,105 1,12E+08 5 1 1 1 12 12,2 12,724 D8P9N1;A0A1W9GD39;A0A1W1HUV2;A0A0S4KRP0;A0A256WSB1;A0A1W9IWL1;A0A1W9IRR5;A0A1W9H7S0;A0A1W1I2I7;A0A136K6T4;A0A0S4L6C6;A0A0K2G692D8P9N1;A0A1W9GD39;A0A1W1HUV2;A0A0S4KRP0;A0A256WSB1;A0A1W9IWL1;A0A1W9IRR5;A0A1W9H7S0;A0A1W1I2I7;A0A136K6T4;A0A0S4L6C6;A0A0K2G69285 3,11 0,05166

1,75E+06 2,20E+06 1,68E+06 1,35E+06 1,59E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,62E+05 >tr|A0A177QHP6|A0A177QHP6_9BACT Nitrospira sp. SCGC AG-212-E16 Acetyl-CoA acetyltransferase 0,0084459 5,9246 1,32E+07 1 1 1 1 7 5,3 40,041 A0A177QHP6;A0A1W9GDM6;A0A1W9GBR5;A0A1E4DG86;D8PHS3;A0A1W1I136;A0A0K2G6M4A0A177QHP6;A0A1W9GDM6;A0A1W9GBR5;A0A1E4DG86;D8PHS3;A0A1W1I136;A0A0K2G6M486 #ZAHL! #ZAHL!

4,15E+05 5,81E+05 2,98E+05 2,70E+05 2,54E+05 5,29E+05 7,00E+05 6,66E+05 6,93E+05 6,72E+05 >tr|D8PA00|D8PA00_9BACT Nitrospira defluvii Nucleoid-associated protein NIDE0279 0 27,935 2,93E+08 6 1 1 1 11 10,3 11,214 D8PA00;A0A256WUB5;A0A1W9IPB2;A0A1W9GT42;A0A1W9GDY8;A0A1W9G5B7;A0A1W1HUJ7;A0A0S4LE84;A0A0S4L5I9;A0A0S4KPX7;A0A0K2G6T8D8PA00;A0A256WUB5;A0A1W9IPB2;A0A1W9GT42;A0A1W9GDY8;A0A1W9G5B7;A0A1W1HUJ7;A0A0S4LE84;A0A0S4L5I9;A0A0S4KPX7;A0A0K2G6T887 3,35 0,00000

9,56E+04 1,36E+05 7,71E+04 1,61E+05 0,00E+00 0,00E+00 4,18E+05 0,00E+00 4,09E+05 9,13E+05 >tr|D8PA53|D8PA53_9BACT Nitrospira defluvii Uncharacterized protein 0 6,7429 2,88E+07 2 1 1 1 13 9,8 13,873 D8PA53;A0A256WRJ4;A0A1W9J2L7;A0A1W9IBA3;A0A1W9HA73;A0A1W9G653;A0A1W9G533;A0A1W1HUC7;A0A0S4LI87;A0A0S4LBK5;A0A0K2G6U1;A0A1W1I3L2;A0A177QN59D8PA53;A0A256WRJ4;A0A1W9J2L7;A0A1W9IBA3;A0A1W9HA73;A0A1W9G653;A0A1W9G533;A0A1W1HUC7;A0A0S4LI87;A0A0S4LBK5;A0A0K2G6U1;A0A1W1I3L2;A0A177QN5988 0,45 #ZAHL!

0,00E+00 8,14E+06 8,72E+06 0,00E+00 0,00E+00 8,45E+04 1,02E+05 0,00E+00 7,94E+04 0,00E+00 >tr|A0A1W9J3I7|A0A1W9J3I7_9BACT Nitrospira sp. ST-bin5 Probable cytosol aminopeptidase 0,0054446 6,0432 8,45E+07 5 1 1 1 15 2,4 53,598 A0A1W9J3I7;A0A1W9IQ03;A0A0K2G6Y2;A0A1W9GEA0;A0A1W9G582;A0A1W1I3A8;A0A177QJB9;A0A0S4LA78;A0A0S4KS88;D8P9W7;A0A1W1HUY3;A0A136K717;A0A256WS60;A0A1W9HE86;A0A0S4L771A0A1W9J3I7;A0A1W9IQ03;A0A0K2G6Y2;A0A1W9GEA0;A0A1W9G582;A0A1W1I3A8;A0A177QJB9;A0A0S4LA78;A0A0S4KS88;D8P9W7;A0A1W1HUY3;A0A136K717;A0A256WS60;A0A1W9HE86;A0A0S4L77190 3,31 0,04239

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,00E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0K2G7B1|A0A0K2G7B1_NITMO Nitrospira moscoviensis GYD family protein 0,0071685 6,0236 7,36E+08 5 1 1 1 1 7,9 11,313 A0A0K2G7B1 A0A0K2G7B1 91 2,67 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 4,96E+06 0,00E+00 1,86E+05 1,81E+05 5,05E+04 0,00E+00 0,00E+00 >tr|A0A256WVR6|A0A256WVR6_9BACT Nitrospira sp. UW-LDO-01 Transcription termination factor Rho 0,0082237 5,8822 3,47E+07 1 1 1 1 14 3,4 46,854 A0A256WVR6;A0A1W9IRF5;A0A1W9IBA6;A0A1W9HEH9;A0A1W9GNV7;A0A1W9G905;A0A1W1HS75;D8PBX8;A0A1W1I5G5;A0A136K4F4;A0A0S4LLK8;A0A0S4L6Y5;A0A0S4KMY4;A0A0K2G8R5A0A256WVR6;A0A1W9IRF5;A0A1W9IBA6;A0A1W9HEH9;A0A1W9GNV7;A0A1W9G905;A0A1W1HS75;D8PBX8;A0A1W1I5G5;A0A136K4F4;A0A0S4LLK8;A0A0S4L6Y5;A0A0S4KMY4;A0A0K2G8R593 1,05 #ZAHL!

3,73E+06 3,99E+05 0,00E+00 2,70E+07 0,00E+00 1,70E+05 1,81E+05 0,00E+00 1,00E+05 1,51E+05 >tr|D8PBJ7|D8PBJ7_9BACT Nitrospira defluvii Succinate--CoA ligase [ADP-forming] subunit beta 0 7,8846 1,45E+07 3 1 1 1 14 4,6 42,062 D8PBJ7;A0A256X344;A0A1W9J8S8;A0A1W9IPR0;A0A1W9GIX0;A0A1W9G6N4;A0A1W1I4M7;A0A1W1HSX9;A0A136K7F8;A0A0S4LHP4;A0A0S4L975;A0A0S4KPV1;A0A0K2G945;A0A177QJX4D8PBJ7;A0A256X344;A0A1W9J8S8;A0A1W9IPR0;A0A1W9GIX0;A0A1W9G6N4;A0A1W1I4M7;A0A1W1HSX9;A0A136K7F8;A0A0S4LHP4;A0A0S4L975;A0A0S4KPV1;A0A0K2G945;A0A177QJX494 #ZAHL! #ZAHL!

0,00E+00 1,20E+05 0,00E+00 8,06E+04 7,10E+04 1,26E+07 5,46E+06 3,69E+06 6,72E+06 8,37E+06 >tr|D8PCV1|D8PCV1_9BACT Nitrospira defluvii 30S ribosomal protein S10 0 23,938 3,25E+08 25 1 1 1 8 16,5 11,998 D8PCV1;A0A1W9IZ97;A0A1W9GGX3;A0A1W9GB94;A0A1W1HR26;A0A136K8A0;A0A0S4L660;A0A0K2G9K4D8PCV1;A0A1W9IZ97;A0A1W9GGX3;A0A1W9GB94;A0A1W1HR26;A0A136K8A0;A0A0S4L660;A0A0K2G9K495 0,27 0,00129

2,39E+06 2,45E+06 2,24E+06 2,01E+06 1,07E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0K2G9K8|A0A0K2G9K8_NITMO Nitrospira moscoviensis 50S ribosomal protein L1 0 7,0075 8,13E+07 5 2 1 1 10 9,6 24,73 A0A0K2G9K8;D8PCU2;A0A256WWK2;A0A1W9ISM2;A0A1W9GST8;A0A1W1I6C8;A0A1W1HR46;A0A177QKW4;A0A0S4LDX4;A0A0S4KQQ4A0A0K2G9K8;D8PCU2;A0A256WWK2;A0A1W9ISM2;A0A1W9GST8;A0A1W1I6C8;A0A1W1HR46;A0A177QKW4;A0A0S4LDX4;A0A0S4KQQ496 #ZAHL! 0,00000

6,92E+05 5,94E+05 4,98E+05 5,27E+05 6,16E+05 0,00E+00 2,20E+06 1,07E+06 8,75E+05 1,68E+06 >tr|A0A0K2G9L3|A0A0K2G9L3_NITMO Nitrospira moscoviensis 30S ribosomal protein S7 0 66,151 1,28E+08 8 1 1 1 4 10,9 17,754 A0A0K2G9L3;D8PCU8;A0A1W1HR20;A0A136KEL2A0A0K2G9L3;D8PCU8;A0A1W1HR20;A0A136KEL297 0,80 0,01411

2,04E+07 1,45E+07 1,53E+07 1,70E+07 0,00E+00 1,25E+06 1,31E+06 0,00E+00 8,15E+05 1,07E+06 >tr|D8PD04|D8PD04_9BACT Nitrospira defluvii Glutamine synthetase 0 6,569 2,02E+08 5 1 1 1 7 3,4 52,883 D8PD04;A0A1W9IW39;A0A1W1I6G0;A0A1W1HR11;A0A136K835;A0A0K2GX55;A0A0K2G9R8D8PD04;A0A1W9IW39;A0A1W1I6G0;A0A1W1HR11;A0A136K835;A0A0K2GX55;A0A0K2G9R898 0,09 0,00575

0,00E+00 1,24E+06 5,01E+05 0,00E+00 0,00E+00 2,37E+07 2,56E+07 2,45E+07 2,03E+07 2,81E+07 >tr|D8PCU7|D8PCU7_9BACT Nitrospira defluvii 30S ribosomal protein S12 0 140,69 1,15E+09 9 1 1 1 17 6,5 13,666 D8PCU7;A0A256WY34;A0A1W9IWB7;A0A1W9ISD6;A0A1W9GSW2;A0A1W9GRF9;A0A1W9GHE1;A0A1W1I698;A0A1W1HR79;A0A177QJQ3;A0A136KES6;A0A0S4LF20;A0A0S4L3F2;A0A0S4KW97;A0A0K2G9T8;B1Y7G7;A0A1G5SHI9D8PCU7;A0A256WY34;A0A1W9IWB7;A0A1W9ISD6;A0A1W9GSW2;A0A1W9GRF9;A0A1W9GHE1;A0A1W1I698;A0A1W1HR79;A0A177QJQ3;A0A136KES6;A0A0S4LF20;A0A0S4L3F2;A0A0S4KW97;A0A0K2G9T8;B1Y7G7;A0A1G5SHI9100 0,43 0,00000

3,85E+05 3,93E+05 2,03E+05 3,66E+05 1,14E+05 4,78E+06 3,71E+06 1,71E+06 3,56E+06 2,87E+06 >tr|D8PC59|D8PC59_9BACT Nitrospira defluvii Uncharacterized protein 0 6,3475 3,83E+08 5 1 1 1 8 6,9 17,944 D8PC59;A0A256WRY1;A0A1W9ITH0;A0A1W9GSZ9;A0A1W9G538;A0A1W1HRW6;A0A0S4L3D1;A0A0K2G9U2D8PC59;A0A256WRY1;A0A1W9ITH0;A0A1W9GSZ9;A0A1W9G538;A0A1W1HRW6;A0A0S4L3D1;A0A0K2G9U2101 0,13 #ZAHL!

5,61E+05 1,05E+06 7,32E+05 7,72E+05 5,67E+05 0,00E+00 0,00E+00 0,00E+00 1,73E+05 0,00E+00 >tr|A0A0K2G9X7|A0A0K2G9X7_NITMO Nitrospira moscoviensis Putative Thiol:disulfide interchange protein DsbE 0 9,9998 8,30E+07 3 1 1 1 1 7,9 18,97 A0A0K2G9X7 A0A0K2G9X7 102 5,56 #ZAHL!

1,90E+05 0,00E+00 0,00E+00 0,00E+00 4,77E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0K2GB35|A0A0K2GB35_NITMO Nitrospira moscoviensis 30S ribosomal protein S9 0,0018484 6,0796 3,30E+07 2 1 1 1 1 12,3 14,171 A0A0K2GB35 A0A0K2GB35 104 #ZAHL! 0,00000

9,26E+05 8,25E+05 7,44E+05 8,67E+05 7,35E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|D8PGP7|D8PGP7_9BACT Nitrospira defluvii Glycine cleavage system H protein 0 6,1341 1,20E+07 1 1 1 1 4 10,2 13,967 D8PGP7;A0A1W9J078;A0A1W1HNW4;A0A0K2GBJ0D8PGP7;A0A1W9J078;A0A1W1HNW4;A0A0K2GBJ0106 #ZAHL! #ZAHL!

3,85E+05 4,03E+05 2,63E+05 2,64E+05 0,00E+00 1,94E+07 1,14E+07 1,21E+07 1,34E+07 1,63E+07 >tr|A0A0K2GBQ6|A0A0K2GBQ6_NITMO Nitrospira moscoviensis Sulfurtransferase 0 37,734 1,09E+09 23 1 1 1 1 9,8 13,911 A0A0K2GBQ6 A0A0K2GBQ6 107 0,18 0,00001

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,07E+06 1,42E+06 3,20E+05 7,20E+05 3,84E+05 >tr|A0A0K2GCL8|A0A0K2GCL8_NITMO Nitrospira moscoviensis Uncharacterized protein 0 63,72 4,86E+08 10 1 1 1 1 9 14,959 A0A0K2GCL8 A0A0K2GCL8 108 3,86 0,00551

3,00E+04 7,73E+04 3,25E+04 1,15E+05 0,00E+00 1,27E+05 1,71E+05 6,27E+04 1,39E+05 0,00E+00 >tr|A0A0K2GCW2|A0A0K2GCW2_NITMO Nitrospira moscoviensis Uncharacterized protein 0,0054152 6,0393 7,75E+06 2 1 1 1 13 12,5 11,215 A0A0K2GCW2;A0A1W1I8D1;A0A1W9GFT2;D8PEB8;A0A256WV25;A0A1W9H0B3;A0A1W1HPG3;A0A1E4DJC2;A0A136K035;A0A0S4LKS4;A0A1W9IXL3;A0A1W9GMD9;A0A1W9J459A0A0K2GCW2;A0A1W1I8D1;A0A1W9GFT2;D8PEB8;A0A256WV25;A0A1W9H0B3;A0A1W1HPG3;A0A1E4DJC2;A0A136K035;A0A0S4LKS4;A0A1W9IXL3;A0A1W9GMD9;A0A1W9J459109 1,53 #ZAHL!

1,57E+05 2,13E+05 1,49E+05 1,51E+05 1,33E+05 0,00E+00 8,45E+05 4,82E+05 5,91E+05 8,36E+05 >tr|D8PE89|D8PE89_9BACT Nitrospira defluvii Threonine synthase 0,0082781 5,8925 1,38E+08 1 1 1 1 13 3,6 44,49 D8PE89;A0A1W1I893;A0A0S4L218;A0A256X1B6;A0A1W9GQE5;A0A1W9GMC6;A0A1W9GBC5;A0A1W1HPI4;A0A177QQQ1;A0A136K010;A0A0S4LMH8;A0A0S4KW21;A0A0K2GD70D8PE89;A0A1W1I893;A0A0S4L218;A0A256X1B6;A0A1W9GQE5;A0A1W9GMC6;A0A1W9GBC5;A0A1W1HPI4;A0A177QQQ1;A0A136K010;A0A0S4LMH8;A0A0S4KW21;A0A0K2GD70110 0,24 0,00736

0,00E+00 0,00E+00 0,00E+00 2,68E+05 2,23E+05 6,62E+05 2,31E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1HZT2|A0A1W1HZT2_9BACT Nitrospira japonica Metal-binding protein SmbP 0 166 1,98E+07 3 2 1 1 2 19,5 11,883 A0A1W1HZT2;A0A0K2GGB0 A0A1W1HZT2;A0A0K2GGB0 113 0,29 #ZAHL!

2,86E+05 4,49E+05 6,22E+05 8,04E+05 3,47E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0K2GHA6|A0A0K2GHA6_NITMO Nitrospira moscoviensis Uncharacterized protein 0 7,3647 2,20E+07 4 1 1 1 1 16,2 11,68 A0A0K2GHA6 A0A0K2GHA6 115 #ZAHL! #ZAHL!

1,53E+06 1,52E+06 1,32E+06 1,34E+06 1,75E+06 1,04E+06 9,99E+05 6,59E+05 8,80E+05 1,62E+06 >tr|A0A1W1HZY7|A0A1W1HZY7_9BACT Nitrospira japonica Uncharacterized protein 0 6,1381 6,00E+08 5 1 1 1 2 5,3 28,404 A0A1W1HZY7;A0A0K2GHF5 A0A1W1HZY7;A0A0K2GHF5 116 3,25 0,00018

4,43E+06 2,76E+06 2,41E+06 3,90E+06 3,76E+06 1,15E+07 1,51E+07 3,19E+06 6,45E+06 9,49E+06 >tr|A0A0K2GHH6|A0A0K2GHH6_NITMO Nitrospira moscoviensis Putative Monoheme cytochrome c 0 323,31 3,19E+09 9 4 4 1 1 43 15,99 A0A0K2GHH6 A0A0K2GHH6 117 3,16 0,00212

1,95E+06 1,85E+06 1,07E+06 1,54E+06 1,58E+06 3,67E+06 5,26E+06 4,96E+06 3,67E+06 7,46E+06 >tr|A0A256WY47|A0A256WY47_9BACT Nitrospira sp. UW-LDO-01 Histidine kinase 0,0069204 5,9859 2,62E+09 8 1 1 1 13 1,6 84,792 A0A256WY47;A0A1W9GJQ9;A0A0S4LEY0;A0A0S4L6V5;A0A1W9IWC9;A0A1W9GF04;D8PJ17;A0A1W1HXQ0;A0A1E4DNN2;A0A0K2GHM6;A0A1W9IRR8;A0A136KB79;A0A1W1I0S5A0A256WY47;A0A1W9GJQ9;A0A0S4LEY0;A0A0S4L6V5;A0A1W9IWC9;A0A1W9GF04;D8PJ17;A0A1W1HXQ0;A0A1E4DNN2;A0A0K2GHM6;A0A1W9IRR8;A0A136KB79;A0A1W1I0S5118 0,46 0,00009

8,10E+04 1,11E+05 2,65E+05 6,55E+04 1,44E+05 9,20E+06 8,27E+06 4,72E+06 7,39E+06 5,92E+06 >tr|D8PJH9|D8PJH9_9BACT Nitrospira defluvii Uncharacterized protein 0 286,09 8,00E+08 47 1 1 1 12 13,4 12,52 D8PJH9;A0A256WSI6;A0A1W9IKJ4;A0A1W9GJL9;A0A1W9GC74;A0A1W1HWC1;A0A1E4DMY1;A0A136JRC4;A0A0S4LBC4;A0A0S4L5G7;A0A0S4KME0;A0A0K2GI95D8PJH9;A0A256WSI6;A0A1W9IKJ4;A0A1W9GJL9;A0A1W9GC74;A0A1W1HWC1;A0A1E4DMY1;A0A136JRC4;A0A0S4LBC4;A0A0S4L5G7;A0A0S4KME0;A0A0K2GI95119 1,15 0,00002

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,67E+06 4,12E+06 3,90E+06 3,16E+06 4,14E+06 >tr|D8P865|D8P865_9BACT Nitrospira defluvii Chaperone protein HscA (Hsc66) 0 6,5014 8,84E+08 6 1 1 1 13 2,3 65,432 D8P865;A0A256WVL8;A0A1W9J4R7;A0A1W9HHL4;A0A1W9GCI8;A0A1W1I178;A0A1E4DH56;A0A0S4LK34;A0A0S4L6V1;A0A0K2GIK4;A0A1W1HW00;A0A136JNV0;A0A0S4KV16D8P865;A0A256WVL8;A0A1W9J4R7;A0A1W9HHL4;A0A1W9GCI8;A0A1W1I178;A0A1E4DH56;A0A0S4LK34;A0A0S4L6V1;A0A0K2GIK4;A0A1W1HW00;A0A136JNV0;A0A0S4KV16121 -1,42 0,00039

1,28E+06 1,67E+06 1,18E+06 9,69E+05 1,18E+06 1,25E+07 1,29E+07 9,37E+06 8,08E+06 1,36E+07 >tr|A0A0K2GIT2|A0A0K2GIT2_NITMO Nitrospira moscoviensis Uncharacterized protein 0 88,569 1,21E+09 22 2 2 1 4 13,6 17,752 A0A0K2GIT2;A0A1W9J4I8;A0A177QHW1;A0A1W1I1S4A0A0K2GIT2;A0A1W9J4I8;A0A177QHW1;A0A1W1I1S4123 1,72 0,00001

2,67E+06 3,15E+06 2,37E+06 2,61E+06 2,48E+06 5,42E+06 5,18E+06 1,32E+06 3,34E+06 3,54E+06 >tr|A0A1V6M208|A0A1V6M208_9BACT Candidatus Brocadia sapporoensis Malate dehydrogenase 0 8,1127 1,75E+09 11 1 1 1 2 3,9 33,413 A0A1V6M208;A0A0M2UVM4 A0A1V6M208;A0A0M2UVM4 125 1,96 0,00095

0,00E+00 0,00E+00 9,36E+05 7,25E+05 8,67E+05 4,08E+06 2,58E+06 1,67E+06 1,74E+06 2,69E+06 >tr|A0A0M2UWM9|A0A0M2UWM9_9BACT Candidatus Brocadia fulgida Adenylate kinase 0 6,1225 1,95E+08 2 1 1 1 1 4,4 25,532 A0A0M2UWM9 A0A0M2UWM9 126 -2,48 0,00038

Condition 1 Condition 2
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1,31E+06 8,86E+05 1,65E+05 6,10E+05 3,77E+05 1,61E+06 1,34E+06 5,78E+05 1,06E+06 1,21E+06 >tr|A0A0M2UYH7|A0A0M2UYH7_9BACT Candidatus Brocadia fulgida ATPase 0 11,831 1,96E+08 4 1 1 1 1 3,6 37,584 A0A0M2UYH7 A0A0M2UYH7 127 0,50 #ZAHL!

1,71E+06 3,10E+06 3,77E+05 1,42E+06 2,35E+05 0,00E+00 5,08E+05 3,21E+05 0,00E+00 4,33E+05 >tr|A0A1V4AXP1|A0A1V4AXP1_9BACT Candidatus Brocadia caroliniensis 2-dehydro-3-deoxyphosphooctonate aldolase 0 9,9393 8,84E+07 4 1 1 1 3 5,2 29,891 A0A1V4AXP1;A0A1V6M0Q9;A0A0M2V178A0A1V4AXP1;A0A1V6M0Q9;A0A0M2V178 128 2,76 0,04642

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,21E+05 5,22E+05 2,73E+05 3,64E+05 3,14E+05 >tr|F9ZEE9|F9ZEE9_9PROT Nitrosomonas sp. AL212 Lysine--tRNA ligase 0 20,375 1,66E+08 8 1 1 1 17 3,6 57,583 F9ZEE9;A0A286A533;A0A285BYR5;A0A1H9GP74;A0A1H5RMC8;A0A0S3AG70;A0A1N6JCY0;A0A1I4T2K4;A0A1I4SFM9;A0A1I3GB95;A0A1I2C5R0;A0A1H8L383;A0A1H3J519;A0A1H2PWY0;A0A1G5SGM9;A0A1H3JTL6;A0A1G8ANJ2F9ZEE9;A0A286A533;A0A285BYR5;A0A1H9GP74;A0A1H5RMC8;A0A0S3AG70;A0A1N6JCY0;A0A1I4T2K4;A0A1I4SFM9;A0A1I3GB95;A0A1I2C5R0;A0A1H8L383;A0A1H3J519;A0A1H2PWY0;A0A1G5SGM9;A0A1H3JTL6;A0A1G8ANJ2130 1,17 0,00002

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,37E+07 1,53E+07 3,20E+06 4,00E+05 1,66E+07 >tr|F9ZE90|F9ZE90_9PROT Nitrosomonas sp. AL212 Cold-shock DNA-binding domain protein 0 8,1127 1,69E+09 10 1 1 1 10 14,9 7,218 F9ZE90;F8GFU9;A0A1N6FI07;A0A1I4CMW0;A0A1I1VPQ2;A0A1I0DQH0;A0A1H9JC28;A0A1H8JJG2;A0A0S3AGH0;A0A256X0X8F9ZE90;F8GFU9;A0A1N6FI07;A0A1I4CMW0;A0A1I1VPQ2;A0A1I0DQH0;A0A1H9JC28;A0A1H8JJG2;A0A0S3AGH0;A0A256X0X8131 2,92 0,01864

7,88E+05 7,95E+05 1,26E+06 9,08E+05 1,14E+06 2,14E+06 1,83E+06 1,82E+06 0,00E+00 2,86E+06 >tr|F9ZDJ9|F9ZDJ9_9PROT Nitrosomonas sp. AL212 Ribulose-phosphate 3-epimerase 0 6,7162 3,76E+08 5 1 1 1 5 5,3 24,334 F9ZDJ9;A0A286A5V4;A0A1H8ZPD4;A0A1H5RSH1;A0A0S3AGL5F9ZDJ9;A0A286A5V4;A0A1H8ZPD4;A0A1H5RSH1;A0A0S3AGL5132 1,74 0,00638

1,22E+06 1,05E+06 6,76E+05 1,79E+06 7,99E+05 0,00E+00 2,98E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A286A5B8|A0A286A5B8_9PROT Nitrosomonas ureae Acyl carrier protein 0 7,5407 8,00E+07 4 1 1 1 2 17,5 8,9038 A0A286A5B8;A0A0S3AGN4 A0A286A5B8;A0A0S3AGN4 133 5,72 0,34676

7,43E+06 7,74E+06 5,22E+06 7,49E+06 6,51E+06 2,32E+06 2,25E+06 1,94E+06 2,10E+06 2,97E+06 >tr|F9ZIM9|F9ZIM9_9PROT Nitrosomonas sp. AL212 Glutamate dehydrogenase 0 279,8 7,52E+08 41 1 1 1 7 4,5 48,526 F9ZIM9;F8GLW9;A0A285C053;A0A1I1VVF0;A0A1H8UG72;A0A1H5SHN9;A0A0S3AHQ4F9ZIM9;F8GLW9;A0A285C053;A0A1I1VVF0;A0A1H8UG72;A0A1H5SHN9;A0A0S3AHQ4136 0,49 0,00000

1,30E+07 2,04E+07 1,23E+07 9,24E+06 1,46E+07 0,00E+00 0,00E+00 0,00E+00 8,92E+04 0,00E+00 >tr|F9ZGJ2|F9ZGJ2_9PROT Nitrosomonas sp. AL212 O-acetylhomoserine/O-acetylserine sulfhydrylase0,0083893 5,9087 2,36E+07 1 1 1 1 6 2,8 45,706 F9ZGJ2;A0A286A1F6;A0A1H9BS60;A0A1H5UMF2;A0A0S3AJ73;A0A1H9KIC9F9ZGJ2;A0A286A1F6;A0A1H9BS60;A0A1H5UMF2;A0A0S3AJ73;A0A1H9KIC9138 3,53 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,47E+06 3,99E+06 4,95E+06 3,78E+06 5,45E+06 >tr|F9ZGW2|F9ZGW2_9PROT Nitrosomonas sp. AL212 30S ribosomal protein S8 0 8,2672 5,82E+08 11 1 1 1 13 9,2 14,48 F9ZGW2;F8GHL8;B1Y8C3;A0A286AH33;A0A285C1T2;A0A1N6HK03;A0A1I3ZBW3;A0A1I2E5W0;A0A1I0EW13;A0A1H9QKY4;A0A1H8ESQ8;A0A1H5WQU0;A0A0S3AJR2F9ZGW2;F8GHL8;B1Y8C3;A0A286AH33;A0A285C1T2;A0A1N6HK03;A0A1I3ZBW3;A0A1I2E5W0;A0A1I0EW13;A0A1H9QKY4;A0A1H8ESQ8;A0A1H5WQU0;A0A0S3AJR2139 1,34 0,00004

1,73E+06 1,98E+06 1,69E+05 1,44E+06 6,07E+05 6,40E+06 6,36E+06 6,51E+06 5,00E+06 9,15E+06 >tr|A0A1I7FYD8|A0A1I7FYD8_9PROT Nitrosomonas eutropha Acetolactate synthase, small subunit 0 56,493 4,67E+08 11 1 1 1 21 12,3 17,315 A0A1I7FYD8;A0A1I4KYZ7;A0A1I3YQ61;A0A1H9ZVN3;A0A1H9ZLG7;A0A1H9DBZ3;A0A1H8NIP6;A0A1H8DQC5;A0A1H3KL30;A0A1G4VRA5;Q82UZ2;Q0AGL9;F9ZFI0;F8GKW8;A0A286AGI4;A0A285BW89;A0A1N6HN18;A0A1I1YLY8;A0A1H9J7M3;A0A1G5SGY1;A0A0S3AJZ9A0A1I7FYD8;A0A1I4KYZ7;A0A1I3YQ61;A0A1H9ZVN3;A0A1H9ZLG7;A0A1H9DBZ3;A0A1H8NIP6;A0A1H8DQC5;A0A1H3KL30;A0A1G4VRA5;Q82UZ2;Q0AGL9;F9ZFI0;F8GKW8;A0A286AGI4;A0A285BW89;A0A1N6HN18;A0A1I1YLY8;A0A1H9J7M3;A0A1G5SGY1;A0A0S3AJZ9140 -1,33 0,00001

1,57E+07 1,00E+07 7,79E+06 9,58E+06 7,45E+06 3,99E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1H8LGL3|A0A1H8LGL3_9PROT Nitrosomonas oligotropha 50S ribosomal protein L11 0,0083333 5,9041 4,19E+07 3 1 1 1 3 9,8 14,999 A0A1H8LGL3;A0A1H5Y494;A0A0S3AK27A0A1H8LGL3;A0A1H5Y494;A0A0S3AK27 141 3,10 0,34670

4,25E+06 4,49E+06 3,92E+06 4,44E+06 2,21E+06 5,81E+05 2,87E+05 4,66E+05 3,65E+05 7,76E+05 >tr|F9ZD08|F9ZD08_9PROT Nitrosomonas sp. AL212 Urease subunit alpha 0 6,2796 1,37E+08 4 1 1 1 6 2,5 61,58 F9ZD08;A0A285BW55;A0A1I4P9H4;A0A1H8RU04;A0A1H5U1K6;A0A0S3AKX8F9ZD08;A0A285BW55;A0A1I4P9H4;A0A1H8RU04;A0A1H5U1K6;A0A0S3AKX8142 0,60 0,00042

2,47E+07 2,51E+07 1,04E+07 2,51E+07 1,57E+07 3,44E+05 2,38E+05 0,00E+00 2,65E+05 2,70E+05 >tr|F9ZEI8|F9ZEI8_9PROT Nitrosomonas sp. AL212 Glutamine synthetase 0 8,3765 4,19E+07 6 1 1 1 9 3,8 51,639 F9ZEI8;F8GE25;A0A286ABZ4;A0A285BVN1;A0A1N6J9Z1;A0A1I2CA61;A0A1H9GSU0;A0A1H5VT88;A0A0S3AL45F9ZEI8;F8GE25;A0A286ABZ4;A0A285BVN1;A0A1N6J9Z1;A0A1I2CA61;A0A1H9GSU0;A0A1H5VT88;A0A0S3AL45143 -0,83 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,21E+04 9,19E+04 0,00E+00 1,34E+05 2,73E+05 >tr|F9ZEY5|F9ZEY5_9PROT Nitrosomonas sp. AL212 GMP synthase [glutamine-hydrolyzing] 0 7,7552 4,36E+07 4 1 1 1 7 3,5 57,861 F9ZEY5;F8GG22;A0A285BVN0;A0A1I4AY32;A0A1H8KQK5;A0A1H5UD95;A0A0S3AMF0F9ZEY5;F8GG22;A0A285BVN0;A0A1I4AY32;A0A1H8KQK5;A0A1H5UD95;A0A0S3AMF0144 1,04 0,03569

2,16E+06 2,26E+06 1,60E+06 1,50E+06 1,69E+06 0,00E+00 0,00E+00 1,20E+06 0,00E+00 0,00E+00 >tr|F9ZHV3|F9ZHV3_9PROT Nitrosomonas sp. AL212 Arginine--tRNA ligase 0 6,1387 3,71E+07 1 1 1 1 4 3,1 66,168 F9ZHV3;A0A285BV05;A0A1H9DJL2;A0A0S3AMH1F9ZHV3;A0A285BV05;A0A1H9DJL2;A0A0S3AMH1145 #ZAHL! #ZAHL!

1,49E+05 1,70E+05 5,87E+05 7,42E+05 7,54E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0S3AN88|A0A0S3AN88_9PROT Nitrosomonas ureae Urease subunit beta 0 6,4551 7,03E+07 1 1 1 1 6 10,8 11,352 A0A0S3AN88;A0A1I4P9M6;A0A1I2DR36;A0A1H9A1F6;A0A1H5U3Z9;A0A1N6HWR8A0A0S3AN88;A0A1I4P9M6;A0A1I2DR36;A0A1H9A1F6;A0A1H5U3Z9;A0A1N6HWR8146 #ZAHL! 0,00000

2,00E+06 2,06E+06 1,65E+06 2,48E+06 0,00E+00 1,07E+07 8,50E+06 0,00E+00 1,16E+06 9,93E+06 >tr|A0A0S4KND2|A0A0S4KND2_9BACT Candidatus Nitrospira inopinata Malate dehydrogenase 0 12,9 3,17E+09 14 2 1 1 1 9,4 36,228 A0A0S4KND2 A0A0S4KND2 148 2,47 #ZAHL!

2,85E+06 3,32E+06 2,60E+06 0,00E+00 3,37E+06 7,25E+06 1,12E+07 6,62E+06 8,30E+06 1,00E+07 >tr|A0A256WU97|A0A256WU97_9BACT Nitrospira sp. UW-LDO-01 ATP synthase subunit beta 0 120,1 2,71E+09 38 3 1 1 23 10 52,216 A0A256WU97;A0A1W9GS62;A0A0S4LAJ6;A0A0S4KNY5;A0A0S4LF68;A0A1M7GWE3;A0A1H6JI43;A0A099GDZ7;A0A099FHS9;A1B8P0;A0A238YD57;A0A1V0GQ33;A0A1N6X2A8;A0A1K1ZNB3;A0A1I5JUK1;A0A1I3AWM6;A0A1I0I4P7;A0A0V0Q4A9;A0A099FI93;A0A099F797;A0A1W6D1H6;A0A2A2GNC2;A0A1G9HCM8A0A256WU97;A0A1W9GS62;A0A0S4LAJ6;A0A0S4KNY5;A0A0S4LF68149 0,68 0,00001

0,00E+00 1,11E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,89E+06 1,55E+07 >tr|A0A0S4KRW9|A0A0S4KRW9_9BACT Candidatus Nitrospira inopinata Putative RNA-binding protein RbpA 0 311,22 5,85E+08 5 1 1 1 2 13 10,707 A0A0S4KRW9;A0A0S4LH30 A0A0S4KRW9;A0A0S4LH30 150 2,32 0,16172

0,00E+00 0,00E+00 0,00E+00 4,02E+04 0,00E+00 2,79E+06 2,54E+06 1,16E+06 0,00E+00 0,00E+00 >tr|A0A0S4KTS7|A0A0S4KTS7_9BACT Candidatus Nitrospira inopinata Uncharacterized protein 0 27,825 5,22E+09 0 2 2 1 1 8,4 25,918 A0A0S4KTS7 A0A0S4KTS7 151 6,04 0,06175

0,00E+00 0,00E+00 0,00E+00 2,39E+05 2,31E+05 1,38E+06 1,68E+06 1,28E+06 1,52E+06 2,05E+06 >tr|A0A136K8A5|A0A136K8A5_9BACT Nitrospira sp. OLB3 Elongation factor Tu 0 165,3 2,49E+08 10 3 3 1 10 11 43,814 A0A136K8A5;A0A0S4KU72;A0A256WWM5;A0A1W1I657;A0A0S4LGH0;A0A0K2G9S8;A0A1W9GHK9;A0A1W9IVZ3;A0A1W9GRK5;A0A177QI22A0A136K8A5;A0A0S4KU72;A0A256WWM5;A0A1W1I657;A0A0S4LGH0;A0A0K2G9S8152 -1,45 0,00000

5,11E+07 7,09E+07 4,52E+07 6,05E+07 3,88E+07 1,80E+07 2,02E+07 1,48E+06 8,36E+06 3,62E+06 >tr|A0A0S4KUC6|A0A0S4KUC6_9BACT Candidatus Nitrospira inopinata 10 kDa chaperonin 0 24,586 1,13E+09 15 3 1 1 1 31,7 11,171 A0A0S4KUC6 A0A0S4KUC6 153 1,08 0,02522

4,71E+06 5,38E+06 4,66E+06 5,41E+06 0,00E+00 6,46E+05 1,29E+06 2,05E+05 5,72E+05 4,85E+05 >tr|A0A0S4KV82|A0A0S4KV82_9BACT Candidatus Nitrospira inopinata Putative Nitrite oxidoreductase, cytochrome c containing membrane subunit0 84,353 1,47E+08 13 1 1 1 1 3,9 66,641 A0A0S4KV82 A0A0S4KV82 154 -0,64 #ZAHL!

8,59E+06 7,54E+06 5,34E+06 6,39E+06 6,67E+06 0,00E+00 9,18E+04 6,38E+05 2,33E+06 0,00E+00 >tr|A0A1W9IM91|A0A1W9IM91_9BACT Nitrospira sp. ST-bin4 Uncharacterized protein 0 43,189 4,22E+08 7 1 1 1 6 19,7 8,666 A0A1W9IM91;A0A1W9H3B0;A0A1W9GJB3;A0A1W9GFE0;A0A0S4LRQ4;A0A0S4KXU4A0A1W9IM91;A0A1W9H3B0;A0A1W9GJB3;A0A1W9GFE0;A0A0S4LRQ4;A0A0S4KXU4155 4,73 0,20699

0,00E+00 0,00E+00 0,00E+00 2,90E+05 0,00E+00 0,00E+00 4,32E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A256WQC0|A0A256WQC0_9BACT Nitrospira sp. UW-LDO-01 Peroxidase 0 9,5454 1,75E+08 9 1 1 1 10 9 23,575 A0A256WQC0;A0A1W9J4S4;A0A1W9ISC1;A0A1W9HIQ0;A0A1W9GMP5;A0A1W9GI27;A0A177QH54;A0A0S4LK23;A0A0S4L776;A0A0S4KZ89A0A256WQC0;A0A1W9J4S4;A0A1W9ISC1;A0A1W9HIQ0;A0A1W9GMP5;A0A1W9GI27;A0A177QH54;A0A0S4LK23;A0A0S4L776;A0A0S4KZ89156 5,03 0,34670

1,13E+06 1,10E+06 7,31E+05 8,44E+05 7,30E+05 2,40E+06 2,21E+06 1,80E+06 2,05E+06 2,30E+06 >tr|A0A0S4L3G7|A0A0S4L3G7_9BACT Candidatus Nitrospira nitrosa Peptidyl-prolyl cis-trans isomerase 0 6,3058 4,15E+08 2 1 1 1 2 7,8 19,33 A0A0S4L3G7;A0A256X0W9 A0A0S4L3G7;A0A256X0W9 157 0,98 0,00000

6,91E+05 1,04E+06 8,89E+05 9,16E+05 7,37E+05 2,80E+05 2,72E+05 3,30E+05 2,49E+05 3,50E+05 >tr|A0A1W1I0H2|A0A1W1I0H2_9BACT Nitrospira japonica Glutamate synthase [NADPH] small chain 0 9,4262 1,17E+08 9 1 1 1 8 4,2 52,038 A0A1W1I0H2;A0A136KBQ8;A0A256WYJ7;A0A1W9GDN6;A0A1W9GBC8;A0A1W9GAU0;A0A0S4LMU6;A0A0S4L5N8A0A1W1I0H2;A0A136KBQ8;A0A256WYJ7;A0A1W9GDN6;A0A1W9GBC8;A0A1W9GAU0;A0A0S4LMU6;A0A0S4L5N8158 0,95 0,00000

5,57E+05 6,90E+05 4,28E+05 4,91E+05 5,63E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9GYB6|A0A1W9GYB6_9BACT Nitrospira sp. HN-bin3 Uncharacterized protein 0,0071556 6,0228 2,31E+08 1 1 1 1 3 7,6 16,698 A0A1W9GYB6;A0A0S4L9H1;A0A256X0Z5A0A1W9GYB6;A0A0S4L9H1;A0A256X0Z5 160 #ZAHL! #ZAHL!

3,81E+05 6,84E+05 3,78E+05 0,00E+00 3,47E+05 3,11E+05 3,43E+05 2,18E+05 2,26E+05 0,00E+00 >tr|A0A1W9HEX4|A0A1W9HEX4_9BACT Nitrospira sp. HN-bin3 ATP citrate lyase (Fragment) 0 7,5335 5,73E+07 1 1 1 1 5 2,3 65,022 A0A1W9HEX4;A0A256X2E5;A0A1W9G715;A0A0S4LJS3;A0A0S4LB66A0A1W9HEX4;A0A256X2E5;A0A1W9G715;A0A0S4LJS3;A0A0S4LB66161 -0,78 0,00638

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,63E+05 1,66E+06 0,00E+00 1,77E+05 0,00E+00 >tr|D8PI96|D8PI96_9BACT Nitrospira defluvii Uncharacterized protein 0,0084602 5,9257 4,36E+07 2 1 1 1 8 3,5 39,086 D8PI96;A0A256WSP0;A0A1W9J7B3;A0A1W9GN13;A0A1W1HY93;A0A177QGE8;A0A0S4LTB0;A0A0S4LDD8D8PI96;A0A256WSP0;A0A1W9J7B3;A0A1W9GN13;A0A1W1HY93;A0A177QGE8;A0A0S4LTB0;A0A0S4LDD8162 -1,51 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,29E+05 0,00E+00 6,09E+05 0,00E+00 0,00E+00 1,00E+06 >tr|A0A1W9J3L0|A0A1W9J3L0_9BACT Nitrospira sp. ST-bin4 Iron-sulfur cluster assembly accessory protein 0 65,047 2,24E+08 4 1 1 1 3 10,4 11,35 A0A1W9J3L0;A0A1W9G8F0;A0A0S4LF78A0A1W9J3L0;A0A1W9G8F0;A0A0S4LF78 163 4,47 0,15800

1,00E+06 1,22E+06 0,00E+00 8,08E+05 1,12E+06 2,53E+05 2,72E+05 6,88E+04 1,58E+05 2,72E+05 >tr|A0A0S4LGM6|A0A0S4LGM6_9BACT Candidatus Nitrospira nitrificans Nitrite oxidoreductase, alpha subunit 0 17,616 7,67E+07 3 7 3 1 6 8,7 116,26 A0A0S4LGM6;A0A0S4LQF4;A0A0S4LDG8;A0A256X2T6;A0A0S4L817;A0A0S4LCR9A0A0S4LGM6;A0A0S4LQF4;A0A0S4LDG8;A0A256X2T6;A0A0S4L817165 -1,67 #ZAHL!

1,47E+05 1,86E+05 1,63E+05 9,64E+04 1,44E+05 0,00E+00 0,00E+00 0,00E+00 8,35E+05 8,79E+05 >tr|A0A1W9IZ25|A0A1W9IZ25_9BACT Nitrospira sp. ST-bin5 Two-component system response regulator 0 116,39 1,04E+09 4 3 3 1 4 17,4 15,948 A0A1W9IZ25;A0A0S4LJZ9;A0A1W9G950;A0A1W1I0S8A0A1W9IZ25;A0A0S4LJZ9 167 6,23 0,14133

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,11E+05 0,00E+00 0,00E+00 0,00E+00 7,44E+04 >tr|A0A0S4LND6|A0A0S4LND6_9BACT Candidatus Nitrospira nitrificans Amidohydrolase 0,0072072 6,0293 1,77E+07 1 1 1 1 1 3,6 48,391 A0A0S4LND6 A0A0S4LND6 168 1,57 0,15229

3,06E+05 3,38E+05 0,00E+00 2,51E+05 2,00E+05 0,00E+00 0,00E+00 3,89E+04 0,00E+00 0,00E+00 >tr|A0A256WX69|A0A256WX69_9BACT Nitrospira sp. UW-LDO-01 Uncharacterized protein 0 233,78 5,28E+07 4 1 1 1 2 5,5 34,423 A0A256WX69;A0A0S4LP90 A0A256WX69;A0A0S4LP90 170 6,48 0,34773

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 9,57E+05 0,00E+00 4,57E+05 0,00E+00 >tr|A0A1E4DJH7|A0A1E4DJH7_9BACT Nitrospira sp. SCN 59-13 Uncharacterized protein 0 6,6864 1,85E+08 4 1 1 1 6 5,1 26,956 A0A1E4DJH7;A0A1W1HVJ3;D8P8L1;A0A136JMF9;A0A256WVW0;A0A0S4LQ61A0A1E4DJH7;A0A1W1HVJ3;D8P8L1;A0A136JMF9;A0A256WVW0;A0A0S4LQ61171 3,31 0,17574

1,00E+07 1,56E+07 1,29E+07 1,16E+07 1,34E+07 0,00E+00 1,03E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9GK18|A0A1W9GK18_9BACT Nitrospira sp. SG-bin1 RNA-binding protein 0 62,352 1,69E+08 6 3 1 1 22 53,5 10,035 A0A1W9GK18;A0A0S4LSL3;A0A1W1I027;A0A1W9IHP5;A0A1W9G6K2;A0A0S4LC28;A0A136JVW8;A0A256WYV5;A0A1W1HYX0;A0A0K2GGK5;A0A0S4KYE4;A0A1W9J718;A0A0S4KUV4;A0A1W9GNH1;A0A1W1I0B1;A0A0K2GHG7;A0A177QE47;A0A0S4LLX9;A0A0S4L5E9;A0A1W9IV05;A0A1W9GRB4;D8PHZ3A0A1W9GK18;A0A0S4LSL3;A0A1W1I027;A0A1W9IHP5;A0A1W9G6K2;A0A0S4LC28;A0A136JVW8;A0A256WYV5;A0A1W1HYX0;A0A0K2GGK5;A0A0S4KYE4;A0A1W9J718;A0A0S4KUV4;A0A1W9GNH1;A0A1W1I0B1;A0A0K2GHG7;A0A177QE47;A0A0S4LLX9;A0A0S4L5E9;A0A1W9IV05;A0A1W9GRB4172 5,32 0,34664

7,54E+06 1,19E+07 9,38E+06 8,03E+06 7,44E+06 1,29E+06 1,23E+06 5,09E+05 0,00E+00 0,00E+00 >tr|A0A2H5EW94|A0A2H5EW94_9RHOB Paracoccus zhejiangensis Serine hydroxymethyltransferase 0 65,989 2,19E+08 6 1 1 1 2 3 46,165 A0A2H5EW94;A0A0V0PWB0 A0A2H5EW94;A0A0V0PWB0 173 1,10 #ZAHL!

3,21E+06 4,48E+06 3,15E+06 2,31E+06 2,21E+06 9,28E+05 6,45E+05 6,97E+04 5,12E+05 1,15E+06 >tr|A0A1W1HT42|A0A1W1HT42_9BACT Nitrospira sp. ND1 Uncharacterized protein 0 323,31 5,92E+08 10 1 1 1 2 14,8 12,612 A0A1W1HT42;A0A136JLX5 A0A1W1HT42;A0A136JLX5 174 4,42 0,00716

1,43E+06 1,37E+06 9,93E+05 1,30E+06 8,02E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,97E+05 >tr|A0A136JNW8|A0A136JNW8_9BACT Nitrospira sp. OLB3 Iron-sulfur cluster assembly protein IscA 0 26,138 6,72E+07 4 1 1 1 3 11,9 12,545 A0A136JNW8;D8P863;A0A1W1HW15A0A136JNW8;D8P863;A0A1W1HW15 175 4,77 0,34675

3,16E+07 2,87E+07 3,25E+07 3,06E+07 4,10E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136JNY7|A0A136JNY7_9BACT Nitrospira sp. OLB3 Uncharacterized protein 0 116,69 0,00E+00 1 1 1 1 1 16,7 9,8242 A0A136JNY7 A0A136JNY7 176 #ZAHL! #ZAHL!

1,38E+06 1,28E+06 5,22E+05 8,59E+05 8,43E+05 0,00E+00 3,16E+06 0,00E+00 0,00E+00 6,64E+05 >tr|A0A136JP04|A0A136JP04_9BACT Nitrospira sp. OLB3 Transcriptional dual regulator HU-beta 0 6,5989 1,53E+07 1 1 1 1 1 15,8 10,24 A0A136JP04 A0A136JP04 177 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,76E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1HY84|A0A1W1HY84_9BACT Nitrospira sp. ND1 Uncharacterized protein 0 10,528 5,28E+07 4 1 1 1 3 3,7 47,001 A0A1W1HY84;A0A136JQL9;D8PI97A0A1W1HY84;A0A136JQL9;D8PI97 179 3,59 #ZAHL!

5,34E+05 6,98E+05 0,00E+00 1,34E+06 5,31E+05 0,00E+00 0,00E+00 7,50E+04 0,00E+00 0,00E+00 >tr|A0A136JR24|A0A136JR24_9BACT Nitrospira sp. OLB3 Multicopper oxidase 0 6,2869 5,14E+07 1 1 1 1 1 0,8 181,46 A0A136JR24 A0A136JR24 180 2,86 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,41E+05 3,98E+05 0,00E+00 >tr|A0A1W1HLQ0|A0A1W1HLQ0_9BACT Nitrospira sp. ND1 Uncharacterized protein 0 10,478 3,81E+08 5 1 1 1 2 7,8 15,75 A0A1W1HLQ0;A0A136JRX3 A0A1W1HLQ0;A0A136JRX3 181 5,81 0,14289

1,90E+06 2,08E+06 2,05E+06 7,64E+05 9,73E+05 1,53E+05 9,30E+04 5,24E+04 1,07E+05 1,02E+05 >tr|D8PFE1|D8PFE1_9BACT Nitrospira defluvii Chaperone protein ClpB 0 14,738 2,46E+07 4 3 1 1 6 5,2 96,511 D8PFE1;A0A1W1HLJ5;A0A136JRY5;A0A0K2GCG7;A0A1W1I760;A0A0S4KRL9D8PFE1;A0A1W1HLJ5;A0A136JRY5;A0A0K2GCG7;A0A1W1I760;A0A0S4KRL9182 -3,29 #ZAHL!

9,25E+05 7,54E+05 5,01E+05 5,99E+05 0,00E+00 0,00E+00 0,00E+00 1,06E+06 0,00E+00 0,00E+00 >tr|D8PFL5|D8PFL5_9BACT Nitrospira defluvii Flagellin 0 15,504 1,04E+08 3 1 1 1 4 5,5 28,495 D8PFL5;A0A1W1HMH4;A0A1E4DLA8;A0A136JS59D8PFL5;A0A1W1HMH4;A0A1E4DLA8;A0A136JS59183 2,84 #ZAHL!

2,06E+07 2,43E+07 2,08E+07 2,20E+07 1,73E+07 1,01E+06 6,86E+05 5,69E+04 5,38E+05 0,00E+00 >tr|A0A136JVD2|A0A136JVD2_9BACT Nitrospira sp. OLB3 Uncharacterized protein 0 35,835 6,39E+08 11 1 1 1 3 5,4 26,734 A0A136JVD2;D8PGR8;A0A1W1HP53A0A136JVD2;D8PGR8;A0A1W1HP53 185 4,61 #ZAHL!

2,09E+06 2,12E+06 1,77E+06 2,09E+06 2,07E+06 4,46E+06 3,90E+06 2,27E+06 2,83E+06 3,25E+06 >tr|D8PGS9|D8PGS9_9BACT Nitrospira defluvii Ribosome-recycling factor 0 209,5 7,23E+08 9 1 1 1 3 8,6 21,45 D8PGS9;A0A1W1HNZ3;A0A136JVI0D8PGS9;A0A1W1HNZ3;A0A136JVI0 186 1,22 0,00002

3,11E+06 2,61E+06 3,45E+06 4,10E+06 5,51E+06 5,00E+06 5,75E+06 2,29E+06 5,14E+06 5,91E+06 >tr|A0A136JYV0|A0A136JYV0_9BACT Nitrospira sp. OLB3 Uncharacterized protein 0 155,38 7,72E+08 16 1 1 1 1 10,7 12,815 A0A136JYV0 A0A136JYV0 189 2,44 0,00008

1,24E+07 1,34E+07 6,71E+06 1,03E+07 9,38E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136JYV5|A0A136JYV5_9BACT Nitrospira sp. OLB3 Putative blue copper protein 0,0070423 5,9989 1,46E+08 2 1 1 1 1 8 15,096 A0A136JYV5 A0A136JYV5 190 #ZAHL! #ZAHL!

1,30E+06 1,26E+06 1,32E+06 1,89E+06 8,41E+05 1,47E+05 1,61E+05 1,22E+05 0,00E+00 1,78E+05 >tr|A0A136K7W9|A0A136K7W9_9BACT Nitrospira sp. OLB3 Inosine-5-monophosphate dehydrogenase 0,0082508 5,8888 2,97E+07 1 1 1 1 1 2,9 52,158 A0A136K7W9 A0A136K7W9 191 -0,18 0,00505

2,65E+06 3,07E+06 1,67E+06 3,91E+06 1,81E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136K836|A0A136K836_9BACT Nitrospira sp. OLB3 60 kDa chaperonin 0 34,144 2,01E+07 1 14 3 1 5 28,4 58,364 A0A136K836;D8PD19;A0A1W1HQW3;A0A1E4DHY0;A0A177QKV7A0A136K836;D8PD19;A0A1W1HQW3;A0A1E4DHY0;A0A177QKV7192 #ZAHL! #ZAHL!

6,82E+06 7,28E+06 7,93E+06 6,85E+06 4,25E+06 5,44E+05 3,00E+05 0,00E+00 3,52E+05 0,00E+00 >tr|A0A136KB92|A0A136KB92_9BACT Nitrospira sp. OLB3 Putative CheY-like response regulator 0 6,2198 1,93E+08 3 3 1 1 2 17,4 16,195 A0A136KB92;A0A0K2GHP0 A0A136KB92 195 4,26 0,05361

1,68E+07 2,06E+07 0,00E+00 1,66E+07 1,86E+07 3,22E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136KBG9|A0A136KBG9_9BACT Nitrospira sp. OLB3 Putative cytochrome c 0 128,75 1,37E+08 4 4 2 1 3 42,7 15,936 A0A136KBG9;D8PIF0;A0A1W9GAS6A0A136KBG9;D8PIF0;A0A1W9GAS6 197 2,34 0,34661

1,68E+07 2,07E+07 1,30E+07 6,42E+06 4,86E+06 3,62E+05 4,59E+06 0,00E+00 2,70E+06 0,00E+00 >tr|A0A136KEJ8|A0A136KEJ8_9BACT Nitrospira sp. OLB3 Fused 50S ribosomal protein L10 and L7/L12 (Fragment) 0 56,256 1,71E+08 9 1 1 1 1 10,8 14,366 A0A136KEJ8 A0A136KEJ8 200 0,57 0,13330

8,62E+05 7,89E+05 6,89E+05 7,17E+05 3,54E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A177Q8A4|A0A177Q8A4_9BACT Nitrospira sp. SCGC AG-212-E16 Uncharacterized protein 0,0081967 5,8721 2,60E+07 2 2 1 1 5 21,9 7,8116 A0A177Q8A4;A0A1W9GMK5;A0A1W9IL27;A0A1W9GQU4;A0A1W9INW2A0A177Q8A4;A0A1W9GMK5;A0A1W9IL27;A0A1W9GQU4;A0A1W9INW2202 #ZAHL! #ZAHL!

8,50E+05 1,10E+06 0,00E+00 6,97E+05 7,91E+05 5,04E+06 4,12E+06 4,03E+06 2,89E+06 5,28E+06 >tr|A0A177Q9Q7|A0A177Q9Q7_9BACT Nitrospira sp. SCGC AG-212-E16 Uncharacterized protein 0,0036832 6,0701 4,30E+08 7 1 1 1 1 4,9 29,323 A0A177Q9Q7 A0A177Q9Q7 203 -0,87 0,00001

1,74E+06 2,21E+06 2,67E+06 7,84E+05 1,61E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1E4DM75|A0A1E4DM75_9BACT Nitrospira sp. SCN 59-13 Biotin carboxyl carrier protein of acetyl-CoA carboxylase0 6,9786 1,76E+07 1 1 1 1 2 10,7 17,323 A0A1E4DM75;A0A177QAU6 A0A1E4DM75;A0A177QAU6 204 #ZAHL! #ZAHL!

2,67E+06 3,23E+06 3,21E+06 3,45E+06 2,19E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9H162|A0A1W9H162_9BACT Nitrospira sp. HN-bin3 Uncharacterized protein 0,0069686 5,9918 1,98E+07 2 1 1 1 2 4 32,245 A0A1W9H162;A0A177QJP1 A0A1W9H162;A0A177QJP1 205 #ZAHL! 0,00000

6,25E+06 0,00E+00 7,62E+06 8,53E+06 3,37E+06 0,00E+00 5,07E+06 2,89E+06 0,00E+00 0,00E+00 >tr|A0A177QK70|A0A177QK70_9BACT Nitrospira sp. SCGC AG-212-E16 Uncharacterized protein 0,0070299 5,9989 2,99E+08 5 1 1 1 1 9,3 13,068 A0A177QK70 A0A177QK70 206 2,70 0,16232

3,69E+07 3,55E+07 2,37E+07 2,56E+07 2,11E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 9,65E+04 >tr|A0A177QQE4|A0A177QQE4_9BACT Nitrospira sp. SCGC AG-212-E16 Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex0 6,534 5,16E+07 5 1 1 1 2 5,2 41,027 A0A177QQE4;A0A1W1HYR2 A0A177QQE4;A0A1W1HYR2 208 4,69 0,34704

1,08E+07 1,07E+07 5,54E+06 9,27E+06 1,09E+07 3,45E+06 2,76E+06 5,61E+05 1,01E+06 1,18E+06 >tr|A0A1E4DGW0|A0A1E4DGW0_9BACT Nitrospira sp. SCN 59-13 Uncharacterized protein 0 53,576 2,57E+08 4 1 1 1 3 2,2 60,703 A0A1E4DGW0;A0A1W1HW58;D8P8B0A0A1E4DGW0;A0A1W1HW58;D8P8B0 209 -2,01 #ZAHL!

5,10E+06 8,05E+06 6,20E+06 4,34E+06 5,99E+06 3,55E+05 2,29E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1E4DKG2|A0A1E4DKG2_9BACT Nitrospira sp. SCN 59-13 Uncharacterized protein (Fragment) 0 7,8904 6,92E+07 6 1 1 1 3 10,3 16,954 A0A1E4DKG2;D8P8L6;A0A1W1HVH8A0A1E4DKG2;D8P8L6;A0A1W1HVH8 211 3,15 0,15446

3,13E+06 4,12E+06 2,77E+06 3,14E+06 2,74E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|D8PJ31|D8PJ31_9BACT Nitrospira defluvii Putative Response regulator, CheY-like 0 13,977 1,52E+08 5 3 1 1 6 16 16,122 D8PJ31;A0A1W1HXD0;A0A1E4DL35;A0A256WU51;A0A0S4L528;A0A0S4KVV2D8PJ31;A0A1W1HXD0;A0A1E4DL35;A0A256WU51;A0A0S4L528;A0A0S4KVV2212 #ZAHL! 0,00000

1,26E+06 1,90E+06 1,37E+06 1,51E+06 1,46E+06 1,15E+06 1,13E+06 2,32E+05 4,92E+05 1,85E+06 >tr|A0A1E4DLH1|A0A1E4DLH1_9BACT Nitrospira sp. SCN 59-13 Uncharacterized protein 0 323,31 6,40E+08 4 1 1 1 2 14,9 12,751 A0A1E4DLH1;D8PB52 A0A1E4DLH1;D8PB52 213 4,16 0,00892

4,57E+06 6,21E+06 5,39E+06 6,95E+06 2,66E+06 2,40E+05 2,77E+05 1,50E+05 2,30E+05 1,52E+05 >tr|A0A1E4DLZ0|A0A1E4DLZ0_9BACT Nitrospira sp. SCN 59-13 Uncharacterized protein 0 8,3541 4,73E+07 2 1 1 1 3 6 32,562 A0A1E4DLZ0;D8PFZ7;A0A1W1HNB6A0A1E4DLZ0;D8PFZ7;A0A1W1HNB6 214 1,00 0,00003

1,69E+07 2,27E+07 1,50E+07 1,31E+07 1,39E+07 5,70E+05 6,89E+05 0,00E+00 4,38E+05 0,00E+00 >tr|A0A1E4ENG8|A0A1E4ENG8_9RHOB Paracoccus sp. SCN 68-21 Beta-ketoacyl-ACP reductase 0,0070175 5,9969 9,12E+07 4 1 1 1 1 4,8 26,501 A0A1E4ENG8 A0A1E4ENG8 215 1,37 #ZAHL!

0,00E+00 2,31E+06 1,75E+06 2,00E+06 8,36E+05 0,00E+00 3,08E+05 1,20E+05 1,87E+05 3,48E+05 >tr|A0A1E4EQD3|A0A1E4EQD3_9RHOB Paracoccus sp. SCN 68-21 3-isopropylmalate dehydrogenase 0,0018587 6,0874 2,91E+07 3 1 1 1 1 4,3 39,82 A0A1E4EQD3 A0A1E4EQD3 216 -0,97 #ZAHL!

0,00E+00 4,95E+05 3,14E+05 0,00E+00 1,97E+05 6,17E+06 8,24E+06 5,11E+06 5,82E+06 9,05E+06 >tr|A0A1E4ERT1|A0A1E4ERT1_9RHOB Paracoccus sp. SCN 68-21 Electron transfer flavoprotein subunit beta 0,0083195 5,8955 7,15E+08 6 1 1 1 1 6 26,804 A0A1E4ERT1 A0A1E4ERT1 217 -1,74 0,00002

2,41E+06 2,73E+06 3,14E+06 2,76E+06 1,68E+06 1,04E+07 1,68E+07 1,40E+07 2,02E+07 3,24E+07 >tr|A0A1E4ETI4|A0A1E4ETI4_9RHOB Paracoccus sp. SCN 68-21 Uncharacterized protein 0,0071174 6,0163 2,85E+09 3 1 1 1 1 12,4 9,6203 A0A1E4ETI4 A0A1E4ETI4 218 2,34 0,00109

2,77E+05 5,54E+05 3,55E+05 0,00E+00 2,67E+05 7,30E+07 3,38E+07 0,00E+00 3,68E+07 0,00E+00 >tr|A0A1E4EWK3|A0A1E4EWK3_9RHOB Paracoccus sp. SCN 68-21 Cytochrome c biogenesis ATP-binding export protein CcmA0 10,28 5,74E+09 10 1 1 1 1 3,8 21,887 A0A1E4EWK3 A0A1E4EWK3 220 0,89 0,06775

3,46E+05 4,67E+05 4,79E+05 5,64E+05 2,11E+05 9,62E+06 7,00E+06 4,92E+06 6,30E+06 7,05E+06 >tr|A0A1H3N2L3|A0A1H3N2L3_9PROT Nitrosomonas halophila 30S ribosomal protein S5 0 55,311 3,91E+08 26 1 1 1 11 11,7 16,981 A0A1H3N2L3;Q82X75;Q0AIH9;A0A1I7J167;A0A1I0CSC8;A0A1G4VD69;A0A1N6HKB5;A0A1I4QSE4;A0A1H3PV15;A0A1G8GK33;A0A1G5SDE2A0A1H3N2L3;Q82X75;Q0AIH9;A0A1I7J167;A0A1I0CSC8;A0A1G4VD69;A0A1N6HKB5;A0A1I4QSE4;A0A1H3PV15;A0A1G8GK33;A0A1G5SDE2221 -2,04 0,00002

1,03E+07 1,16E+07 9,19E+06 1,18E+07 2,47E+06 4,03E+05 0,00E+00 0,00E+00 3,13E+05 2,19E+05 >tr|Q82TQ0|Q82TQ0_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Site-determining protein 0 6,4469 1,70E+07 4 1 1 1 7 6,3 29,478 Q82TQ0;Q0AGZ1;A0A1I4TAB4;A0A1I0E5U9;A0A1H3MUW5;A0A1G8ADR0;A0A1G4VMY6Q82TQ0;Q0AGZ1;A0A1I4TAB4;A0A1I0E5U9;A0A1H3MUW5;A0A1G8ADR0;A0A1G4VMY6222 -2,86 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,19E+05 0,00E+00 1,28E+05 0,00E+00 >sp|Q0AJH9|CH60_NITEC Nitrosomonas eutropha (strain C91) 60 kDa chaperonin 0 15,204 2,94E+08 2 3 1 1 3 7,9 57,461 Q0AJH9;A0A1I7I6Q2;A0A1G4W9W3Q0AJH9;A0A1I7I6Q2;A0A1G4W9W3 223 4,77 0,16074

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,73E+07 2,96E+07 9,44E+06 1,58E+07 3,25E+07 >sp|Q82Y61|CH10_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) 10 kDa chaperonin 0 79,245 1,20E+09 16 1 1 1 7 26 10,544 Q82Y61;Q0AJH8;A0A1I4L594;A0A1H9Y3F6;A0A1H3NH79;A0A1G5SBW5;A0A1G4WBA3Q82Y61;Q0AJH8;A0A1I4L594;A0A1H9Y3F6;A0A1H3NH79;A0A1G5SBW5;A0A1G4WBA3224 0,36 0,00136

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,14E+05 1,28E+06 9,46E+05 4,75E+05 9,38E+05 6,49E+05 >tr|Q82UN3|Q82UN3_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Iron-regulated ABC transporter ATPase subunit SufC 0 27,972 7,33E+07 3 1 1 1 5 6,5 28,952 Q82UN3;Q0AGN9;A0A1I7FXD0;A0A1H9YY67;A0A1G4WRR2Q82UN3;Q0AGN9;A0A1I7FXD0;A0A1H9YY67;A0A1G4WRR2225 -3,89 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,90E+04 7,15E+04 0,00E+00 7,75E+04 6,42E+04 >tr|A0A2D2C5L6|A0A2D2C5L6_9RHOB Paracoccus yeei 2-keto-gluconate dehydrogenase 0 16,566 8,11E+06 1 1 1 1 9 4,4 56,805 A0A2D2C5L6;A0A2A2GH81;A0A1V0GN09;A0A1G9L3C8;A0A2H5EY90;A0A2G1Z7N1;A0A2E3CI59;A0A2D8WXQ4;A0A1G5D334A0A2D2C5L6;A0A2A2GH81;A0A1V0GN09;A0A1G9L3C8;A0A2H5EY90;A0A2G1Z7N1;A0A2E3CI59;A0A2D8WXQ4;A0A1G5D334226 -3,08 #ZAHL!

6,36E+05 1,16E+06 5,33E+05 4,73E+05 5,68E+05 8,91E+07 4,11E+07 5,94E+07 2,45E+07 7,43E+07 >tr|A0A1G5DFJ5|A0A1G5DFJ5_9RHOB Paracoccus tibetensis ATP synthase subunit beta 0 7,1071 6,77E+09 28 3 1 1 3 8,6 50,266 A0A1G5DFJ5;A0A2H5EVS2;A0A2D8X284A0A1G5DFJ5;A0A2H5EVS2;A0A2D8X284 227 -5,61 0,00103

6,78E+05 6,15E+05 2,71E+05 3,51E+05 3,68E+05 3,94E+06 4,89E+06 2,42E+06 2,06E+06 4,99E+06 >tr|A0A1G5DFT7|A0A1G5DFT7_9RHOB Paracoccus tibetensis ATP synthase subunit alpha 0 10,1 5,12E+08 8 2 1 1 1 6,3 55,493 A0A1G5DFT7 A0A1G5DFT7 228 #ZAHL! #ZAHL!

5,54E+05 0,00E+00 0,00E+00 2,49E+05 1,45E+06 1,39E+06 1,90E+06 1,07E+06 1,23E+06 1,31E+06 >tr|A0A1G5HGT4|A0A1G5HGT4_9RHOB Paracoccus tibetensis Electron transfer flavoprotein beta subunit 0 257,56 2,86E+08 28 1 1 1 1 6,4 26,434 A0A1G5HGT4 A0A1G5HGT4 229 0,81 0,00001

2,58E+05 3,19E+05 1,57E+05 1,61E+05 1,33E+05 1,17E+07 0,00E+00 4,15E+06 8,24E+06 8,89E+06 >tr|A0A1I0EHV2|A0A1I0EHV2_9RHOB Paracoccus homiensis 3-oxoacyl-[acyl-carrier-protein] reductase /acetoacetyl-CoA reductase0 41,77 7,98E+08 7 1 1 1 9 4,6 25,391 A0A1I0EHV2;Q3SN32;Q1QH81;A3WQZ3;A0A238VXT8;A0A1V4HU83;A0A1Q3K9M8;A0A1M3CES2;A0A1G5J9C8A0A1I0EHV2;Q3SN32;Q1QH81;A3WQZ3;A0A238VXT8;A0A1V4HU83;A0A1Q3K9M8;A0A1M3CES2;A0A1G5J9C8230 -0,97 #ZAHL!

0,00E+00 0,00E+00 2,06E+04 0,00E+00 3,55E+04 2,08E+06 1,33E+06 0,00E+00 8,15E+05 7,30E+05 >tr|A0A1G5SBI2|A0A1G5SBI2_9PROT Nitrosomonas mobilis Uncharacterized protein 0 17,407 4,46E+07 3 1 1 1 2 9 23,83 A0A1G5SBI2;A0A1I4PYF4 A0A1G5SBI2;A0A1I4PYF4 231 #ZAHL! #ZAHL!

3,23E+05 3,35E+05 2,52E+05 4,17E+05 3,25E+05 1,20E+05 1,17E+05 0,00E+00 7,16E+04 1,08E+05 >tr|A0A1G5SBX2|A0A1G5SBX2_9PROT Nitrosomonas mobilis 60 kDa chaperonin 0 18,314 5,78E+07 7 4 1 1 1 10,7 57,636 A0A1G5SBX2 A0A1G5SBX2 232 2,05 0,00610

6,60E+04 1,01E+05 1,08E+05 1,08E+05 1,68E+05 0,00E+00 0,00E+00 0,00E+00 1,18E+06 2,02E+06 >tr|A0A1G5SDA5|A0A1G5SDA5_9PROT Nitrosomonas mobilis Elongation factor Tu 0 314,77 2,05E+08 5 2 1 1 8 7,7 39,397 A0A1G5SDA5;A0A1N6HIM8;A0A1N6GER4;A0A1H8JCV5;A0A1I0GK01;A0A1I4HWM9;A0A1H9SR85;A0A1H3QC59A0A1G5SDA5;A0A1N6HIM8;A0A1N6GER4;A0A1H8JCV5;A0A1I0GK01;A0A1I4HWM9;A0A1H9SR85;A0A1H3QC59233 1,25 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1G5SG84|A0A1G5SG84_9PROT Nitrosomonas mobilis Thioredoxin reductase 0 10,132 2,23E+07 4 1 1 1 1 6 34,389 A0A1G5SG84 A0A1G5SG84 234 #ZAHL! 0,00000

1,77E+06 2,15E+06 1,58E+06 1,66E+06 1,45E+06 0,00E+00 0,00E+00 5,65E+04 1,06E+05 1,10E+05 >tr|A0A1G5SI85|A0A1G5SI85_9PROT Nitrosomonas mobilis Chaperone protein HtpG 0 8,8661 1,12E+07 2 1 1 1 4 2 73,179 A0A1G5SI85;A0A1I4LK20;A0A1H3KY12;A0A1G8E6V9A0A1G5SI85;A0A1I4LK20;A0A1H3KY12;A0A1G8E6V9235 #ZAHL! #ZAHL!

4,22E+06 4,69E+06 5,45E+06 0,00E+00 2,90E+06 0,00E+00 0,00E+00 5,28E+06 0,00E+00 3,52E+06 >tr|A0A1G5SIB4|A0A1G5SIB4_9PROT Nitrosomonas mobilis Uncharacterized protein 0 7,9419 4,97E+07 2 1 1 1 1 72 2,8392 A0A1G5SIB4 A0A1G5SIB4 236 2,22 0,15244

4,40E+05 4,83E+05 4,57E+05 5,36E+05 3,77E+05 1,99E+05 9,45E+05 1,58E+06 1,39E+06 0,00E+00 >tr|A0A2H5EYF2|A0A2H5EYF2_9RHOB Paracoccus zhejiangensis Glyceraldehyde-3-phosphate dehydrogenase 0 6,1339 3,07E+08 3 1 1 1 2 4,5 35,529 A0A2H5EYF2;A0A1G7ATQ2 A0A2H5EYF2;A0A1G7ATQ2 237 1,45 0,03082

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,77E+07 2,47E+07 5,61E+06 0,00E+00 >tr|A0A1G7BLW8|A0A1G7BLW8_9RHOB Paracoccus isoporae Hydroxyacylglutathione hydrolase 0 6,2331 8,02E+08 3 1 1 1 1 10,5 25,936 A0A1G7BLW8 A0A1G7BLW8 239 -0,90 #ZAHL!

1,03E+07 1,29E+07 8,67E+06 1,05E+07 5,87E+06 7,49E+05 4,81E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1G7HLF5|A0A1G7HLF5_9RHOB Paracoccus isoporae Uncharacterized protein 0,0068376 5,9389 2,06E+07 0 1 1 1 1 7,6 20,731 A0A1G7HLF5 A0A1G7HLF5 240 0,13 #ZAHL!

7,20E+06 1,20E+07 6,91E+06 6,76E+06 9,92E+06 1,04E+06 6,38E+05 0,00E+00 6,81E+05 7,78E+05 >tr|A0A1I4N008|A0A1I4N008_9PROT Nitrosomonas nitrosa Iron-regulated ABC transporter ATPase subunit SufC 0 6,1737 1,23E+08 4 1 1 1 6 3,8 29,501 A0A1I4N008;A0A1I4JEH9;A0A1I3GR48;A0A1H3Q2A0;A0A1G7XPS8;A0A1H3NC18A0A1I4N008;A0A1I4JEH9;A0A1I3GR48;A0A1H3Q2A0;A0A1G7XPS8;A0A1H3NC18241 0,53 0,00639

0,00E+00 1,57E+04 3,41E+05 8,61E+05 4,64E+05 0,00E+00 1,15E+05 0,00E+00 1,24E+05 1,80E+05 >tr|A0A1I4KZ46|A0A1I4KZ46_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 6,7325 4,60E+07 2 1 1 1 3 3,3 51,57 A0A1I4KZ46;A0A1H3K035;A0A1G7ZKM6A0A1I4KZ46;A0A1H3K035;A0A1G7ZKM6 242 1,61 0,04825

3,44E+05 5,25E+05 1,32E+05 3,89E+05 2,45E+05 5,46E+06 0,00E+00 2,87E+06 5,01E+06 6,26E+06 >tr|A0A1I4T278|A0A1I4T278_9PROT Nitrosomonas nitrosa Putative exosortase-associated protein, TIGR04073 family0 66,259 2,74E+08 9 1 1 1 4 14,2 13,232 A0A1I4T278;A0A1I4SF80;A0A1H3JRT2;A0A1G8ANU9A0A1I4T278;A0A1I4SF80;A0A1H3JRT2;A0A1G8ANU9243 0,41 0,00844

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,70E+05 4,89E+05 2,64E+05 4,85E+05 7,75E+05 >tr|A0A1G8C5M9|A0A1G8C5M9_9PROT Nitrosomonas sp. Nm132 Cytochrome c-type biogenesis protein CcmH 0 10,017 8,52E+08 13 1 1 1 2 4,3 48,272 A0A1G8C5M9;A0A1H3LV63 A0A1G8C5M9;A0A1H3LV63 244 3,43 0,00044

2,02E+05 3,68E+05 3,13E+05 3,57E+05 0,00E+00 1,52E+05 0,00E+00 7,93E+04 0,00E+00 1,03E+05 >tr|A0A1I4NHQ6|A0A1I4NHQ6_9PROT Nitrosomonas nitrosa Peptidylprolyl isomerase 0 6,8664 1,00E+07 1 1 1 1 6 2,7 68,643 A0A1I4NHQ6;A0A1I4RYZ6;A0A1I3J8I3;A0A1H2TMU6;A0A1H3HVF3;A0A1G8DNC8A0A1I4NHQ6;A0A1I4RYZ6;A0A1I3J8I3;A0A1H2TMU6;A0A1H3HVF3;A0A1G8DNC8245 #ZAHL! #ZAHL!

7,70E+05 8,70E+05 8,51E+05 6,07E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1H3MM73|A0A1H3MM73_9PROT Nitrosomonas sp. Nm58 Superoxide dismutase 0 6,2679 0,00E+00 1 2 1 1 7 10,4 23,364 A0A1H3MM73;A0A1G8EGB1;A0A1I4QER6;A0A1H3H9K2;A0A1I1XRS5;A0A1H2QVD1;A0A0F7KIK2A0A1H3MM73;A0A1G8EGB1;A0A1I4QER6;A0A1H3H9K2;A0A1I1XRS5;A0A1H2QVD1;A0A0F7KIK2246 #ZAHL! #ZAHL!

9,23E+05 2,22E+05 0,00E+00 0,00E+00 0,00E+00 3,33E+05 2,26E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1H3P364|A0A1H3P364_9PROT Nitrosomonas sp. Nm33 Uncharacterized protein 0 13,509 1,63E+07 4 1 1 1 6 25,6 9,4958 A0A1H3P364;F8GKU4;A0A1I4NLP4;A0A1I4M9J4;A0A1H3KNC1;A0A1G8ESS2A0A1H3P364;F8GKU4;A0A1I4NLP4;A0A1I4M9J4;A0A1H3KNC1;A0A1G8ESS2247 2,28 #ZAHL!

2,46E+06 2,93E+06 2,25E+06 9,51E+06 3,52E+06 0,00E+00 0,00E+00 0,00E+00 1,75E+05 0,00E+00 >tr|A0A1N6IDW7|A0A1N6IDW7_9PROT Nitrosomonas cryotolerans ATCC 49181 Uroporphyrinogen decarboxylase 0 6,4825 2,13E+07 3 1 1 1 5 4,2 39,108 A0A1N6IDW7;A0A1I4RRA0;A0A1I4NJ67;A0A1H3LYM9;A0A1G8FAX5A0A1N6IDW7;A0A1I4RRA0;A0A1I4NJ67;A0A1H3LYM9;A0A1G8FAX5248 3,33 #ZAHL!

4,05E+05 3,52E+05 0,00E+00 5,54E+05 3,91E+05 4,55E+05 9,76E+04 0,00E+00 0,00E+00 2,80E+05 >tr|A0A1G8I8G6|A0A1G8I8G6_9PROT Nitrosomonas sp. Nm132 Hydroxylamine dehydrogenase 0 10,106 1,03E+08 9 4 1 1 12 8,2 63,762 A0A1G8I8G6;A0A1H3R5V0;A0A1G5SDS1;A0A1G5SG74;A0A1I4X7U1;A0A1I3NRD1;A0A1H3A444;A0A0F7KHL8;A0A0F7KIN0;G1EHL3;Q8G9I3;A0A1I4HHU7A0A1G8I8G6;A0A1H3R5V0;A0A1G5SDS1;A0A1G5SG74;A0A1I4X7U1;A0A1I3NRD1;A0A1H3A444;A0A0F7KHL8;A0A0F7KIN0250 1,41 0,09642

8,25E+04 1,23E+05 1,08E+05 1,32E+05 7,18E+04 1,79E+06 1,97E+06 1,75E+06 2,10E+06 1,92E+06 >tr|A0A1G9DRA9|A0A1G9DRA9_9RHOB Paracoccus chinensis Acetyltransferase component of pyruvate dehydrogenase complex0 10,886 2,84E+08 32 1 1 1 1 4,3 47,551 A0A1G9DRA9 A0A1G9DRA9 251 -1,50 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,11E+04 9,38E+04 8,97E+04 8,72E+04 0,00E+00 >tr|A0A2H5F242|A0A2H5F242_9RHOB Paracoccus zhejiangensis Acyl-CoA dehydrogenase 0 8,9235 1,29E+07 3 1 1 1 10 4,7 58,126 A0A2H5F242;A0A2G1Z7T0;A0A239PRN5;A0A238VYC0;A0A1N7M3A1;A0A1L9BTA2;A0A1I0EL09;A0A1H8L8R2;A0A2A2GHT9;A0A1G9DZE0A0A2H5F242;A0A2G1Z7T0;A0A239PRN5;A0A238VYC0;A0A1N7M3A1;A0A1L9BTA2;A0A1I0EL09;A0A1H8L8R2;A0A2A2GHT9;A0A1G9DZE0252 -2,17 #ZAHL!

2,83E+05 3,02E+05 2,03E+05 0,00E+00 0,00E+00 4,00E+05 3,66E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A2A2GFR8|A0A2A2GFR8_9RHOB Paracoccus sp. WN007 50S ribosomal protein L11 0 6,3365 3,36E+07 4 1 1 1 4 11,3 15,886 A0A2A2GFR8;A0A1W6CUQ9;A0A1V0GR84;A0A1G9N8J3A0A2A2GFR8;A0A1W6CUQ9;A0A1V0GR84;A0A1G9N8J3253 2,17 #ZAHL!

7,02E+06 8,93E+06 7,87E+06 9,24E+06 9,29E+06 0,00E+00 0,00E+00 9,32E+05 0,00E+00 0,00E+00 >tr|A0A1H2SPV3|A0A1H2SPV3_9RHOB Paracoccus sanguinis Uncharacterized protein 0 7,2757 1,21E+08 1 1 1 1 1 9,6 7,3794 A0A1H2SPV3 A0A1H2SPV3 254 4,64 #ZAHL!

5,64E+06 5,70E+06 4,15E+06 3,42E+06 7,63E+06 1,34E+05 1,03E+05 0,00E+00 9,74E+04 1,33E+05 >tr|A0A1W6D197|A0A1W6D197_9RHOB Paracoccus contaminans ABC transporter substrate-binding protein 0 10,791 3,07E+07 2 2 1 1 12 8,9 42,185 A0A1W6D197;A0A1H2ZX24;Q3STB3;A3WWF2;A0A1Q3JWK5;A0A2G1YYH8;A0A1G9EXC1;A0A2E3CGC8;A0A1G5IBQ7;A0A238WWL1;A0A2A2GKA7;A0A2H5F3P1A0A1W6D197;A0A1H2ZX24;Q3STB3;A3WWF2;A0A1Q3JWK5;A0A2G1YYH8;A0A1G9EXC1;A0A2E3CGC8;A0A1G5IBQ7;A0A238WWL1;A0A2A2GKA7;A0A2H5F3P1255 1,64 #ZAHL!

3,79E+06 4,14E+06 3,08E+06 3,51E+06 0,00E+00 0,00E+00 1,03E+07 4,33E+06 7,41E+06 8,52E+06 >tr|A0A1H9JW60|A0A1H9JW60_9PROT Nitrosomonas sp. Nm51 Uncharacterized protein 0 24,076 1,36E+09 5 1 1 1 2 5,4 17,775 A0A1H9JW60;A0A1H3D535 A0A1H9JW60;A0A1H3D535 256 2,43 0,00968

2,15E+06 1,95E+06 1,89E+06 2,11E+06 1,81E+06 8,74E+06 2,50E+06 1,82E+06 2,07E+06 2,34E+06 >tr|A0A1H3DKM9|A0A1H3DKM9_9PROT Nitrosomonas halophila NADPH-dependent glutamate synthase beta chain 0 15,984 1,66E+09 23 1 1 1 1 2,8 59,543 A0A1H3DKM9 A0A1H3DKM9 257 1,41 0,02904

1,01E+05 2,78E+05 1,09E+05 1,40E+05 7,68E+04 1,18E+04 1,11E+04 0,00E+00 8,35E+03 3,87E+03 >tr|A0A1H3FQ10|A0A1H3FQ10_9PROT Nitrosomonas sp. Nm33 60 kDa chaperonin 0 11,689 1,49E+07 1 3 2 1 1 7,4 57,754 A0A1H3FQ10 A0A1H3FQ10 258 3,88 0,01416

9,43E+05 1,25E+06 8,31E+05 1,36E+06 7,14E+05 2,31E+06 2,10E+06 1,16E+06 1,44E+06 2,52E+06 >tr|A0A1I4QUR2|A0A1I4QUR2_9PROT Nitrosomonas nitrosa 30S ribosomal protein S9 0 67,513 9,05E+07 5 1 1 1 3 11,5 14,572 A0A1I4QUR2;A0A1H3N5G7;A0A1H3FSM6A0A1I4QUR2;A0A1H3N5G7;A0A1H3FSM6 259 0,46 0,00008



6,53E+04 6,13E+04 1,00E+05 1,27E+05 0,00E+00 1,17E+06 0,00E+00 9,34E+05 8,65E+05 1,06E+06 >tr|A0A1H3GA99|A0A1H3GA99_9PROT Nitrosomonas halophila O-acetylhomoserine (Thiol)-lyase 0 6,8451 3,04E+08 9 1 1 1 1 2,8 45,865 A0A1H3GA99 A0A1H3GA99 260 1,47 0,00475

3,56E+06 2,23E+06 3,62E+06 0,00E+00 4,03E+06 2,09E+06 4,16E+05 6,03E+04 4,51E+05 3,36E+05 >tr|A0A1I4QMK7|A0A1I4QMK7_9PROT Nitrosomonas communis 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-succinyltransferase0 59,323 8,20E+07 10 1 1 1 3 5,1 29,777 A0A1I4QMK7;A0A1I4QK11;A0A1H3ID86A0A1I4QMK7;A0A1I4QK11;A0A1H3ID86 262 -0,42 0,10048

1,12E+06 7,55E+05 1,45E+06 1,47E+06 2,03E+06 7,18E+05 6,05E+05 1,50E+05 5,83E+05 6,92E+05 >tr|A0A1H3ITM4|A0A1H3ITM4_9PROT Nitrosomonas sp. Nm33 50S ribosomal protein L9 0,0067912 5,9357 1,55E+08 3 2 1 1 5 19,2 16,194 A0A1H3ITM4;A0A1I4NJC3;A0A1I3M872;A0A1H2WX03;A0A0F7KHF2A0A1H3ITM4;A0A1I4NJC3;A0A1I3M872;A0A1H2WX03;A0A0F7KHF2263 2,21 0,00070

5,18E+04 8,49E+04 2,98E+04 7,93E+04 1,25E+05 0,00E+00 0,00E+00 3,23E+04 0,00E+00 0,00E+00 >tr|A0A1H3L6Z4|A0A1H3L6Z4_9PROT Nitrosomonas halophila Flagellar biosynthesis protein FlhG 0 6,446 4,04E+08 4 1 1 1 1 4 32,46 A0A1H3L6Z4 A0A1H3L6Z4 264 9,44 0,34815

7,58E+06 7,61E+06 7,18E+06 7,84E+06 6,49E+06 0,00E+00 0,00E+00 5,94E+05 9,33E+05 1,27E+06 >tr|A0A1H3NRC0|A0A1H3NRC0_9PROT Nitrosomonas sp. Nm58 Carboxypeptidase C (Cathepsin A) 0,003643 6,048 4,50E+08 3 1 1 1 1 2,3 62,392 A0A1H3NRC0 A0A1H3NRC0 265 2,38 #ZAHL!

6,07E+06 6,20E+06 7,52E+06 6,93E+06 3,28E+06 2,84E+05 4,08E+05 0,00E+00 0,00E+00 0,00E+00 >tr|F9ZD10|F9ZD10_9PROT Nitrosomonas sp. AL212 Urease subunit gamma 0 12,024 2,55E+07 5 1 1 1 2 25 10,974 F9ZD10;A0A1H5U418 F9ZD10;A0A1H5U418 268 2,67 0,15035

4,71E+06 6,52E+06 2,49E+06 4,20E+06 1,79E+06 0,00E+00 0,00E+00 0,00E+00 3,39E+05 0,00E+00 >tr|A0A1H6JZS5|A0A1H6JZS5_9RHOB Paracoccus alkenifer Sulfide dehydrogenase (Flavocytochrome c), flavoprotein subunit0 10,975 1,08E+08 1 1 1 1 1 2,1 44,9 A0A1H6JZS5 A0A1H6JZS5 269 3,62 #ZAHL!

7,86E+04 9,14E+04 6,42E+04 0,00E+00 9,35E+04 1,76E+06 1,20E+06 1,82E+06 1,07E+06 2,09E+06 >tr|A0A1M7ET03|A0A1M7ET03_9RHOB Paracoccus solventivorans Uncharacterized protein 0,0036765 6,0604 1,97E+08 4 1 1 1 2 3 41,789 A0A1M7ET03;A0A1H6LGN9 A0A1M7ET03;A0A1H6LGN9 270 -1,70 0,00004

1,92E+07 2,85E+07 2,10E+07 1,77E+07 5,57E+06 7,94E+05 4,84E+05 0,00E+00 9,47E+05 8,87E+05 >tr|A0A1M7EGK0|A0A1M7EGK0_9RHOB Paracoccus solventivorans TRAP-type mannitol/chloroaromatic compound transport system, substrate-binding protein0 61,663 3,92E+08 17 2 2 1 6 9,4 41,12 A0A1M7EGK0;A0A1H6LQI3;S5XMZ3;A0A1V0GX06;A0A1N6SVY8;A0A1I2Y5G8A0A1M7EGK0;A0A1H6LQI3;S5XMZ3;A0A1V0GX06;A0A1N6SVY8;A0A1I2Y5G8271 2,89 0,00740

4,67E+04 1,17E+05 9,59E+04 7,35E+04 5,51E+04 5,26E+06 4,05E+06 5,08E+05 2,94E+06 0,00E+00 >tr|A0A1M7DVV0|A0A1M7DVV0_9RHOB Paracoccus solventivorans Malate/lactate/ureidoglycolate dehydrogenase, LDH2 family0 6,6974 2,72E+08 6 1 1 1 2 4,4 35,6 A0A1M7DVV0;A0A1H6MX72 A0A1M7DVV0;A0A1H6MX72 272 -0,93 #ZAHL!

1,60E+06 2,28E+06 2,69E+06 1,87E+06 1,10E+06 0,00E+00 4,47E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4DSU9|A0A1I4DSU9_9PROT Nitrosomonas aestuarii Putative exosortase-associated protein, TIGR04073 family0 8,5456 3,13E+07 1 1 1 1 5 14,3 13,045 A0A1I4DSU9;A0A1I0F6K7;A0A1H9RFY2;A0A1H8BH03;A0A1H8KI86A0A1I4DSU9;A0A1I0F6K7;A0A1H9RFY2;A0A1H8BH03;A0A1H8KI86273 #ZAHL! #ZAHL!

3,85E+05 3,09E+05 2,70E+05 3,93E+05 0,00E+00 4,81E+05 7,25E+05 1,80E+05 3,15E+05 2,40E+05 >tr|A0A1H9NST7|A0A1H9NST7_9PROT Nitrosomonas sp. Nm51 protein RecA 0 7,2334 1,03E+08 13 1 1 1 5 5 37,385 A0A1H9NST7;A0A1I4PHC9;A0A1I0ED20;A0A1H8BRH9;A0A1I4CMC5A0A1H9NST7;A0A1I4PHC9;A0A1I0ED20;A0A1H8BRH9;A0A1I4CMC5274 1,21 0,00422

1,18E+08 1,21E+08 0,00E+00 1,31E+08 0,00E+00 1,03E+06 4,18E+06 0,00E+00 1,23E+06 3,10E+06 >tr|A0A1H8GAZ4|A0A1H8GAZ4_9RHOB Paracoccus alcaliphilus Malate dehydrogenase 0 65,265 2,29E+08 11 3 3 1 41 14,4 33,225 A0A1H8GAZ4;A0A2H5EWL4;A0A2G1Z209;A0A239PR80;A0A1X7IDQ0;A0A1V0GTP3;A0A1N7KVE9;A0A1M7D1C4;A0A1K1VIR0;A0A1I5EEP9;A0A1I3BK05;A0A1H6L2T2;A0A1G7A6A6;A0A1G5C9C9;A0A1E4EW27;A0A0V0PYV9;A0A0D6TGQ9;A0A099FNG5;A0A099F9L1;A0A256WW21;A0A1W9J3R3;A0A1W9G8J5;A0A0K2GHM5;A0A0S4LAY9;A0A0S4L5W5;A0A1L9BNN9;A0A1I0F7L2;A0A099G7A2;A0A099F3Y6;S5XQI9;A1AZH9;A0A2A2GLF9;A0A238USY4;A0A1W6CY97;A0A1N6R5N2;A0A1G9GFM4;Q3SVK5;A3WRB7;A0A1V4I1X9;A0A1Q3JVJ3;A0A1W1I167A0A1H8GAZ4;A0A2H5EWL4;A0A2G1Z209;A0A239PR80;A0A1X7IDQ0;A0A1V0GTP3;A0A1N7KVE9;A0A1M7D1C4;A0A1K1VIR0;A0A1I5EEP9;A0A1I3BK05;A0A1H6L2T2;A0A1G7A6A6;A0A1G5C9C9;A0A1E4EW27;A0A0V0PYV9;A0A0D6TGQ9;A0A099FNG5;A0A099F9L1277 -1,58 #ZAHL!

2,31E+05 1,63E+05 1,06E+05 0,00E+00 1,56E+05 5,57E+05 6,06E+05 2,44E+05 7,58E+05 4,80E+05 >tr|A0A239Q1L7|A0A239Q1L7_9RHOB Paracoccus seriniphilus Multiple sugar transport system ATP-binding protein 0 6,1408 9,76E+07 3 1 1 1 4 4,1 37,036 A0A239Q1L7;A0A1X7LLA1;A0A1H8J308;A0A1Q3KA95A0A239Q1L7;A0A1X7LLA1;A0A1H8J308;A0A1Q3KA95278 -0,56 #ZAHL!

5,36E+05 6,88E+05 4,28E+05 7,30E+05 6,60E+05 3,87E+06 6,28E+06 3,15E+06 3,66E+06 4,45E+06 >tr|A0A1H8KD55|A0A1H8KD55_9PROT Nitrosomonas oligotropha 4-oxalocrotonate tautomerase 0 6,5215 3,76E+08 9 1 1 1 1 19,4 7,116 A0A1H8KD55 A0A1H8KD55 279 1,76 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A1B0Q5|A1B0Q5_PARDP Paracoccus denitrificans (strain Pd 1222) Phage Terminase 0 6,3786 0,00E+00 1 1 1 1 3 1,7 63,203 A1B0Q5;A1AYX9;A0A1H8KDD6 A1B0Q5;A1AYX9;A0A1H8KDD6 280 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,13E+06 3,05E+06 2,18E+06 3,15E+06 4,72E+06 >tr|A0A2G1Z342|A0A2G1Z342_9RHOB Paracoccus sp. 50S ribosomal protein L29 0 6,2298 1,41E+08 7 1 1 1 6 19,1 7,6407 A0A2G1Z342;A0A2E3CFD7;A0A239Q264;A0A1N7N3Z2;A0A1I0IH69;A0A1H8M0N7A0A2G1Z342;A0A2E3CFD7;A0A239Q264;A0A1N7N3Z2;A0A1I0IH69;A0A1H8M0N7282 -0,27 0,00059

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,12E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1H8MA43|A0A1H8MA43_9PROT Nitrosomonas oligotropha 3-oxoacyl-[acyl-carrier protein] reductase 0 10,198 0,00E+00 1 1 1 1 1 3,7 26,017 A0A1H8MA43 A0A1H8MA43 283 #ZAHL! #ZAHL!

8,28E+04 1,20E+05 8,02E+04 6,49E+04 8,92E+04 1,90E+05 2,04E+05 2,09E+05 2,01E+04 9,83E+03 >tr|A0A1H8N8V6|A0A1H8N8V6_9RHOB Paracoccus alcaliphilus AIPR protein 0,0069565 5,9895 8,09E+07 4 1 1 1 1 1,8 62,939 A0A1H8N8V6 A0A1H8N8V6 284 1,83 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 5,95E+06 4,74E+06 0,00E+00 3,79E+06 3,70E+06 >tr|A0A1H8NA29|A0A1H8NA29_9RHOB Paracoccus alcaliphilus ATP synthase subunit beta 0 6,5238 1,51E+09 6 3 1 1 6 8,6 50,497 A0A1H8NA29;A0A239Q2P9;S5Y0H4;A0A1L9BVB9;A0A1E4EV98;A0A0D6TAL6A0A1H8NA29;A0A239Q2P9;S5Y0H4;A0A1L9BVB9;A0A1E4EV98;A0A0D6TAL6285 1,47 0,00646

5,66E+04 1,20E+05 4,62E+04 1,09E+05 8,49E+04 1,39E+06 0,00E+00 0,00E+00 1,29E+06 0,00E+00 >tr|A0A1I4LFZ1|A0A1I4LFZ1_9PROT Nitrosomonas nitrosa CBS domain-containing protein 0 17,823 6,65E+07 0 1 1 1 2 5,5 16,667 A0A1I4LFZ1;A0A1H9KTS4 A0A1I4LFZ1;A0A1H9KTS4 286 1,34 0,14152

2,69E+05 3,27E+05 3,49E+05 3,34E+05 0,00E+00 0,00E+00 5,41E+06 0,00E+00 0,00E+00 3,46E+06 >tr|A0A1H9L766|A0A1H9L766_9PROT Nitrosomonas sp. Nm51 DEAD/DEAH box helicase 0 17,548 1,39E+09 1 1 1 1 1 0,7 116,34 A0A1H9L766 A0A1H9L766 287 1,18 #ZAHL!

9,63E+05 3,17E+05 3,74E+05 7,79E+05 4,70E+05 7,91E+07 3,08E+07 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I0CK19|A0A1I0CK19_9RHOB Paracoccus homiensis DNA polymerase-3 subunit epsilon 0 8,1259 1,44E+10 7 1 1 1 1 2,9 69,38 A0A1I0CK19 A0A1I0CK19 288 1,75 #ZAHL!

2,29E+06 3,10E+06 1,33E+06 0,00E+00 8,99E+05 1,69E+06 1,58E+06 1,07E+06 9,31E+05 1,10E+06 >tr|Q82X76|Q82X76_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) 50S ribosomal protein L6 0 10,907 9,68E+08 1 1 1 1 2 5 19,56 Q82X76;A0A1I0CT24 Q82X76;A0A1I0CT24 289 3,68 0,00003

2,07E+06 2,15E+06 1,48E+06 4,90E+05 4,19E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A2G1YZC0|A0A2G1YZC0_9RHOB Paracoccus sp. C4-dicarboxylate ABC transporter (Fragment) 0 6,3828 1,34E+07 3 1 1 1 4 4,3 41,2 A0A2G1YZC0;A0A2E3CEQ7;A0A2D8X025;A0A1I0DD31A0A2G1YZC0;A0A2E3CEQ7;A0A2D8X025;A0A1I0DD31290 #ZAHL! #ZAHL!

1,07E+05 1,27E+05 0,00E+00 1,53E+05 1,09E+05 1,64E+06 1,63E+06 2,48E+05 1,21E+06 1,00E+06 >sp|B1Y7V8|KATG_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Catalase-peroxidase 0 33,32 3,68E+08 10 1 1 1 4 2,1 78,887 B1Y7V8;A0A1I0DRF4;A0A2E3CED5;A0A2D8WVA9B1Y7V8;A0A1I0DRF4;A0A2E3CED5;A0A2D8WVA9291 -0,17 0,00207

6,15E+06 7,25E+06 6,25E+06 5,29E+06 4,94E+06 2,85E+06 1,27E+05 0,00E+00 0,00E+00 2,28E+06 >tr|Q820S6|Q820S6_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) Chain A, Red Copper protein Nitrosocyanin 0 14,091 2,10E+08 6 1 1 1 2 10,3 14,523 Q820S6;A0A1I0ECK9 Q820S6;A0A1I0ECK9 292 2,81 0,13100

9,26E+05 0,00E+00 0,00E+00 0,00E+00 5,51E+04 1,60E+06 1,29E+06 7,18E+05 9,37E+05 8,15E+05 >sp|Q82T72|RL1_NITEU Nitrosomonas europaea (strain ATCC 19718 / CIP 103999 / KCTC 2705 / NBRC 14298) 50S ribosomal protein L1 0,0018519 6,082 3,65E+08 3 2 1 1 16 8,3 24,429 Q82T72;A0A1I0EL47;B1Y7H6;A0A1H8LHP3;F9ZFE3;A0A285BVW7;A0A1I2GCI8;A0A1H8IRM2;A0A286AGE2;A0A1N6GF86;A0A1I4GQX0;A0A1H9RPZ0;A0A1H9GF22;A0A1H5Y5I2;A0A0S3AKH3;A0A1I0G2E3Q82T72;A0A1I0EL47;B1Y7H6;A0A1H8LHP3;F9ZFE3;A0A285BVW7;A0A1I2GCI8;A0A1H8IRM2;A0A286AGE2;A0A1N6GF86;A0A1I4GQX0;A0A1H9RPZ0;A0A1H9GF22;A0A1H5Y5I2;A0A0S3AKH3;A0A1I0G2E3293 1,82 0,00017

1,18E+06 9,07E+05 0,00E+00 1,92E+06 1,46E+06 1,42E+06 8,30E+05 1,21E+06 0,00E+00 2,45E+06 >tr|A0A2H5F2Q0|A0A2H5F2Q0_9RHOB Paracoccus zhejiangensis 30S ribosomal protein S15 0 7,3158 2,95E+07 2 1 1 1 2 19,1 10,255 A0A2H5F2Q0;A0A1I0J627 A0A2H5F2Q0;A0A1I0J627 294 #ZAHL! #ZAHL!

2,08E+06 1,95E+06 1,77E+06 1,83E+05 0,00E+00 1,12E+06 1,65E+06 4,29E+05 1,03E+06 1,45E+06 >tr|A0A1N6FHC2|A0A1N6FHC2_9PROT Nitrosomonas cryotolerans ATCC 49181 NAD(P) transhydrogenase subunit alpha 0 124,36 2,73E+08 19 1 1 1 3 4,5 39,753 A0A1N6FHC2;A0A1I1VPZ1;B1XX56A0A1N6FHC2;A0A1I1VPZ1;B1XX56 295 0,24 0,00062

2,80E+06 2,68E+06 1,92E+06 0,00E+00 1,96E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I2D428|A0A1I2D428_9PROT Nitrosomonas sp. Nm166 Chaperone protein DnaK 0 6,4449 2,49E+07 5 2 1 1 1 6,4 69,911 A0A1I2D428 A0A1I2D428 296 #ZAHL! #ZAHL!

5,47E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,67E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I2ZWD6|A0A1I2ZWD6_9RHOB Paracoccus aminovorans Amino acid/amide ABC transporter ATP-binding protein 2 HAAT family (TC 3.A.1.4.-)0 6,1485 3,29E+07 2 1 1 1 1 5,6 25,646 A0A1I2ZWD6 A0A1I2ZWD6 297 1,72 #ZAHL!

2,78E+06 3,78E+06 3,57E+06 2,62E+06 3,40E+06 5,73E+06 0,00E+00 0,00E+00 0,00E+00 3,92E+06 >tr|A0A1I3A3H5|A0A1I3A3H5_9RHOB Paracoccus aminovorans Electron transfer flavoprotein alpha subunit apoprotein 0 104,08 1,35E+08 6 1 1 1 3 6,2 31,262 A0A1I3A3H5;A0A1Q3K219;A0A1M3CGJ1A0A1I3A3H5;A0A1Q3K219;A0A1M3CGJ1 298 #ZAHL! #ZAHL!

4,14E+06 3,18E+06 3,02E+06 3,02E+06 2,91E+06 1,15E+06 1,01E+06 4,90E+05 9,55E+05 1,01E+06 >tr|A0A1I3BIB2|A0A1I3BIB2_9RHOB Paracoccus aminovorans Succinate--CoA ligase [ADP-forming] subunit beta 0 8,099 1,44E+08 8 1 1 1 1 3,5 42,637 A0A1I3BIB2 A0A1I3BIB2 301 -2,02 #ZAHL!

6,68E+05 2,91E+06 2,07E+06 1,12E+06 8,97E+05 7,54E+06 6,59E+06 4,87E+06 0,00E+00 6,52E+06 >tr|A0A1I4L8J3|A0A1I4L8J3_9PROT Nitrosomonas communis 60 kDa chaperonin 0 7,1381 2,85E+09 6 1 1 1 2 3,2 56,652 A0A1I4L8J3;A0A1I3GGB6 A0A1I4L8J3;A0A1I3GGB6 302 1,51 #ZAHL!

6,07E+05 5,17E+05 5,70E+05 5,61E+05 6,01E+05 0,00E+00 8,31E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I3HW94|A0A1I3HW94_9PROT Nitrosomonas sp. Nm34 Uncharacterized protein 0,0070547 6,0028 9,80E+08 2 1 1 1 1 10,4 13,241 A0A1I3HW94 A0A1I3HW94 303 7,39 0,34666

3,41E+06 0,00E+00 0,00E+00 0,00E+00 1,81E+06 2,33E+06 2,88E+06 1,32E+06 3,00E+06 4,24E+06 >tr|A0A1I4C5T7|A0A1I4C5T7_9PROT Nitrosomonas aestuarii Single-stranded DNA-binding protein 0,0068729 5,9603 2,28E+08 3 1 1 1 1 10 15,696 A0A1I4C5T7 A0A1I4C5T7 305 0,81 0,00040

4,17E+05 3,58E+05 1,85E+05 7,58E+05 0,00E+00 1,69E+06 1,18E+06 5,61E+05 1,13E+06 1,27E+06 >tr|A0A1I4KTJ4|A0A1I4KTJ4_9PROT Nitrosomonas nitrosa Serine hydroxymethyltransferase 0,0036496 6,0496 1,25E+08 2 1 1 1 1 2,6 45,572 A0A1I4KTJ4 A0A1I4KTJ4 307 -2,41 #ZAHL!

3,01E+07 4,20E+07 2,30E+07 0,00E+00 3,21E+07 0,00E+00 0,00E+00 0,00E+00 4,27E+05 3,98E+05 >tr|A0A1I4KXU3|A0A1I4KXU3_9PROT Nitrosomonas nitrosa protein translocase subunit SecA 0 12,703 3,71E+07 1 1 1 1 1 2,1 103,58 A0A1I4KXU3 A0A1I4KXU3 309 #ZAHL! #ZAHL!

1,45E+06 2,37E+05 2,05E+05 1,82E+05 1,37E+05 2,27E+05 2,18E+05 1,79E+05 2,26E+05 2,71E+05 >tr|A0A1I4KZ24|A0A1I4KZ24_9PROT Nitrosomonas nitrosa L-threonine dehydratase 0 8,589 2,86E+07 4 1 1 1 1 3,8 55,845 A0A1I4KZ24 A0A1I4KZ24 312 -4,00 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,83E+06 0,00E+00 0,00E+00 6,03E+06 7,07E+06 >tr|A0A1I4KZ75|A0A1I4KZ75_9PROT Nitrosomonas nitrosa Cytochrome c peroxidase 0 7,2683 1,99E+09 12 1 1 1 1 3,3 36,474 A0A1I4KZ75 A0A1I4KZ75 313 2,53 0,04213

2,10E+06 1,21E+06 1,47E+06 1,91E+06 1,41E+06 3,35E+06 1,25E+06 0,00E+00 2,24E+06 2,49E+06 >tr|A0A1I4L3S1|A0A1I4L3S1_9PROT Nitrosomonas nitrosa Putative peptidoglycan binding domain-containing protein0 323,31 5,85E+08 13 1 1 1 1 10,8 21,572 A0A1I4L3S1 A0A1I4L3S1 317 3,24 0,01174

1,76E+05 1,60E+05 1,63E+05 5,90E+05 0,00E+00 1,22E+05 1,23E+05 1,03E+05 1,42E+05 1,57E+05 >tr|A0A1I4LJV8|A0A1I4LJV8_9PROT Nitrosomonas nitrosa Succinyl-diaminopimelate desuccinylase 0 15,059 4,76E+07 5 1 1 1 1 5 41,114 A0A1I4LJV8 A0A1I4LJV8 326 1,52 0,00000

5,71E+04 1,02E+05 6,94E+04 1,12E+05 5,49E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4LNW3|A0A1I4LNW3_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 9,9485 1,68E+07 4 1 1 1 1 8,1 26,157 A0A1I4LNW3 A0A1I4LNW3 330 #ZAHL! 0,00000

1,46E+06 1,91E+06 1,04E+06 1,17E+06 1,15E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,02E+05 >tr|A0A1I4LQQ0|A0A1I4LQQ0_9PROT Nitrosomonas nitrosa Glutathione S-transferase 0 81,825 1,67E+07 3 1 1 1 1 7,3 23,212 A0A1I4LQQ0 A0A1I4LQQ0 332 3,23 #ZAHL!

4,46E+06 1,88E+06 1,15E+06 4,60E+06 1,23E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4LYY1|A0A1I4LYY1_9PROT Nitrosomonas nitrosa Thiazole synthase 0 9,8523 2,93E+07 3 1 1 1 1 7,2 28,056 A0A1I4LYY1 A0A1I4LYY1 333 #ZAHL! 0,00000

3,77E+08 1,32E+08 1,63E+08 2,55E+08 2,40E+06 1,03E+05 9,43E+04 7,04E+04 0,00E+00 0,00E+00 >tr|A0A1I4MD38|A0A1I4MD38_9PROT Nitrosomonas nitrosa Phospholipid transport system substrate-binding protein0,0068611 5,9511 5,70E+07 2 1 1 1 1 5,8 23,43 A0A1I4MD38 A0A1I4MD38 338 3,95 0,04457

3,80E+05 4,49E+05 1,39E+05 0,00E+00 1,82E+05 5,49E+06 6,16E+06 3,13E+06 0,00E+00 0,00E+00 >tr|A0A1I4MEI1|A0A1I4MEI1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 54,834 6,74E+08 13 1 1 1 1 11,9 16,928 A0A1I4MEI1 A0A1I4MEI1 339 2,72 0,05359

4,37E+06 5,35E+06 4,62E+06 4,28E+06 3,70E+06 5,71E+06 4,12E+06 0,00E+00 3,15E+06 5,19E+06 >tr|A0A1I4MHK6|A0A1I4MHK6_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,03 1,66E+08 2 1 1 1 1 11,6 10,604 A0A1I4MHK6 A0A1I4MHK6 340 0,36 #ZAHL!

4,89E+06 8,19E+06 1,17E+07 2,30E+06 6,28E+06 2,90E+05 2,42E+05 1,83E+05 0,00E+00 2,70E+05 >tr|A0A1I4MNF9|A0A1I4MNF9_9PROT Nitrosomonas nitrosa Cytochrome c, mono-and diheme variants 0,0054348 6,0422 5,08E+07 2 1 1 1 1 2,8 47,09 A0A1I4MNF9 A0A1I4MNF9 341 0,09 0,00558

6,73E+05 3,24E+06 2,27E+06 2,87E+06 2,11E+06 1,30E+05 1,41E+05 1,05E+05 9,89E+04 1,47E+05 >tr|A0A1I4MZB4|A0A1I4MZB4_9PROT Nitrosomonas nitrosa Putative PEP-CTERM system TPR-repeat lipoprotein 0 7,2206 4,57E+07 4 1 1 1 1 1,4 102,42 A0A1I4MZB4 A0A1I4MZB4 344 -1,47 0,00000

0,00E+00 3,70E+05 0,00E+00 0,00E+00 6,63E+05 2,59E+05 2,32E+05 3,47E+05 2,07E+05 0,00E+00 >tr|A0A1I4N2B1|A0A1I4N2B1_9PROT Nitrosomonas nitrosa 4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase (flavodoxin)0 6,574 3,16E+07 2 1 1 1 1 3,9 44,446 A0A1I4N2B1 A0A1I4N2B1 345 -1,94 #ZAHL!

3,81E+07 4,37E+07 4,04E+07 3,70E+07 3,62E+07 1,83E+05 1,85E+05 8,95E+04 1,69E+05 1,78E+05 >tr|A0A1I4N3B7|A0A1I4N3B7_9PROT Nitrosomonas nitrosa Dimerisation domain-containing protein 0,0068143 5,9378 4,54E+07 6 1 1 1 1 4,9 38,77 A0A1I4N3B7 A0A1I4N3B7 348 0,75 #ZAHL!

3,57E+06 3,42E+06 1,65E+06 7,72E+05 2,37E+06 3,32E+05 2,53E+05 0,00E+00 3,20E+05 5,42E+05 >tr|A0A1I4N6P0|A0A1I4N6P0_9PROT Nitrosomonas nitrosa Peptide methionine sulfoxide reductase MsrA 0 13,632 5,85E+07 6 1 1 1 1 8,7 25,865 A0A1I4N6P0 A0A1I4N6P0 349 2,02 0,01050

1,92E+07 2,45E+07 2,37E+07 1,24E+07 1,35E+07 1,02E+05 4,45E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NHS8|A0A1I4NHS8_9PROT Nitrosomonas nitrosa Enoyl-[acyl-carrier-protein] reductase [NADH] 0,0070671 6,0074 7,20E+07 3 1 1 1 1 5 28,063 A0A1I4NHS8 A0A1I4NHS8 353 2,75 0,23999

1,67E+07 2,12E+07 1,65E+07 2,09E+07 1,23E+07 0,00E+00 3,02E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NJF2|A0A1I4NJF2_9PROT Nitrosomonas nitrosa Ribose-5-phosphate isomerase A 0 27,36 1,06E+08 7 1 1 1 1 8,7 23,332 A0A1I4NJF2 A0A1I4NJF2 354 5,09 0,34675

8,07E+05 7,79E+05 5,02E+05 3,95E+05 1,23E+05 1,07E+05 8,73E+04 4,31E+04 5,65E+04 0,00E+00 >tr|A0A1I4NJN4|A0A1I4NJN4_9PROT Nitrosomonas nitrosa D-alanine--D-alanine ligase 0 6,5713 1,23E+07 1 1 1 1 1 5,2 33,156 A0A1I4NJN4 A0A1I4NJN4 355 0,40 0,01304

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,21E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NP32|A0A1I4NP32_9PROT Nitrosomonas nitrosa Thiosulfate sulfurtransferase 0 55,062 2,16E+08 6 1 1 1 1 12,7 16,612 A0A1I4NP32 A0A1I4NP32 356 4,23 #ZAHL!

3,94E+05 4,41E+05 2,72E+05 3,84E+05 8,08E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NTE7|A0A1I4NTE7_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 152,16 8,01E+07 3 1 1 1 1 20,2 13,792 A0A1I4NTE7 A0A1I4NTE7 358 #ZAHL! #ZAHL!

1,18E+06 1,27E+06 9,39E+05 1,20E+06 8,00E+05 2,14E+05 1,38E+05 9,18E+04 1,61E+05 1,95E+05 >tr|A0A1I4NUJ8|A0A1I4NUJ8_9PROT Nitrosomonas nitrosa Tryptophan--tRNA ligase 0,0036697 6,059 3,53E+07 2 1 1 1 1 3,5 45,494 A0A1I4NUJ8 A0A1I4NUJ8 359 -0,12 0,00008

1,46E+06 1,89E+06 1,38E+06 1,36E+06 4,73E+05 4,84E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NWN6|A0A1I4NWN6_9PROT Nitrosomonas nitrosa Cytochrome c553 0 23,126 8,55E+07 11 1 1 1 1 26,4 11,604 A0A1I4NWN6 A0A1I4NWN6 361 5,10 0,34669

9,88E+05 1,25E+06 1,53E+06 8,59E+05 7,42E+05 2,07E+06 0,00E+00 6,80E+05 0,00E+00 1,06E+06 >tr|A0A1I4NWU2|A0A1I4NWU2_9PROT Nitrosomonas nitrosa Heat shock protein Hsp20 0 7,0554 8,00E+07 3 1 1 1 1 11,7 16,27 A0A1I4NWU2 A0A1I4NWU2 362 0,70 0,08358

3,67E+06 8,13E+06 5,89E+06 4,71E+06 6,94E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NY30|A0A1I4NY30_9PROT Nitrosomonas nitrosa Phosphoserine phosphatase 0 9,9486 1,13E+07 6 1 1 1 1 6,9 30,228 A0A1I4NY30 A0A1I4NY30 364 #ZAHL! 0,00000

6,36E+04 7,03E+04 4,44E+04 1,99E+04 3,33E+04 1,66E+05 1,17E+05 8,21E+04 1,18E+05 1,27E+05 >tr|A0A1I4P5Q9|A0A1I4P5Q9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 6,5519 1,16E+07 3 1 1 1 1 4,3 49,271 A0A1I4P5Q9 A0A1I4P5Q9 366 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 2,27E+05 0,00E+00 2,01E+05 2,96E+06 1,84E+06 1,26E+06 1,78E+06 0,00E+00 >tr|A0A1I4P6M8|A0A1I4P6M8_9PROT Nitrosomonas nitrosa Peptidyl-prolyl cis-trans isomerase 0,0068027 5,9362 6,06E+08 2 1 1 1 1 7,1 16,718 A0A1I4P6M8 A0A1I4P6M8 367 3,57 0,01148

5,32E+05 2,97E+05 1,57E+05 6,92E+05 3,53E+05 2,44E+05 1,08E+05 7,82E+04 0,00E+00 1,82E+05 >tr|A0A1I4PBK4|A0A1I4PBK4_9PROT Nitrosomonas nitrosa Beta-barrel assembly machine subunit BamC 0 6,4831 2,82E+07 1 1 1 1 1 4,2 42,699 A0A1I4PBK4 A0A1I4PBK4 372 -0,24 0,01979

4,56E+05 5,93E+05 3,04E+05 4,64E+05 1,87E+05 1,06E+05 9,10E+04 7,91E+04 8,80E+04 1,26E+05 >tr|A0A1I4PIM5|A0A1I4PIM5_9PROT Nitrosomonas nitrosa Phosphoenolpyruvate carboxylase 0 6,1185 3,48E+07 3 1 1 1 1 1,4 105,91 A0A1I4PIM5 A0A1I4PIM5 377 -2,04 #ZAHL!

0,00E+00 1,02E+08 3,70E+07 4,66E+07 8,74E+07 1,07E+07 6,94E+06 4,83E+06 8,07E+06 8,07E+06 >tr|A0A1I4PJ22|A0A1I4PJ22_9PROT Nitrosomonas nitrosa Uncharacterized conserved protein GlcG, DUF336 family0 139,21 4,41E+08 7 1 1 1 1 8,7 14,837 A0A1I4PJ22 A0A1I4PJ22 378 -0,14 #ZAHL!

6,56E+06 4,91E+06 6,11E+06 4,05E+06 4,45E+06 0,00E+00 2,64E+05 0,00E+00 1,59E+05 1,32E+05 >tr|A0A1I4PKU5|A0A1I4PKU5_9PROT Nitrosomonas nitrosa ATP synthase epsilon chain 0 6,4501 1,56E+07 2 1 1 1 1 12,1 15,396 A0A1I4PKU5 A0A1I4PKU5 383 2,59 0,05888

0,00E+00 1,04E+06 8,80E+05 1,09E+06 9,15E+05 0,00E+00 3,79E+05 2,22E+05 4,86E+05 7,32E+05 >tr|A0A1I4PRR2|A0A1I4PRR2_9PROT Nitrosomonas nitrosa Tryptophan synthase alpha chain 0 6,6373 2,00E+07 2 1 1 1 1 6,6 28,804 A0A1I4PRR2 A0A1I4PRR2 385 #ZAHL! #ZAHL!

1,12E+05 1,26E+05 0,00E+00 0,00E+00 0,00E+00 2,20E+05 1,02E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PS30|A0A1I4PS30_9PROT Nitrosomonas nitrosa Peptidyl-prolyl cis-trans isomerase 0 7,1459 1,76E+07 3 1 1 1 1 10,4 17,835 A0A1I4PS30 A0A1I4PS30 386 3,02 0,17834

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,29E+05 0,00E+00 4,25E+05 1,29E+06 >tr|A0A1I4PSA3|A0A1I4PSA3_9PROT Nitrosomonas nitrosa O-succinylhomoserine sulfhydrylase 0 88,959 5,90E+07 5 1 1 1 1 6,4 41,831 A0A1I4PSA3 A0A1I4PSA3 387 -1,68 #ZAHL!

2,95E+06 2,69E+06 2,73E+06 2,69E+06 5,58E+06 0,00E+00 0,00E+00 0,00E+00 1,01E+06 7,96E+05 >tr|A0A1I4PZR0|A0A1I4PZR0_9PROT Nitrosomonas nitrosa 6,7-dimethyl-8-ribityllumazine synthase 0 52,05 3,38E+07 2 1 1 1 1 10,1 16,756 A0A1I4PZR0 A0A1I4PZR0 396 1,46 #ZAHL!

8,85E+06 6,95E+06 8,34E+06 8,56E+06 6,22E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4Q3T6|A0A1I4Q3T6_9PROT Nitrosomonas nitrosa Putative exosortase-associated protein, TIGR04073 family0 6,7796 1,96E+07 2 1 1 1 1 13,4 13,626 A0A1I4Q3T6 A0A1I4Q3T6 400 #ZAHL! #ZAHL!

7,58E+06 2,57E+07 2,18E+06 3,55E+06 2,17E+06 1,87E+06 0,00E+00 4,29E+05 0,00E+00 9,67E+05 >tr|A0A1I4QAY2|A0A1I4QAY2_9PROT Nitrosomonas nitrosa Glutaredoxin 0 153,98 1,21E+08 22 1 1 1 1 20,2 11,664 A0A1I4QAY2 A0A1I4QAY2 401 3,51 0,10116

1,66E+06 2,39E+06 1,33E+06 1,53E+05 1,90E+06 1,11E+05 6,66E+04 0,00E+00 8,79E+04 0,00E+00 >tr|A0A1I4QC07|A0A1I4QC07_9PROT Nitrosomonas nitrosa Histidinol-phosphate aminotransferase 0 15,179 3,80E+07 2 1 1 1 1 5,4 41,069 A0A1I4QC07 A0A1I4QC07 403 2,46 0,04814

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,52E+06 1,77E+06 0,00E+00 1,57E+06 1,71E+06 >tr|A0A1I4QLM4|A0A1I4QLM4_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 10,907 3,09E+08 3 1 1 1 1 9 10,895 A0A1I4QLM4 A0A1I4QLM4 407 4,49 #ZAHL!

1,82E+07 1,79E+07 6,47E+06 1,90E+07 2,11E+07 3,96E+06 4,15E+06 3,49E+06 2,76E+06 3,82E+06 >tr|A0A1I4QQZ1|A0A1I4QQZ1_9PROT Nitrosomonas nitrosa 50S ribosomal protein L14 0 9,106 2,63E+08 22 1 1 1 1 13,9 13,081 A0A1I4QQZ1 A0A1I4QQZ1 410 -0,30 0,00000

4,05E+05 4,56E+05 2,27E+05 3,39E+05 2,84E+05 0,00E+00 1,75E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4QR84|A0A1I4QR84_9PROT Nitrosomonas nitrosa 50S ribosomal protein L6 0 14,085 9,51E+07 3 1 1 1 1 7,9 19,449 A0A1I4QR84 A0A1I4QR84 411 1,98 #ZAHL!

2,44E+05 7,31E+05 4,67E+05 2,24E+05 1,67E+05 3,02E+06 0,00E+00 1,66E+06 0,00E+00 4,00E+06 >tr|A0A1I4QR97|A0A1I4QR97_9PROT Nitrosomonas nitrosa 50S ribosomal protein L23 0 6,3133 1,30E+08 7 1 1 1 1 11,7 12,787 A0A1I4QR97 A0A1I4QR97 412 0,18 0,06181

0,00E+00 6,57E+06 8,24E+06 5,83E+06 2,09E+06 1,02E+06 0,00E+00 0,00E+00 5,96E+05 0,00E+00 >tr|A0A1I4QRK9|A0A1I4QRK9_9PROT Nitrosomonas nitrosa 50S ribosomal protein L30 0 192,33 5,48E+07 5 1 1 1 1 31,1 6,8051 A0A1I4QRK9 A0A1I4QRK9 414 3,99 0,16081

9,36E+05 8,18E+05 6,62E+05 7,28E+05 8,79E+05 2,67E+05 3,42E+05 1,55E+05 0,00E+00 2,26E+05 >tr|A0A1I4QTI5|A0A1I4QTI5_9PROT Nitrosomonas nitrosa L-threonine synthase 0 6,4557 6,43E+07 4 1 1 1 1 3,4 52,716 A0A1I4QTI5 A0A1I4QTI5 417 0,77 0,00922

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,25E+06 2,24E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4R2C3|A0A1I4R2C3_9PROT Nitrosomonas nitrosa Uncharacterized conserved protein 0 55,373 6,55E+07 3 1 1 1 1 9,3 17,666 A0A1I4R2C3 A0A1I4R2C3 420 0,12 #ZAHL!

9,27E+05 1,02E+06 9,02E+05 8,41E+05 6,81E+05 8,34E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4RJ37|A0A1I4RJ37_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 6,3056 1,07E+08 2 1 1 1 1 11 12,993 A0A1I4RJ37 A0A1I4RJ37 423 7,32 0,34718

3,93E+06 6,67E+06 4,65E+06 5,14E+06 2,63E+06 6,94E+05 5,89E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4RR17|A0A1I4RR17_9PROT Nitrosomonas nitrosa 50S ribosomal protein L9 0 14,412 9,67E+07 3 2 2 1 1 18,5 16,331 A0A1I4RR17 A0A1I4RR17 424 2,71 0,14307

1,04E+07 1,10E+07 1,18E+07 9,62E+06 4,98E+06 0,00E+00 5,24E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4RSK1|A0A1I4RSK1_9PROT Nitrosomonas nitrosa Glycine cleavage system H protein 0 9,759 5,80E+07 2 1 1 1 1 15,5 14,153 A0A1I4RSK1 A0A1I4RSK1 427 3,89 #ZAHL!

1,55E+07 0,00E+00 0,00E+00 1,06E+07 8,84E+06 7,04E+04 0,00E+00 6,17E+04 0,00E+00 0,00E+00 >tr|A0A1I4RVS7|A0A1I4RVS7_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 10,678 5,03E+07 1 1 1 1 1 8,3 13,648 A0A1I4RVS7 A0A1I4RVS7 428 5,96 #ZAHL!

2,84E+06 1,41E+07 1,23E+07 2,04E+07 7,20E+06 3,75E+06 5,67E+06 1,16E+06 3,09E+06 3,78E+06 >tr|A0A1I4SED1|A0A1I4SED1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 6,453 3,20E+08 6 1 1 1 1 20 7,8238 A0A1I4SED1 A0A1I4SED1 432 1,84 0,00133

0,00E+00 7,14E+05 5,78E+05 1,46E+05 0,00E+00 0,00E+00 2,48E+05 1,39E+05 2,05E+05 1,92E+05 >tr|A0A1I4SEJ1|A0A1I4SEJ1_9PROT Nitrosomonas nitrosa Phosphoglycolate phosphatase 0 54,765 4,82E+07 4 1 1 1 1 7 26,804 A0A1I4SEJ1 A0A1I4SEJ1 433 1,39 0,00645

1,19E+06 1,43E+06 8,99E+05 0,00E+00 8,87E+05 8,95E+04 7,25E+04 2,67E+04 0,00E+00 0,00E+00 >tr|A0A1I4SF10|A0A1I4SF10_9PROT Nitrosomonas nitrosa Aldehyde dehydrogenase (NAD+) 0,0018727 6,101 5,14E+06 2 1 1 1 1 4,8 54,257 A0A1I4SF10 A0A1I4SF10 435 -1,75 #ZAHL!

9,93E+06 1,16E+07 9,99E+06 9,62E+06 8,17E+06 7,92E+05 5,05E+05 1,36E+05 4,51E+05 4,91E+05 >tr|A0A1I4SFT1|A0A1I4SFT1_9PROT Nitrosomonas nitrosa Enolase 0 205,35 1,08E+08 6 3 3 1 16 12,6 46,084 A0A1I4SFT1;A0A1H3M6M7;A0A1G8EK83;F9ZDS3;F8GLQ9;B1Y4K4;A0A286AG58;A0A285BUN0;A0A1I4QL77;A0A1I2DPL0;A0A1H9FQE0;A0A1H8RTS4;A0A1H5TRZ9;A0A0S3AMG9;O85348;A0A1I0DTY8A0A1I4SFT1;A0A1H3M6M7;A0A1G8EK83 436 0,87 0,00184

1,39E+07 1,63E+07 1,32E+07 1,93E+07 1,62E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SH39|A0A1I4SH39_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 77,49 9,98E+07 5 1 1 1 1 5,2 35,437 A0A1I4SH39 A0A1I4SH39 437 #ZAHL! 0,00000

1,27E+07 1,71E+07 2,47E+07 1,60E+07 1,10E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SMD8|A0A1I4SMD8_9PROT Nitrosomonas nitrosa TIGR01244 family protein 0 98,337 6,54E+07 7 1 1 1 1 14,3 18,937 A0A1I4SMD8 A0A1I4SMD8 440 #ZAHL! 0,00000

1,34E+07 1,30E+07 6,24E+06 5,80E+06 0,00E+00 6,54E+05 4,76E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SQP5|A0A1I4SQP5_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 323,31 2,27E+08 6 1 1 1 1 12,4 18,435 A0A1I4SQP5 A0A1I4SQP5 441 5,02 0,14821

3,38E+06 5,18E+06 2,85E+06 4,06E+06 1,64E+06 0,00E+00 7,36E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4ST52|A0A1I4ST52_9PROT Nitrosomonas nitrosa Pyrroline-5-carboxylate reductase 0 7,3197 5,17E+07 3 1 1 1 1 6,3 28,367 A0A1I4ST52 A0A1I4ST52 443 2,77 0,34666

7,87E+06 8,82E+06 8,56E+06 7,43E+06 8,89E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4TRL2|A0A1I4TRL2_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 6,5762 3,30E+07 3 1 1 1 1 18,8 9,7539 A0A1I4TRL2 A0A1I4TRL2 449 #ZAHL! 0,00000

1,12E+07 1,34E+07 9,76E+06 1,92E+07 5,63E+06 0,00E+00 1,29E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4TS45|A0A1I4TS45_9PROT Nitrosomonas nitrosa Predicted O-methyltransferase YrrM 0 6,3343 3,02E+07 1 1 1 1 1 10 25,914 A0A1I4TS45 A0A1I4TS45 452 3,98 0,34692

2,49E+07 2,95E+07 2,31E+07 2,43E+07 2,86E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4TSX0|A0A1I4TSX0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 7,7216 6,17E+07 5 1 1 1 1 16,9 13,407 A0A1I4TSX0 A0A1I4TSX0 453 #ZAHL! #ZAHL!

2,58E+06 2,80E+06 2,00E+06 2,68E+06 1,65E+06 3,89E+05 2,79E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4TVE9|A0A1I4TVE9_9PROT Nitrosomonas nitrosa Thiol:disulfide interchange protein 0 6,5843 2,28E+07 1 1 1 1 1 5,7 24,31 A0A1I4TVE9 A0A1I4TVE9 455 1,27 #ZAHL!

2,87E+05 3,89E+05 2,75E+05 3,59E+05 2,15E+05 0,00E+00 6,15E+05 8,97E+05 4,58E+05 3,45E+05 >tr|A0A1I4TW74|A0A1I4TW74_9PROT Nitrosomonas nitrosa Maf-like protein SAMN05421880_13521 0 10,818 2,08E+07 3 1 1 1 1 9,7 22,885 A0A1I4TW74 A0A1I4TW74 456 #ZAHL! #ZAHL!

1,44E+07 1,51E+07 8,49E+06 7,79E+06 6,11E+06 3,90E+06 7,04E+06 2,31E+06 1,37E+07 6,98E+06 >tr|A0A1I4TY40|A0A1I4TY40_9PROT Nitrosomonas nitrosa protein required for attachment to host cells 0 323,31 1,84E+09 7 1 1 1 1 17,2 16,363 A0A1I4TY40 A0A1I4TY40 457 3,01 #ZAHL!

0,00E+00 0,00E+00 1,06E+06 2,30E+05 9,29E+05 0,00E+00 7,98E+04 0,00E+00 9,71E+04 0,00E+00 >tr|A0A1I4TYV7|A0A1I4TYV7_9PROT Nitrosomonas nitrosa Superoxide dismutase 0 42,491 7,49E+07 1 2 2 1 1 14,2 23,369 A0A1I4TYV7 A0A1I4TYV7 458 4,98 0,14406

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4U8U2|A0A1I4U8U2_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 40,469 1,99E+07 1 1 1 1 1 17 16,985 A0A1I4U8U2 A0A1I4U8U2 462 #ZAHL! #ZAHL!

7,41E+06 5,92E+06 9,35E+06 5,47E+06 1,27E+07 1,98E+06 9,19E+05 1,39E+06 1,19E+06 1,64E+06 >tr|A0A1I4U9Y0|A0A1I4U9Y0_9PROT Nitrosomonas nitrosa Translation initiation factor IF-3 0,0067797 5,9339 7,12E+07 1 1 1 1 1 7,3 20,364 A0A1I4U9Y0 A0A1I4U9Y0 463 #ZAHL! #ZAHL!

1,59E+05 3,23E+05 2,27E+05 3,99E+05 1,75E+05 2,00E+05 3,20E+05 0,00E+00 0,00E+00 2,07E+05 >tr|A0A1I4UIE1|A0A1I4UIE1_9PROT Nitrosomonas nitrosa 50S ribosomal protein L10 0 10,731 9,10E+06 1 1 1 1 1 18,1 18,573 A0A1I4UIE1 A0A1I4UIE1 465 -1,99 #ZAHL!

0,00E+00 1,57E+05 0,00E+00 1,45E+07 8,65E+06 1,66E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4URQ1|A0A1I4URQ1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,391 1,08E+08 4 1 1 1 1 12,2 13,455 A0A1I4URQ1 A0A1I4URQ1 467 3,94 0,34662

3,40E+07 3,59E+07 2,79E+07 2,71E+07 3,94E+07 0,00E+00 6,11E+04 0,00E+00 5,46E+04 6,54E+04 >tr|A0A1I4UTJ8|A0A1I4UTJ8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 10,598 5,01E+07 5 1 1 1 1 3,5 62,591 A0A1I4UTJ8 A0A1I4UTJ8 468 3,21 0,04108

3,54E+06 3,74E+06 4,73E+06 3,38E+06 0,00E+00 5,02E+06 8,44E+06 4,27E+06 4,76E+06 7,95E+05 >tr|A0A1I4UYM4|A0A1I4UYM4_9PROT Nitrosomonas communis Uncharacterized protein 0 323,31 1,76E+09 23 1 1 1 1 8,9 18,17 A0A1I4UYM4 A0A1I4UYM4 471 3,30 0,00500

6,82E+06 0,00E+00 7,30E+06 9,22E+06 0,00E+00 0,00E+00 7,10E+05 4,56E+05 5,45E+05 0,00E+00 >tr|A0A1I5ER78|A0A1I5ER78_PARPN Paracoccus pantotrophus D-ribulokinase 0,005425 6,041 4,45E+07 1 1 1 1 1 2,6 56,361 A0A1I5ER78 A0A1I5ER78 474 #ZAHL! #ZAHL!



6,96E+06 7,65E+06 5,70E+06 5,35E+06 4,97E+06 2,13E+06 2,14E+06 4,05E+05 8,90E+05 8,82E+05 >tr|A0A1I5IYE0|A0A1I5IYE0_PARPN Paracoccus pantotrophus 3-oxoacid CoA-transferase subunit B 0 6,1922 7,06E+07 1 1 1 1 1 6,7 21,997 A0A1I5IYE0 A0A1I5IYE0 475 -1,43 0,00676

0,00E+00 4,32E+05 4,15E+05 0,00E+00 3,87E+05 2,82E+05 0,00E+00 1,14E+05 0,00E+00 1,85E+05 >tr|A0A1I7H3Z1|A0A1I7H3Z1_9PROT Nitrosomonas eutropha Polyphosphate kinase 0 6,3836 3,06E+07 4 1 1 1 1 2,1 80,008 A0A1I7H3Z1 A0A1I7H3Z1 476 -1,12 #ZAHL!

5,45E+06 4,25E+07 4,41E+07 2,86E+06 1,12E+07 0,00E+00 1,42E+05 1,26E+05 0,00E+00 7,71E+05 >tr|A0A2H5EUU3|A0A2H5EUU3_9RHOB Paracoccus zhejiangensis Branched-chain amino acid ABC transporter substrate-binding protein0 7,5432 1,66E+07 1 1 1 1 3 3,3 39,519 A0A2H5EUU3;A0A1W6D1B4;A0A1L9BMI2A0A2H5EUU3;A0A1W6D1B4;A0A1L9BMI2 477 #ZAHL! #ZAHL!

0,00E+00 3,86E+06 3,81E+06 8,35E+06 0,00E+00 3,44E+06 3,61E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1Q3JV14|A0A1Q3JV14_9BRAD Nitrobacter sp. 62-13 10 kDa chaperonin 0 20,041 1,18E+08 4 1 1 1 4 10,2 10,592 A0A1Q3JV14;A0A1M3C840;Q1QP31;A0A1V4I0Q8A0A1Q3JV14;A0A1M3C840;Q1QP31;A0A1V4I0Q8478 0,83 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,04E+05 6,47E+05 0,00E+00 1,20E+06 >tr|A0A1V4HXX5|A0A1V4HXX5_NITVU Nitrobacter vulgaris Cold-shock protein 0 6,5412 6,84E+08 4 1 1 1 2 15,9 7,4163 A0A1V4HXX5;A0A1M3CA30 A0A1V4HXX5;A0A1M3CA30 479 5,99 0,05361

3,94E+06 4,71E+06 3,00E+06 5,93E+06 3,96E+06 1,46E+06 0,00E+00 0,00E+00 1,44E+06 0,00E+00 >tr|A0A1M3CDI3|A0A1M3CDI3_9BRAD Nitrobacter sp. 62-23 UDP-glucose 6-dehydrogenase (Fragment) 0,0071429 6,0224 2,02E+08 2 1 1 1 11 3,8 36,713 A0A1M3CDI3;Q3SV81;Q1QPE2;A3WRK6;A0A1V4I1C6;A0A1Q3JWT3;Q3SQ07;Q1QJR3;A0A1M3CA87;A3WUA7;A0A1V4HX57A0A1M3CDI3;Q3SV81;Q1QPE2;A3WRK6;A0A1V4I1C6;A0A1Q3JWT3;Q3SQ07;Q1QJR3;A0A1M3CA87;A3WUA7;A0A1V4HX57480 1,11 0,14114

0,00E+00 0,00E+00 9,10E+05 1,30E+06 0,00E+00 2,26E+05 2,64E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1Q3K4A6|A0A1Q3K4A6_9BRAD Nitrobacter sp. 62-13 2-dehydro-3-deoxyphosphooctonate aldolase (Fragment)0 6,2134 3,46E+07 2 1 1 1 5 6,7 21,842 A0A1Q3K4A6;Q3SRK0;Q1QMJ3;A0A1V4HYF2;A0A1M3CAG8A0A1Q3K4A6;Q3SRK0;Q1QMJ3;A0A1V4HYF2;A0A1M3CAG8481 1,89 0,14287

4,73E+07 6,71E+07 4,02E+07 5,15E+07 6,02E+07 6,41E+05 5,74E+05 2,62E+05 5,12E+05 6,42E+05 >tr|A0A1V4I042|A0A1V4I042_NITVU Nitrobacter vulgaris Elongation factor Tu (Fragment) 0 123,49 1,70E+08 8 1 1 1 5 4,1 42,833 A0A1V4I042;Q3SSW8;Q1QN32;A3WVS0;A0A1M3CBC7A0A1V4I042;Q3SSW8;Q1QN32;A3WVS0;A0A1M3CBC7482 1,05 #ZAHL!

7,04E+07 1,22E+08 6,36E+07 9,54E+07 1,13E+08 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >sp|Q1QQR2|MDH_NITHX Nitrobacter hamburgensis (strain DSM 10229 / NCIMB 13809 / X14) Malate dehydrogenase 0 7,6688 1,87E+08 5 2 1 1 2 9,9 34,062 Q1QQR2;A0A1M3CD56 Q1QQR2;A0A1M3CD56 483 #ZAHL! 0,00000

6,31E+05 1,05E+06 4,13E+05 7,19E+05 2,19E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >sp|Q3STY0|RS21_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) 30S ribosomal protein S21 0 6,7697 0,00E+00 1 1 1 1 6 9,5 10,643 Q3STY0;Q1QNY6;A3WYG5;A0A1V4I0K6;A0A1Q3K9V0;A0A1M3CDV6Q3STY0;Q1QNY6;A3WYG5;A0A1V4I0K6;A0A1Q3K9V0;A0A1M3CDV6484 #ZAHL! #ZAHL!

4,59E+06 5,08E+06 3,62E+06 3,69E+06 4,02E+06 1,44E+06 2,31E+04 8,59E+05 9,42E+05 1,23E+06 >tr|Q3STQ0|Q3STQ0_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) Xanthine dehydrogenase, molybdenum binding subunit apoprotein0 14,52 3,15E+08 7 1 1 1 6 1,7 81,555 Q3STQ0;A0A1V4I0F2;A0A1M3CE10;Q1QNR5;A0A1Q3JVF8;A3WVB5Q3STQ0;A0A1V4I0F2;A0A1M3CE10;Q1QNR5;A0A1Q3JVF8;A3WVB5485 0,33 0,00592

5,45E+06 9,95E+06 9,89E+06 4,18E+06 8,46E+06 1,53E+05 0,00E+00 0,00E+00 1,23E+06 0,00E+00 >sp|Q1QN45|RL7_NITHX Nitrobacter hamburgensis (strain DSM 10229 / NCIMB 13809 / X14) 50S ribosomal protein L7/L12 0 7,6835 7,17E+06 2 1 1 1 6 14,5 12,715 Q1QN45;Q3SSY1;A0A1V4HZS0;A0A1Q3JXZ3;A0A1M3CFK1;A3WVQ7Q1QN45;Q3SSY1;A0A1V4HZS0;A0A1Q3JXZ3;A0A1M3CFK1;A3WVQ7486 -0,46 #ZAHL!

3,60E+07 4,28E+07 4,58E+07 2,32E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,80E+05 >tr|A3WVK8|A3WVK8_9BRAD Nitrobacter sp. Nb-311A Isocitrate dehydrogenase [NADP] 0,0070053 5,996 1,91E+08 3 2 1 1 3 5,4 45,441 A3WVK8;A0A1V4HZJ2;A0A1M3CKI5A3WVK8;A0A1V4HZJ2;A0A1M3CKI5 487 3,22 0,34665

2,39E+06 3,59E+06 3,27E+06 2,21E+06 1,85E+06 0,00E+00 7,96E+05 3,27E+05 4,16E+05 4,05E+05 >tr|A0A1Q3K9S1|A0A1Q3K9S1_9BRAD Nitrobacter sp. 62-13 30S ribosomal protein S1 (Fragment) 0,0084317 5,9198 4,86E+07 1 1 1 1 6 2,6 50,685 A0A1Q3K9S1;A0A1M3CLH8;Q1QRT3;Q3SW67;A3WSG2;A0A1V4I343A0A1Q3K9S1;A0A1M3CLH8;Q1QRT3;Q3SW67;A3WSG2;A0A1V4I343490 #ZAHL! #ZAHL!

1,39E+06 3,97E+04 6,25E+06 5,63E+05 0,00E+00 1,64E+05 2,09E+05 9,18E+04 1,82E+05 1,44E+05 >tr|A0A1N6PVP3|A0A1N6PVP3_9RHOB Paracoccus thiocyanatus Acyl-CoA dehydrogenase 0 16,884 1,40E+08 6 1 1 1 2 4,8 42,926 A0A1N6PVP3;A0A1M7FHK9 A0A1N6PVP3;A0A1M7FHK9 491 2,97 0,00004

1,14E+07 1,53E+07 1,17E+07 1,11E+07 1,32E+07 6,11E+05 5,20E+05 3,71E+05 5,07E+05 5,62E+05 >tr|A0A1M7HZ32|A0A1M7HZ32_9RHOB Paracoccus solventivorans Thioredoxin 0 6,4997 1,80E+07 1 1 1 1 1 15,1 11,427 A0A1M7HZ32 A0A1M7HZ32 492 #ZAHL! #ZAHL!

7,11E+06 5,31E+06 1,20E+07 1,57E+07 9,83E+06 0,00E+00 0,00E+00 2,05E+05 2,60E+05 3,34E+05 >tr|A0A1M7JQX5|A0A1M7JQX5_9RHOB Paracoccus solventivorans Propionyl-CoA carboxylase carboxyltransferase subunit0,0070796 6,0104 2,00E+07 1 2 1 1 1 6,1 56,115 A0A1M7JQX5 A0A1M7JQX5 493 #ZAHL! #ZAHL!

8,83E+05 5,61E+06 3,09E+06 6,67E+05 1,05E+06 0,00E+00 1,26E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1N6JAL3|A0A1N6JAL3_9PROT Nitrosomonas cryotolerans ATCC 49181 60 kDa chaperonin 0 12,103 2,14E+07 2 6 1 1 11 11,6 57,812 A0A1N6JAL3;A0A1I4MVZ3;A0A1I3LW40;A0A1H2RNF2;A0A0F7KF67;A0A1I2ETR8;A0A1H3LJX2;A0A2C9CF13;A0A2C9CFG1;Q1PY43;Q1PXW0A0A1N6JAL3;A0A1I4MVZ3;A0A1I3LW40;A0A1H2RNF2;A0A0F7KF67;A0A1I2ETR8;A0A1H3LJX2494 2,23 0,34690

9,54E+06 8,83E+06 8,83E+06 7,49E+06 2,07E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1N7KYB9|A0A1N7KYB9_9RHOB Paracoccus saliphilus Isocitrate dehydrogenase [NADP] 0 25,848 2,89E+08 2 3 3 1 8 8,2 45,153 A0A1N7KYB9;A0A099G1N9;A0A2G1Z081;A0A2D8X2N9;A0A239Q197;A0A1I0GIT1;A0A1G5J2E7;A0A1N6ZTD0A0A1N7KYB9;A0A099G1N9 495 #ZAHL! #ZAHL!

1,95E+06 1,31E+06 1,24E+06 9,77E+05 1,12E+06 2,06E+05 0,00E+00 1,46E+05 1,41E+05 2,02E+05 >tr|A0A1Q3K274|A0A1Q3K274_9BRAD Nitrobacter sp. 62-13 Methylmalonyl-CoA mutase 0 12,013 5,13E+07 1 2 2 1 1 3 78,118 A0A1Q3K274 A0A1Q3K274 497 0,15 #ZAHL!

1,02E+06 1,30E+06 1,16E+06 1,13E+06 2,26E+05 1,82E+05 5,30E+05 2,63E+05 3,85E+05 5,20E+05 >tr|Q1QHC4|Q1QHC4_NITHX Nitrobacter hamburgensis (strain DSM 10229 / NCIMB 13809 / X14) Amino acid/amide ABC transporter substrate-binding protein, HAAT family0,0018622 6,0957 1,04E+08 3 1 1 1 2 3,2 43,06 Q1QHC4;A0A1Q3K943 Q1QHC4;A0A1Q3K943 498 0,29 0,00060

1,85E+06 3,66E+06 3,67E+06 0,00E+00 1,10E+06 4,35E+06 5,91E+06 1,10E+06 3,70E+06 0,00E+00 >tr|Q1QLM9|Q1QLM9_NITHX Nitrobacter hamburgensis (strain DSM 10229 / NCIMB 13809 / X14) Amino acid ABC transporter substrate-binding protein, PAAT family0,0068493 5,9468 7,11E+08 3 1 1 1 3 3,2 37,426 Q1QLM9;A0A1Q3KC28;Q3SSF1 Q1QLM9;A0A1Q3KC28;Q3SSF1 499 0,20 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,99E+07 4,54E+06 4,72E+06 1,28E+06 3,76E+06 3,45E+06 >tr|A0A1V0GRH2|A0A1V0GRH2_9RHOB Paracoccus yeei PQQ-dependent dehydrogenase, methanol/ethanol family0 27,795 6,73E+08 28 1 1 1 2 2,7 65,575 A0A1V0GRH2;A0A238VH54 A0A1V0GRH2;A0A238VH54 500 -0,79 0,00041

4,33E+06 5,16E+06 5,82E+06 5,74E+06 4,35E+06 1,25E+05 0,00E+00 9,32E+04 1,23E+05 2,07E+05 >tr|A0A1V0GSX6|A0A1V0GSX6_9RHOB Paracoccus yeei Ribulose-phosphate 3-epimerase 0,001845 6,0786 2,19E+07 4 1 1 1 1 7,8 24,388 A0A1V0GSX6 A0A1V0GSX6 501 2,80 0,01092

2,92E+05 4,49E+05 3,39E+05 3,46E+05 2,48E+05 3,17E+08 2,24E+08 1,88E+08 3,31E+06 3,91E+07 >tr|A0A1V4AXI1|A0A1V4AXI1_9BACT Candidatus Brocadia caroliniensis Uncharacterized protein (Fragment) 0,0071813 6,0269 7,71E+08 3 1 1 1 6 47,1 4,0808 A0A1V4AXI1;A0A1V4AU41;A0A1V4ASL3;A0A1V4ASI7;A0A1V4APV6;A0A1V6M3L8A0A1V4AXI1;A0A1V4AU41;A0A1V4ASL3;A0A1V4ASI7;A0A1V4APV6;A0A1V6M3L8502 #ZAHL! #ZAHL!

3,94E+07 5,44E+07 4,04E+07 3,99E+07 5,46E+07 1,73E+06 0,00E+00 3,07E+05 0,00E+00 0,00E+00 >tr|A0A1V6LZP0|A0A1V6LZP0_9BACT Candidatus Brocadia sapporoensis 10 kDa chaperonin 0,0083056 5,8953 1,01E+08 3 1 1 1 3 12,8 10,32 A0A1V6LZP0;A0A1V4ATP9;A0A1V4AQ48A0A1V6LZP0;A0A1V4ATP9;A0A1V4AQ48 503 3,16 0,26001

1,78E+05 2,04E+05 2,19E+05 1,75E+05 8,51E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1V4HXJ7|A0A1V4HXJ7_NITVU Nitrobacter vulgaris Methylmalonyl-CoA mutase 0,0083472 5,9062 0,00E+00 1 2 1 1 6 3,2 78,483 A0A1V4HXJ7;Q3SQE9;A3WXB4;Q1QK28;B1Y892;A0A1M3CA48A0A1V4HXJ7;Q3SQE9;A3WXB4;Q1QK28;B1Y892;A0A1M3CA48506 #ZAHL! #ZAHL!

1,42E+06 1,47E+06 1,01E+06 1,98E+06 8,78E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1V6M116|A0A1V6M116_9BACT Candidatus Brocadia sapporoensis Transcription elongation factor GreAB 0 6,3093 5,65E+06 1 1 1 1 1 11,6 15,41 A0A1V6M116 A0A1V6M116 509 #ZAHL! #ZAHL!

1,83E+06 2,37E+06 2,09E+06 2,57E+06 1,70E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1HQ51|A0A1W1HQ51_9BACT Nitrospira sp. ND1 Uncharacterized protein 0 72,568 0,00E+00 1 1 1 1 2 3,4 28,74 A0A1W1HQ51;A0A1W9GE94 A0A1W1HQ51;A0A1W9GE94 510 #ZAHL! #ZAHL!

2,86E+07 3,03E+07 8,26E+06 1,72E+07 2,05E+06 2,10E+06 1,17E+06 7,39E+05 0,00E+00 1,17E+06 >tr|D8PCX8|D8PCX8_9BACT Nitrospira defluvii 30S ribosomal protein S11 0,0018692 6,0991 6,64E+07 3 1 1 1 2 10,2 13,701 D8PCX8;A0A1W1HQZ0 D8PCX8;A0A1W1HQZ0 511 0,18 0,01614

1,94E+06 3,90E+06 2,85E+06 3,02E+06 2,16E+06 2,34E+06 1,97E+06 2,19E+05 0,00E+00 5,60E+05 >tr|D8PCU0|D8PCU0_9BACT Nitrospira defluvii Transcription termination/antitermination protein NusG0 128,44 3,63E+08 14 2 2 1 13 21,2 19,764 D8PCU0;A0A1W1HR32;A0A256WY33;A0A1W9IWB9;A0A1W9ISD0;A0A1W9GT25;A0A1W9GRU2;A0A1W1I6J7;A0A177QIU2;A0A0S4LIQ7;A0A0S4L3D6;A0A0S4KRP5;A0A0K2G9J3D8PCU0;A0A1W1HR32;A0A256WY33;A0A1W9IWB9;A0A1W9ISD0;A0A1W9GT25;A0A1W9GRU2;A0A1W1I6J7;A0A177QIU2;A0A0S4LIQ7;A0A0S4L3D6;A0A0S4KRP5;A0A0K2G9J3512 2,79 0,06499

1,83E+08 1,36E+08 1,27E+08 1,34E+08 1,29E+08 0,00E+00 2,40E+05 2,83E+05 2,56E+05 3,78E+05 >tr|D8PCT7|D8PCT7_9BACT Nitrospira defluvii Elongation factor Tu 0 6,56 3,80E+07 3 3 1 1 2 11 43,699 D8PCT7;A0A1W1HR49 D8PCT7;A0A1W1HR49 513 -1,22 #ZAHL!

1,97E+07 1,49E+07 1,64E+07 4,99E+07 2,01E+06 1,90E+06 1,14E+06 1,21E+06 1,15E+06 8,41E+05 >tr|D8P7E8|D8P7E8_9BACT Nitrospira defluvii Beta sliding clamp 0 52,525 1,59E+08 8 1 1 1 2 4,3 40,863 D8P7E8;A0A1W1HV35 D8P7E8;A0A1W1HV35 514 -1,88 #ZAHL!

1,64E+05 1,99E+05 1,54E+05 1,75E+05 1,53E+05 2,56E+06 2,52E+06 0,00E+00 1,69E+05 3,00E+05 >tr|D8PIC8|D8PIC8_9BACT Nitrospira defluvii Putative RNA-binding protein RbpA 0 209,28 1,33E+08 5 3 3 1 2 36,1 11,324 D8PIC8;A0A1W1HY53 D8PIC8;A0A1W1HY53 516 1,58 0,09478

1,02E+06 1,40E+06 9,32E+05 2,29E+06 4,23E+05 1,96E+05 2,49E+05 6,31E+04 9,52E+04 1,06E+05 >tr|D8PIB4|D8PIB4_9BACT Nitrospira defluvii Uncharacterized protein 0,0084034 5,9145 1,23E+08 1 1 1 1 2 0,7 178,82 D8PIB4;A0A1W1HY72 D8PIB4;A0A1W1HY72 517 0,28 0,00349

2,15E+06 1,94E+06 2,33E+06 1,64E+06 1,88E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1HYK3|A0A1W1HYK3_9BACT Nitrospira sp. ND1 Uncharacterized protein 0 7,7274 3,13E+07 1 4 1 1 1 42,7 15,997 A0A1W1HYK3 A0A1W1HYK3 519 #ZAHL! #ZAHL!

2,57E+07 2,46E+07 2,24E+07 0,00E+00 1,55E+07 3,43E+07 3,48E+07 1,53E+07 4,32E+07 1,89E+07 >tr|A0A1W1I021|A0A1W1I021_9BACT Nitrospira japonica Uncharacterized protein 0 6,7261 5,96E+09 8 4 1 1 4 41,6 15,831 A0A1W1I021;A0A1W9IUB8;A0A0S4L400;A0A0S4KZ06A0A1W1I021 521 2,27 0,00053

1,19E+06 1,19E+06 1,02E+06 9,93E+05 1,34E+06 8,01E+05 1,84E+06 3,42E+05 0,00E+00 0,00E+00 >tr|A0A1W1I099|A0A1W1I099_9BACT Nitrospira japonica Uncharacterized protein 0,0018657 6,0985 1,27E+08 7 1 1 1 1 5,3 22,204 A0A1W1I099 A0A1W1I099 522 1,18 0,12102

1,01E+06 1,25E+06 1,14E+06 8,29E+05 9,60E+05 0,00E+00 6,31E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1I3T4|A0A1W1I3T4_9BACT Nitrospira japonica Uncharacterized protein 0,00982 5,8664 1,34E+08 4 1 1 1 1 6,8 19,374 A0A1W1I3T4 A0A1W1I3T4 525 4,06 0,34667

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 2,39E+06 2,41E+06 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1I489|A0A1W1I489_9BACT Nitrospira japonica Uncharacterized protein 0 323,31 4,56E+08 13 1 1 1 1 13,3 17,09 A0A1W1I489 A0A1W1I489 526 4,17 0,14113

2,39E+06 3,93E+06 2,72E+06 3,59E+06 3,83E+06 2,05E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1I5T8|A0A1W1I5T8_9BACT Nitrospira japonica Aspartate-semialdehyde dehydrogenase 0 11,43 7,19E+07 4 1 1 1 1 4,7 37,165 A0A1W1I5T8 A0A1W1I5T8 527 -0,24 #ZAHL!

3,68E+05 3,15E+05 3,71E+05 2,68E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1I6H4|A0A1W1I6H4_9BACT Nitrospira japonica ABC-type nitrate/sulfonate/bicarbonate transport system, periplasmic component0 9,8548 0,00E+00 1 1 1 1 1 3,5 49,91 A0A1W1I6H4 A0A1W1I6H4 529 #ZAHL! #ZAHL!

4,42E+05 5,47E+05 0,00E+00 6,54E+05 1,19E+05 6,17E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W1I776|A0A1W1I776_9BACT Nitrospira japonica Uncharacterized protein 0 14,656 1,16E+08 3 1 1 1 1 10,6 16,016 A0A1W1I776 A0A1W1I776 530 4,49 0,34667

1,89E+06 2,73E+06 2,48E+06 1,55E+06 2,51E+05 0,00E+00 0,00E+00 6,48E+04 0,00E+00 0,00E+00 >tr|A0A1W1I8Q3|A0A1W1I8Q3_9BACT Nitrospira japonica Dihydrolipoyl dehydrogenase 0 6,9498 5,21E+07 5 1 1 1 1 3,4 49,331 A0A1W1I8Q3 A0A1W1I8Q3 531 5,08 0,34725

2,27E+08 2,99E+08 2,24E+08 2,30E+08 3,59E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W6CU96|A0A1W6CU96_9RHOB Paracoccus contaminans Site-specific DNA-methyltransferase 0,0070922 6,012 0,00E+00 1 1 1 1 1 1 121,46 A0A1W6CU96 A0A1W6CU96 533 #ZAHL! #ZAHL!

2,36E+06 4,71E+05 0,00E+00 1,96E+06 1,21E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W6CWB9|A0A1W6CWB9_9RHOB Paracoccus contaminans PQQ-dependent dehydrogenase, methanol/ethanol family0,0083752 5,9073 0,00E+00 1 1 1 1 1 1,5 70,965 A0A1W6CWB9 A0A1W6CWB9 534 #ZAHL! #ZAHL!

1,88E+07 3,16E+07 1,96E+07 2,39E+07 2,71E+07 2,00E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W6CYI9|A0A1W6CYI9_9RHOB Paracoccus contaminans Thioredoxin reductase 0 10,514 1,96E+07 5 1 1 1 1 5,6 35,27 A0A1W6CYI9 A0A1W6CYI9 535 2,98 #ZAHL!

1,58E+07 2,65E+07 1,80E+07 2,25E+07 1,48E+07 0,00E+00 0,00E+00 2,27E+05 1,82E+06 1,44E+06 >tr|A0A1W9GAY9|A0A1W9GAY9_9BACT Nitrospira sp. SG-bin1 Uncharacterized protein 0 6,2121 1,49E+09 4 1 1 1 1 5,4 23,864 A0A1W9GAY9 A0A1W9GAY9 536 4,88 0,10973

8,72E+06 1,24E+07 7,21E+06 1,15E+07 1,03E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9GHH5|A0A1W9GHH5_9BACT Nitrospira sp. SG-bin1 Transcription termination/antitermination protein NusG0 9,3469 0,00E+00 1 2 1 1 1 21,3 19,952 A0A1W9GHH5 A0A1W9GHH5 539 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,52E+06 4,35E+06 0,00E+00 6,07E+06 >tr|A0A1W9IS14|A0A1W9IS14_9BACT Nitrospira sp. ST-bin4 5,6-dimethylbenzimidazole synthase 0 8,2508 6,57E+08 5 1 1 1 1 7,5 25,501 A0A1W9IS14 A0A1W9IS14 542 2,17 #ZAHL!

3,79E+06 3,66E+06 7,37E+05 1,93E+06 2,03E+06 7,73E+04 5,64E+04 0,00E+00 4,21E+04 0,00E+00 >tr|A0A1W9ISA4|A0A1W9ISA4_9BACT Nitrospira sp. ST-bin4 Catalase-peroxidase 0,0082645 5,8897 2,06E+07 1 1 1 1 1 2 82,522 A0A1W9ISA4 A0A1W9ISA4 543 1,01 #ZAHL!

1,95E+06 2,67E+06 1,78E+06 2,40E+06 1,48E+06 0,00E+00 1,13E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9IUQ9|A0A1W9IUQ9_9BACT Nitrospira sp. ST-bin5 Malate dehydrogenase 0 78,925 1,37E+08 1 1 1 1 1 5,1 32,9 A0A1W9IUQ9 A0A1W9IUQ9 544 6,22 #ZAHL!

1,54E+06 1,79E+06 1,29E+06 1,31E+06 1,25E+06 2,70E+06 4,07E+06 0,00E+00 4,10E+05 7,36E+05 >tr|A0A1W9IY56|A0A1W9IY56_9BACT Nitrospira sp. ST-bin5 Heat-shock protein Hsp20 0 11,653 1,35E+08 7 1 1 1 1 11,5 17,884 A0A1W9IY56 A0A1W9IY56 545 -0,16 0,07549

4,73E+06 5,37E+06 2,86E+06 3,29E+06 9,47E+04 0,00E+00 2,38E+05 8,22E+04 1,41E+05 1,73E+05 >tr|A0A1W9J4N3|A0A1W9J4N3_9BACT Nitrospira sp. ST-bin5 Polyribonucleotide nucleotidyltransferase 0 6,5647 3,92E+07 2 1 1 1 1 2,1 75,756 A0A1W9J4N3 A0A1W9J4N3 547 -0,10 0,01391

5,98E+07 9,64E+07 9,00E+07 1,40E+08 2,34E+07 1,67E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1W9J4X2|A0A1W9J4X2_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 7,8913 4,72E+08 4 1 1 1 1 5 24,165 A0A1W9J4X2 A0A1W9J4X2 548 4,37 0,34662

3,55E+05 6,36E+05 3,34E+05 3,66E+05 2,80E+05 1,51E+05 1,90E+05 7,09E+04 1,13E+05 1,10E+05 >tr|A0A1W9J589|A0A1W9J589_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0,0068847 5,9675 3,25E+07 3 1 1 1 1 4,9 41,045 A0A1W9J589 A0A1W9J589 549 0,41 0,00024

3,71E+05 0,00E+00 2,42E+05 2,92E+05 1,95E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1X7IY27|A0A1X7IY27_9RHOB Paracoccus sp. J56 Predicted oxidoreductase 0 6,2719 1,72E+07 1 1 1 1 1 3,7 38,618 A0A1X7IY27 A0A1X7IY27 552 #ZAHL! 0,00000

1,74E+05 2,06E+05 1,97E+05 2,08E+05 3,28E+05 2,51E+05 2,25E+05 1,14E+05 1,67E+05 2,79E+05 >tr|A0A1X7JG97|A0A1X7JG97_9RHOB Paracoccus sp. J56 Amino acid/amide ABC transporter substrate-binding protein, HAAT family (TC 3.A.1.4.-)0 8,6633 9,52E+07 8 1 1 1 1 4 46,816 A0A1X7JG97 A0A1X7JG97 553 1,94 0,00012

4,18E+05 0,00E+00 4,59E+05 4,16E+05 1,41E+05 3,57E+06 2,89E+06 3,65E+06 4,15E+06 4,18E+06 >tr|A0A1X7JI53|A0A1X7JI53_9RHOB Paracoccus sp. J56 ATP synthase subunit beta 0 46,947 6,08E+08 24 3 1 1 2 11,4 50,233 A0A1X7JI53;A0A1G7BKN2 A0A1X7JI53;A0A1G7BKN2 554 -1,00 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A238W710|A0A238W710_9RHOB Paracoccus sediminis Polysaccharide pyruvyl transferase 0,0069808 5,9919 1,28E+07 1 1 1 1 1 3,1 42,402 A0A238W710 A0A238W710 556 #ZAHL! #ZAHL!

2,69E+05 3,93E+05 1,64E+05 3,16E+05 0,00E+00 7,39E+05 0,00E+00 9,81E+04 2,92E+05 2,64E+05 >tr|A0A239PMM6|A0A239PMM6_9RHOB Paracoccus seriniphilus Catalase-peroxidase 0 15,288 2,09E+08 7 1 1 1 2 2 81,232 A0A239PMM6;S5Y589 A0A239PMM6;S5Y589 557 1,77 0,05961

1,95E+06 2,20E+06 2,12E+06 3,39E+06 2,94E+06 1,98E+06 2,14E+06 1,67E+06 1,28E+06 0,00E+00 >tr|A0A256WYH8|A0A256WYH8_9BACT Nitrospira sp. UW-LDO-01 Uncharacterized protein 0,0069444 5,9864 5,27E+08 2 1 1 1 1 2,6 67,688 A0A256WYH8 A0A256WYH8 558 0,49 0,00604

2,55E+05 2,32E+05 1,20E+05 0,00E+00 1,64E+05 2,08E+05 2,69E+05 5,94E+04 1,57E+05 1,53E+05 >tr|A0A2A2GGF7|A0A2A2GGF7_9RHOB Paracoccus sp. WN007 Microcin ABC transporter ATP-binding protein 0 6,4295 6,99E+07 3 1 1 1 1 2,3 55,892 A0A2A2GGF7 A0A2A2GGF7 559 1,04 0,00120

5,21E+05 6,26E+05 4,60E+05 6,22E+05 6,09E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A2A2GM46|A0A2A2GM46_9RHOB Paracoccus sp. WN007 Chromosome segregation protein SMC (Fragment) 0 6,3871 2,49E+07 2 1 1 1 1 1,8 91,458 A0A2A2GM46 A0A2A2GM46 561 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,34E+06 0,00E+00 1,45E+05 8,32E+05 >tr|A0A2D2C7H2|A0A2D2C7H2_9RHOB Paracoccus yeei Sugar ABC transporter substrate-binding protein 0 7,0761 5,33E+07 1 1 1 1 1 5,6 53,048 A0A2D2C7H2 A0A2D2C7H2 562 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 3,41E+04 4,42E+04 0,00E+00 1,15E+06 0,00E+00 5,59E+05 8,70E+05 >tr|A0A2E3CFP5|A0A2E3CFP5_9RHOB Paracoccus sp. PQQ-dependent dehydrogenase, methanol/ethanol family0 6,2631 1,24E+08 4 1 1 1 2 2,1 67,305 A0A2E3CFP5;A0A2D8X0A6 A0A2E3CFP5;A0A2D8X0A6 563 -0,37 0,05573

1,10E+06 1,49E+06 1,29E+06 1,11E+06 1,19E+06 3,94E+05 1,37E+05 2,96E+05 1,10E+05 0,00E+00 >tr|A0A2E3CEI5|A0A2E3CEI5_9RHOB Paracoccus sp. Malate dehydrogenase 0,0018553 6,0847 2,00E+08 4 2 1 1 2 7,8 33,469 A0A2E3CEI5;A0A2D8X362 A0A2E3CEI5;A0A2D8X362 564 3,28 0,02818

8,49E+05 8,11E+05 6,66E+05 5,18E+05 6,43E+05 0,00E+00 6,57E+05 2,87E+05 6,22E+05 4,81E+05 >tr|A0A2H5EVS3|A0A2H5EVS3_9RHOB Paracoccus zhejiangensis ATP synthase subunit alpha 0 64,235 6,17E+07 5 3 1 1 1 8,2 55,151 A0A2H5EVS3 A0A2H5EVS3 568 -3,69 #ZAHL!

8,09E+05 1,32E+06 8,73E+05 1,87E+06 1,38E+06 2,61E+05 3,48E+05 0,00E+00 8,58E+04 2,99E+05 >tr|A0A2H5EY37|A0A2H5EY37_9RHOB Paracoccus zhejiangensis Uncharacterized protein 0,0018762 6,1022 3,35E+08 1 1 1 1 1 0,8 146,73 A0A2H5EY37 A0A2H5EY37 569 1,96 #ZAHL!

5,83E+05 1,47E+06 1,00E+06 7,98E+05 5,00E+05 3,06E+05 2,28E+05 0,00E+00 1,69E+05 2,05E+05 >tr|A0A2H5F1J9|A0A2H5F1J9_9RHOB Paracoccus zhejiangensis ABC transporter substrate-binding protein 0 10,689 4,46E+07 5 1 1 1 1 4,4 39,318 A0A2H5F1J9 A0A2H5F1J9 570 1,19 0,00713

3,31E+05 7,79E+05 8,30E+05 3,21E+05 0,00E+00 8,23E+06 6,07E+06 3,77E+06 8,24E+06 8,72E+06 >tr|Q1QHY1|Q1QHY1_NITHX Nitrobacter hamburgensis (strain DSM 10229 / NCIMB 13809 / X14) Cold-shock DNA-binding protein family 0 35,698 1,24E+09 8 1 1 1 2 15,9 7,3892 Q1QHY1;A3WV12 Q1QHY1;A3WV12 572 2,98 0,00007

4,99E+05 1,13E+06 6,73E+05 6,63E+05 2,54E+05 1,87E+07 1,24E+07 1,17E+07 1,30E+07 1,65E+07 >tr|A3X1N0|A3X1N0_9BRAD Nitrobacter sp. Nb-311A Uncharacterized protein 0 6,3386 1,93E+09 4 1 1 1 1 5,4 34,228 A3X1N0 A3X1N0 573 0,29 #ZAHL!

8,17E+05 1,11E+06 6,75E+05 0,00E+00 9,01E+05 6,27E+05 1,06E+06 0,00E+00 6,33E+05 1,33E+06 >sp|B1XXY8|CH10_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) 10 kDa chaperonin 0 9,7547 5,05E+07 5 1 1 1 1 28,1 10,459 B1XXY8 B1XXY8 574 0,39 0,01208

2,24E+06 2,74E+06 2,36E+06 2,37E+06 1,53E+06 2,02E+06 1,98E+06 2,19E+06 2,49E+06 3,11E+06 >tr|I4Z6D7|I4Z6D7_9BURK Leptothrix ochracea L12 Isocitrate lyase 0 53,262 1,79E+09 13 1 1 1 2 2,7 47,793 I4Z6D7;B1XYZ2 I4Z6D7;B1XYZ2 576 2,80 0,00000

1,48E+05 1,60E+05 1,30E+05 1,49E+05 1,40E+05 2,23E+05 4,36E+05 1,08E+05 2,29E+05 3,78E+05 >tr|B1XZV7|B1XZV7_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Aldehyde ferredoxin oxidoreductase 0 6,3299 8,48E+07 4 1 1 1 1 2,3 65,907 B1XZV7 B1XZV7 577 0,27 0,00162

2,69E+06 3,60E+05 1,16E+06 2,06E+06 1,45E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|B1Y042|B1Y042_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Acetyl-coenzyme A synthetase 0 6,2361 0,00E+00 2 1 1 1 1 1,8 71,191 B1Y042 B1Y042 578 #ZAHL! #ZAHL!

1,82E+06 1,72E+06 1,40E+06 2,01E+06 1,28E+06 2,08E+06 1,94E+06 1,61E+06 1,22E+06 0,00E+00 >tr|B1Y0Z0|B1Y0Z0_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Formaldehyde-activating enzyme 0,0071048 6,0128 9,86E+07 2 1 1 1 1 6,5 17,691 B1Y0Z0 B1Y0Z0 579 -0,32 #ZAHL!

2,69E+06 2,67E+06 2,31E+06 3,03E+06 0,00E+00 4,54E+05 3,34E+05 3,74E+05 4,02E+05 0,00E+00 >tr|I4Z5U7|I4Z5U7_9BURK Leptothrix ochracea L12 Acetoacetyl-CoA reductase 0 7,6798 1,72E+07 1 1 1 1 2 7,3 26,11 I4Z5U7;B1Y253 I4Z5U7;B1Y253 580 #ZAHL! #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,83E+04 1,11E+05 4,68E+04 0,00E+00 0,00E+00 >tr|B1Y3S7|B1Y3S7_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) ATP synthase subunit beta 0 8,1473 8,38E+07 8 3 1 1 1 9,3 51,219 B1Y3S7 B1Y3S7 581 3,78 0,06241

0,00E+00 5,04E+07 3,25E+07 6,61E+07 1,90E+07 0,00E+00 0,00E+00 0,00E+00 4,03E+06 6,53E+06 >tr|B1Y3W8|B1Y3W8_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Cold-shock DNA-binding domain protein 0 6,5989 9,19E+08 4 1 1 1 1 13,9 7,9468 B1Y3W8 B1Y3W8 583 4,04 0,15703

1,04E+06 1,16E+06 6,75E+05 0,00E+00 3,07E+05 1,47E+05 2,71E+05 1,47E+05 1,78E+05 1,51E+05 >tr|B1Y518|B1Y518_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Benzoyl-CoA dioxygenase B 0 34,677 2,54E+08 11 1 1 1 1 3,6 54,393 B1Y518 B1Y518 584 3,20 0,00007

1,73E+06 2,06E+06 1,75E+06 1,06E+06 1,34E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|B1Y6I8|B1Y6I8_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Short-chain dehydrogenase/reductase SDR 0,003663 6,0554 0,00E+00 1 1 1 1 1 4,8 25,932 B1Y6I8 B1Y6I8 585 #ZAHL! #ZAHL!

1,32E+06 3,65E+06 2,13E+06 2,23E+06 4,55E+04 2,77E+05 1,58E+05 0,00E+00 1,64E+05 0,00E+00 >sp|B1Y6S3|METK_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) S-adenosylmethionine synthase 0 21,081 3,40E+07 2 1 1 1 1 3,3 43,033 B1Y6S3 B1Y6S3 586 1,23 #ZAHL!

2,08E+06 2,31E+06 1,97E+06 2,07E+06 0,00E+00 0,00E+00 2,36E+04 0,00E+00 2,51E+04 0,00E+00 >tr|B1Y6Z6|B1Y6Z6_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Putative serine protein kinase, PrkA 0 6,9065 3,59E+07 2 1 1 1 1 2,7 73,333 B1Y6Z6 B1Y6Z6 587 4,37 0,14202

1,73E+06 1,82E+06 1,46E+06 1,44E+06 2,61E+06 0,00E+00 3,19E+04 0,00E+00 0,00E+00 0,00E+00 >sp|B1Y786|DNAK_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Chaperone protein DnaK 0 7,8846 2,65E+07 1 1 1 1 1 2,8 69,605 B1Y786 B1Y786 588 4,60 0,34782

4,61E+05 1,45E+06 3,48E+06 1,28E+06 0,00E+00 3,97E+05 4,37E+05 2,82E+05 3,84E+05 4,11E+05 >sp|B1Y8A3|MDH_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Malate dehydrogenase 0 27,97 4,16E+08 22 1 1 1 1 5,2 34,77 B1Y8A3 B1Y8A3 590 3,15 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,53E+05 5,64E+05 9,65E+04 2,12E+05 2,80E+05 >tr|B1Y8D3|B1Y8D3_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Phosphoenolpyruvate carboxykinase [GTP] 0 8,5296 7,38E+07 6 1 1 1 1 2,7 68,435 B1Y8D3 B1Y8D3 591 0,23 #ZAHL!

6,13E+05 7,27E+05 0,00E+00 1,93E+05 0,00E+00 1,27E+06 1,79E+06 1,50E+06 0,00E+00 0,00E+00 >tr|D8PEM6|D8PEM6_9BACT Nitrospira defluvii Uncharacterized protein 0,0084175 5,9147 4,33E+08 3 1 1 1 1 1,1 114,4 D8PEM6 D8PEM6 605 0,33 0,04370

3,17E+04 3,24E+04 2,38E+04 3,12E+04 0,00E+00 5,85E+06 6,04E+06 4,01E+06 5,71E+06 6,74E+06 >tr|F8GKG5|F8GKG5_NITSI Nitrosomonas sp. (strain Is79A3) 60 kDa chaperonin 0 16,318 2,70E+09 33 7 1 1 1 11,8 57,582 F8GKG5 F8GKG5 606 1,19 0,00000

1,01E+06 1,11E+06 8,46E+05 8,51E+05 5,10E+05 1,19E+06 1,43E+06 0,00E+00 7,70E+03 1,44E+05 >tr|F8GKZ5|F8GKZ5_NITSI Nitrosomonas sp. (strain Is79A3) Elongation factor Tu 0 13,116 7,88E+07 2 3 1 1 12 11,9 42,873 F8GKZ5;A0A1H3PF60;A0A1H3I313;A0A1H5YNK6;Q81ZS3;F9ZFE7;A0A1H8NBS9;A0A1H8LG72;A0A0S3AJP6;A0A1I0F711;A0A1H9HR21;A0A1I2HQ69F8GKZ5 607 -1,50 #ZAHL!

1,47E+05 1,28E+05 6,71E+04 8,97E+05 1,06E+05 4,40E+06 5,15E+06 3,04E+06 4,07E+06 5,56E+06 >tr|I4Z5A4|I4Z5A4_9BURK Leptothrix ochracea L12 Universal stress protein UspA-like protein 0 39,593 1,28E+09 23 1 1 1 1 9 15,96 I4Z5A4 I4Z5A4 608 2,25 0,00001

6,07E+06 5,79E+06 7,02E+06 6,32E+06 6,51E+06 0,00E+00 6,84E+06 2,77E+06 5,65E+06 0,00E+00 >tr|K7ZQX7|K7ZQX7_9RHOB Paracoccus laeviglucosivorans Putative 5-keto-2-deoxygluconokinae iolC 0,0071942 6,0288 1,27E+09 6 1 1 1 1 2 69,092 K7ZQX7 K7ZQX7 609 0,40 0,06254

2,56E+07 2,29E+07 1,18E+07 6,57E+06 5,43E+06 1,04E+07 1,06E+07 7,19E+06 9,38E+06 9,42E+06 >tr|Q1PY41|Q1PY41_KUEST Kuenenia stuttgartiensis 60 kDa chaperonin 0 28,565 3,15E+09 20 3 1 1 6 7,2 57,447 Q1PY41;A0A1V6LZI3;A0A1V4ATW5;A0A136LUQ4;A0A0M2V1W3;A0A0C9PHB0Q1PY41;A0A1V6LZI3;A0A1V4ATW5;A0A136LUQ4;A0A0M2V1W3;A0A0C9PHB0610 -0,04 #ZAHL!

3,85E+05 6,99E+05 5,14E+05 4,33E+05 3,41E+05 3,29E+06 3,85E+06 1,27E+06 2,75E+06 2,56E+06 >tr|S5XUP7|S5XUP7_PARAH Paracoccus aminophilus JCM 7686 Spermidine/putrescine transport system, substrate-binding protein0 10,324 4,24E+08 8 1 1 1 1 3,9 38,716 S5XUP7 S5XUP7 619 -0,48 0,00022

7,42E+05 1,31E+06 5,89E+05 9,59E+05 2,23E+05 0,00E+00 0,00E+00 6,99E+05 7,34E+05 1,07E+06 >tr|S5Y0F3|S5Y0F3_PARAH Paracoccus aminophilus JCM 7686 Short-chain dehydrogenase/reductase SDR 0 7,1797 2,25E+08 3 1 1 1 1 5,2 25,334 S5Y0F3 S5Y0F3 621 2,44 0,04770

3,24E+07 3,46E+07 2,88E+07 2,97E+07 3,64E+07 2,42E+07 1,98E+07 1,20E+07 2,49E+07 2,18E+07 >tr|S5Z1J4|S5Z1J4_PARAH Paracoccus aminophilus JCM 7686 ABC-type amino acid transport/signal transduction systems, periplasmic component0 53,741 3,41E+09 14 1 1 1 1 3,5 36,159 S5Z1J4 S5Z1J4 622 -1,18 0,00002

3,21E+07 3,55E+07 1,72E+07 2,47E+07 2,50E+07 2,58E+05 2,71E+05 8,63E+04 1,46E+05 2,20E+05 >tr|S5Y1P6|S5Y1P6_PARAH Paracoccus aminophilus JCM 7686 Succinate dehydrogenase flavoprotein subunit 0 11,689 8,56E+07 5 2 2 2 40 4,5 65,202 S5Y1P6;Q59661;A1AZI7;A0A2H5EWL2;A0A2G1YV41;A0A2E3CEK1;A0A2D8X358;A0A2D2C026;A0A2A2GMD6;A0A239PR98;A0A238UT52;A0A1X7IDZ3;A0A1V0GTT6;A0A1N7KUS8;A0A1N6R6E5;A0A1M7D0L6;A0A1L9BP08;A0A1K1VHY3;A0A1I5EGH5;A0A1I3BIR6;A0A1I0F9V0;A0A1H8G800;A0A1H6L8X5;A0A1G9GEJ7;A0A1G7A6F2;A0A1G5CA79;A0A1E4EUL5;A0A0V0PY78;A0A0D6TGW3;A0A099GEH5;A0A099FQ74;A0A099F8C7;A0A099F3M7;A0A1W6CYB6;A0A1M3C8H2;Q3SNT8;Q1QHF1;A3WTG0;A0A1V4HUY4;A0A1Q3K3S3S5Y1P6;Q59661;A1AZI7;A0A2H5EWL2;A0A2G1YV41;A0A2E3CEK1;A0A2D8X358;A0A2D2C026;A0A2A2GMD6;A0A239PR98;A0A238UT52;A0A1X7IDZ3;A0A1V0GTT6;A0A1N7KUS8;A0A1N6R6E5;A0A1M7D0L6;A0A1L9BP08;A0A1K1VHY3;A0A1I5EGH5;A0A1I3BIR6;A0A1I0F9V0;A0A1H8G800;A0A1H6L8X5;A0A1G9GEJ7;A0A1G7A6F2;A0A1G5CA79;A0A1E4EUL5;A0A0V0PY78;A0A0D6TGW3;A0A099GEH5;A0A099FQ74;A0A099F8C7;A0A099F3M7;A0A1W6CYB6;A0A1M3C8H2;Q3SNT8;Q1QHF1;A3WTG0;A0A1V4HUY4;A0A1Q3K3S314 1,01 0,00052

1,91E+06 1,67E+06 1,12E+06 1,48E+06 6,90E+05 1,61E+07 8,81E+06 5,69E+06 2,99E+06 1,26E+07 >tr|A0A136M6D6|A0A136M6D6_9BACT Candidatus Brocadia sinica Putative cytochrome c 0 13,613 2,57E+09 8 2 2 2 7 5,1 53,545 A0A136M6D6;A0A0C9PEX5;A0A1V6M096;A0A1M7FLW6;Q1Q516;A0A1W1HQ41;A0A0S4LQA0A0A136M6D6;A0A0C9PEX5;A0A1V6M096;A0A1M7FLW6;Q1Q516;A0A1W1HQ41;A0A0S4LQA043 0,20 0,00429

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 9,71E+04 2,15E+04 1,65E+05 >tr|A0A1L9BSU1|A0A1L9BSU1_9RHOB Paracoccus sp. SM22M-07 Enolase 0 12,115 1,18E+08 4 2 2 2 19 7,1 45,162 A0A1L9BSU1;A0A1I0GT77;A0A0D6TG69;A0A2G1YYH9;A0A2E3CGB9;A0A2D8X0V7;A0A239PNZ7;A0A238WWK0;A0A1N7PKS0;A0A1I5IKE4;A0A1H8IK50;A0A1G5ICP8;A0A1E4ES87;S5XU67;A0A2H5EW78;A0A1W6D0G7;A0A099G9V4;A0A099FDG8;A0A099EUA7A0A1L9BSU1;A0A1I0GT77;A0A0D6TG69;A0A2G1YYH9;A0A2E3CGB9;A0A2D8X0V7;A0A239PNZ7;A0A238WWK0;A0A1N7PKS0;A0A1I5IKE4;A0A1H8IK50;A0A1G5ICP8;A0A1E4ES87;S5XU67;A0A2H5EW78;A0A1W6D0G7;A0A099G9V4;A0A099FDG8;A0A099EUA748 4,46 0,11830

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,21E+06 1,04E+06 2,30E+05 3,61E+05 2,62E+05 >tr|A0A1I4MJA5|A0A1I4MJA5_9PROT Nitrosomonas communis Ketol-acid reductoisomerase (NADP(+)) 0 11,669 1,37E+08 5 2 2 2 26 8,3 37,091 A0A1I4MJA5;A0A1I4KYW5;A0A1I3K168;A0A1H3JZW2;A0A1H3FYM1;A0A1H2WCQ1;A0A1G7ZJQ4;A0A0F7KAR3;A0A1I3YQ02;A0A1H9ZUH4;A0A1H9J800;A0A1H8DPF1;Q82UZ3;Q0AGM0;F9ZFH9;F8GKW9;A0A285BW85;A0A1N6HN44;A0A1I7FYA6;A0A1H9ZJZ3;A0A1H9DC92;A0A1H8NID7;A0A1H5TSF5;A0A1G5SHA0;A0A1G4VT49;A0A0S3AKD6A0A1I4MJA5;A0A1I4KYW5;A0A1I3K168;A0A1H3JZW2;A0A1H3FYM1;A0A1H2WCQ1;A0A1G7ZJQ4;A0A0F7KAR3;A0A1I3YQ02;A0A1H9ZUH4;A0A1H9J800;A0A1H8DPF1;Q82UZ3;Q0AGM0;F9ZFH9;F8GKW9;A0A285BW85;A0A1N6HN44;A0A1I7FYA6;A0A1H9ZJZ3;A0A1H9DC92;A0A1H8NID7;A0A1H5TSF5;A0A1G5SHA0;A0A1G4VT49;A0A0S3AKD652 0,40 0,01787

3,66E+07 2,98E+07 2,70E+07 3,46E+07 1,30E+07 1,73E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SW40|A0A1I4SW40_9PROT Nitrosomonas communis Phosphoribulokinase 0 11,383 5,84E+07 2 2 2 2 33 9 32,494 A0A1I4SW40;A0A1I4NEM0;A0A1I3KYG3;A0A1H3LS71;A0A1H3GHT4;A0A1G8C887;A0A0F7KD40;Q82UL0;F9ZHW7;F8GFF8;A0A286AFU0;A0A285BTR0;A0A1N6I0N8;A0A1I4DT73;A0A1I2FZ81;A0A1I0F6K8;A0A1H9Z0F8;A0A1H9RFB7;A0A1H9GUZ7;A0A1H8KIZ2;A0A1H8BDG6;A0A1H5TXH1;A0A1H3BFY8;A0A1G5SKW1;A0A0S3AM16;Q3SP45;Q1QGD6;Q0AHZ0;A3WTT9;A0A1Q3KCK0;A0A1M3CHM8;A0A1I7FH92;A0A1G4VKU9A0A1I4SW40;A0A1I4NEM0;A0A1I3KYG3;A0A1H3LS71;A0A1H3GHT4;A0A1G8C887;A0A0F7KD40;Q82UL0;F9ZHW7;F8GFF8;A0A286AFU0;A0A285BTR0;A0A1N6I0N8;A0A1I4DT73;A0A1I2FZ81;A0A1I0F6K8;A0A1H9Z0F8;A0A1H9RFB7;A0A1H9GUZ7;A0A1H8KIZ2;A0A1H8BDG6;A0A1H5TXH1;A0A1H3BFY8;A0A1G5SKW1;A0A0S3AM16;Q3SP45;Q1QGD6;Q0AHZ0;A3WTT9;A0A1Q3KCK0;A0A1M3CHM8;A0A1I7FH92;A0A1G4VKU958 -0,36 0,34662

8,23E+05 2,01E+06 0,00E+00 8,47E+05 7,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A256WVX3|A0A256WVX3_9BACT Nitrospira sp. UW-LDO-01 Pyruvate ferredoxin oxidoreductase 0 16,557 4,33E+08 8 2 2 2 14 26,1 9,9126 A0A256WVX3;A0A1W9IRC4;A0A1W9IBS8;A0A1W9HES1;A0A1W9G8X5;A0A1W9G7R7;A0A136K4K6;A0A0S4LLJ3;A0A0S4KTU4;A0A0K2G8E5;D8PBX1;A0A1W1HSJ5;A0A177Q7V5;A0A0S4L261A0A256WVX3;A0A1W9IRC4;A0A1W9IBS8;A0A1W9HES1;A0A1W9G8X5;A0A1W9G7R7;A0A136K4K6;A0A0S4LLJ3;A0A0S4KTU4;A0A0K2G8E5;D8PBX1;A0A1W1HSJ5;A0A177Q7V5;A0A0S4L26192 #ZAHL! 0,00000

5,14E+05 3,62E+05 3,33E+05 4,82E+05 6,65E+04 9,39E+05 2,22E+06 3,62E+05 1,65E+06 1,75E+06 >tr|A0A1W9IV85|A0A1W9IV85_9BACT Nitrospira sp. ST-bin5 10 kDa chaperonin 0 23,793 1,39E+08 4 4 4 2 16 37,4 10,993 A0A1W9IV85;A0A0K2GAU8;A0A1W1I6F4;A0A0S4LB92;A0A1W9HBN9;A0A256WVR5;A0A1W9IZI1;A0A1W9H4V9;A0A1W9GH79;A0A1W9GBM2;A0A0S4LIA2;D8PD20;A0A1W1HQV1;A0A1E4DK01;A0A136K816;A0A177QHW9A0A1W9IV85;A0A0K2GAU8;A0A1W1I6F4;A0A0S4LB92;A0A1W9HBN9;A0A256WVR5;A0A1W9IZI1;A0A1W9H4V9;A0A1W9GH79;A0A1W9GBM2;A0A0S4LIA2;D8PD20;A0A1W1HQV1;A0A1E4DK01;A0A136K816;A0A177QHW9103 0,90 0,00288

0,00E+00 0,00E+00 3,92E+05 4,71E+05 4,29E+05 9,55E+05 7,00E+05 4,05E+05 1,52E+05 0,00E+00 >tr|A0A0K2GG72|A0A0K2GG72_NITMO Nitrospira moscoviensis Carboxy-terminal-processing protease 0 11,287 2,79E+08 3 2 2 2 11 6,3 47,922 A0A0K2GG72;A0A136JQ63;D8PHM3;A0A1W1HYW7;A0A1W9GJZ9;A0A256X176;A0A0S4LVJ0;A0A1W9G6S1;A0A0S4LEZ0;A0A1W1HZQ9;A0A1W9J708A0A0K2GG72;A0A136JQ63;D8PHM3;A0A1W1HYW7;A0A1W9GJZ9;A0A256X176;A0A0S4LVJ0;A0A1W9G6S1;A0A0S4LEZ0;A0A1W1HZQ9;A0A1W9J708112 2,17 0,03509

5,27E+05 7,43E+05 5,52E+05 7,70E+05 6,65E+05 0,00E+00 0,00E+00 0,00E+00 2,47E+05 1,94E+05 >tr|A0A1W9J574|A0A1W9J574_9BACT Nitrospira sp. ST-bin5 Iron-sulfur cluster assembly scaffold protein IscU 0 323,31 2,21E+08 15 2 2 2 15 18,9 13,779 A0A1W9J574;A0A1W1I185;A0A256WVR9;A0A1W9HHQ2;A0A1W9GCI4;A0A0S4LI78;A0A0S4L7A6;A0A136JNU7;A0A0K2GID4;D8P862;A0A1W1HWG0;A0A1W9IAI7;A0A1W9G480;A0A0S4KNZ9;A0A1W9G658A0A1W9J574;A0A1W1I185;A0A256WVR9;A0A1W9HHQ2;A0A1W9GCI4;A0A0S4LI78;A0A0S4L7A6;A0A136JNU7;A0A0K2GID4;D8P862;A0A1W1HWG0;A0A1W9IAI7;A0A1W9G480;A0A0S4KNZ9;A0A1W9G658120 5,94 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,05E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|D8P8H0|D8P8H0_9BACT Nitrospira defluvii Transcription termination/antitermination protein NusA0 11,546 1,11E+08 2 2 2 2 13 7,4 42,058 D8P8H0;A0A1W1HVM7;A0A1W9J4L5;A0A1W9GFD5;A0A0S4LM30;A0A256X062;A0A1W9IDJ8;A0A1W9GPV1;A0A0S4LC57;A0A0S4KVX4;A0A0K2GIS2;A0A136JP51;A0A1W1I249D8P8H0;A0A1W1HVM7;A0A1W9J4L5;A0A1W9GFD5;A0A0S4LM30;A0A256X062;A0A1W9IDJ8;A0A1W9GPV1;A0A0S4LC57;A0A0S4KVX4;A0A0K2GIS2;A0A136JP51;A0A1W1I249122 2,32 0,34665

3,24E+05 5,96E+05 0,00E+00 3,89E+05 9,25E+04 1,47E+07 1,07E+07 4,26E+06 1,04E+07 1,44E+07 >tr|A0A136JNW2|A0A136JNW2_9BACT Nitrospira sp. OLB3 Rubrerythrin 0 323,31 3,57E+09 27 2 2 2 14 27 15,607 A0A136JNW2;A0A0K2GJA4;D8P878;A0A1W9J4P7;A0A1W1HW25;A0A177QNV0;A0A256WT77;A0A1W9IHJ0;A0A1W9GDZ1;A0A1W9GCG8;A0A1W9G4G0;A0A1W1I181;A0A0S4LJ47;A0A0S4L716A0A136JNW2;A0A0K2GJA4;D8P878;A0A1W9J4P7;A0A1W1HW25;A0A177QNV0;A0A256WT77;A0A1W9IHJ0;A0A1W9GDZ1;A0A1W9GCG8;A0A1W9G4G0;A0A1W1I181;A0A0S4LJ47;A0A0S4L716124 3,31 0,00042

8,57E+05 1,06E+06 3,15E+05 6,89E+05 3,36E+05 1,70E+06 1,05E+06 1,34E+05 5,59E+05 9,65E+05 >tr|D8P870|D8P870_9BACT Nitrospira defluvii Peroxiredoxin 0 28,169 1,45E+09 10 2 2 2 4 10,3 17,523 D8P870;A0A1W1HVZ2;A0A136JNW6;A0A0S4KMA8D8P870;A0A1W1HVZ2;A0A136JNW6;A0A0S4KMA8147 5,00 0,00986

2,89E+05 5,07E+05 4,55E+05 3,05E+05 1,85E+05 9,58E+05 1,16E+06 0,00E+00 6,06E+05 0,00E+00 >tr|A0A0S4L7J5|A0A0S4L7J5_9BACT Candidatus Nitrospira nitrosa Glutaredoxin 0 11,489 1,85E+08 2 2 2 2 7 21,5 12,246 A0A0S4L7J5;A0A1W9G8N9;A0A1W9G7R9;A0A1W1I0S6;A0A136KB86;A0A0S4KT97;A0A0K2GHQ0A0A0S4L7J5;A0A1W9G8N9;A0A1W9G7R9;A0A1W1I0S6;A0A136KB86;A0A0S4KT97;A0A0K2GHQ0159 3,12 0,05243



0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,73E+05 4,27E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0S4LG89|A0A0S4LG89_9BACT Candidatus Nitrospira nitrosa Uncharacterized protein 0 15,415 1,42E+08 10 2 2 2 6 25,4 14,42 A0A0S4LG89;A0A256X1N2;A0A1W9H6Z1;A0A1W9GIX7;A0A1W1I9S3;A0A0S4LAI9A0A0S4LG89;A0A256X1N2;A0A1W9H6Z1;A0A1W9GIX7;A0A1W1I9S3;A0A0S4LAI9164 4,83 0,18965

0,00E+00 2,50E+05 2,00E+05 2,20E+05 1,98E+05 3,93E+05 3,54E+05 3,83E+05 2,80E+05 2,77E+05 >tr|A0A256X0N8|A0A256X0N8_9BACT Nitrospira sp. UW-LDO-01 Isocitrate dehydrogenase (NADP(+)) 0 19,833 1,16E+08 2 2 2 2 14 4,8 81,47 A0A256X0N8;A0A0S4LI35;A0A1W9G6L5;A0A136K7I1;A0A0S4LB72;D8PBJ4;A0A1W9J8X2;A0A1W9IPU9;A0A1W9GIS8;A0A1W1I4P2;A0A1W1HT18;A0A177QJ92;A0A0S4KL79;A0A0K2G8E9A0A256X0N8;A0A0S4LI35;A0A1W9G6L5;A0A136K7I1;A0A0S4LB72;D8PBJ4;A0A1W9J8X2;A0A1W9IPU9;A0A1W9GIS8;A0A1W1I4P2;A0A1W1HT18;A0A177QJ92;A0A0S4KL79;A0A0K2G8E9166 -1,21 0,00000

1,73E+06 2,24E+06 1,74E+06 1,75E+06 1,06E+06 0,00E+00 3,11E+06 1,49E+06 1,71E+06 0,00E+00 >tr|D8P7S4|D8P7S4_9BACT Nitrospira defluvii Uncharacterized protein 0 34,869 1,24E+09 5 2 2 2 6 26,4 8,2885 D8P7S4;A0A1W1HWW8;A0A136JT69;A0A1W9J512;A0A0S4LIG4;A0A1W1I102D8P7S4;A0A1W1HWW8;A0A136JT69;A0A1W9J512;A0A0S4LIG4;A0A1W1I102184 5,26 0,06318

8,60E+06 8,20E+06 3,17E+06 4,16E+06 3,77E+06 3,71E+06 4,37E+06 9,12E+05 2,10E+06 3,19E+06 >tr|D8PAF3|D8PAF3_9BACT Nitrospira defluvii Uncharacterized protein 0 13,864 8,82E+08 13 2 2 2 4 7,4 19,505 D8PAF3;A0A1W1HTV4;A0A136JXY2;A0A177QBG7D8PAF3;A0A1W1HTV4;A0A136JXY2;A0A177QBG7188 2,05 0,00160

4,96E+05 5,84E+05 4,35E+05 4,05E+05 4,63E+05 4,32E+05 7,02E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136K854|A0A136K854_9BACT Nitrospira sp. OLB3 DNA-directed RNA polymerase subunit alpha 0 11,254 3,76E+07 2 2 2 2 3 6 36,512 A0A136K854;D8PCY0;A0A1W1HRE6A0A136K854;D8PCY0;A0A1W1HRE6 193 -0,79 #ZAHL!

9,97E+06 9,33E+06 6,76E+06 7,80E+06 7,66E+06 5,78E+05 3,66E+05 0,00E+00 0,00E+00 6,68E+05 >tr|A0A136KBG3|A0A136KBG3_9BACT Nitrospira sp. OLB3 Putative RNA-binding protein RbpA 0 13,647 2,04E+08 3 3 2 2 6 35,5 11,445 A0A136KBG3;A0A1W9J834;A0A1W9G7Y4;A0A1W9IHD6;B3U4S4;A0A1W1HQV8A0A136KBG3;A0A1W9J834 196 4,33 0,05088

5,02E+05 5,56E+05 1,71E+06 3,04E+06 1,59E+06 2,34E+06 2,23E+06 0,00E+00 1,30E+06 2,04E+06 >tr|A0A136KDL4|A0A136KDL4_9BACT Nitrospira sp. OLB3 Cytochrome c peroxidase 0 12,192 3,48E+08 8 2 2 2 4 4,8 54,114 A0A136KDL4;A3WXM5;A0A0K2GE90;A0A1W1I3G5A0A136KDL4;A3WXM5;A0A0K2GE90;A0A1W1I3G5198 -0,40 #ZAHL!

3,93E+06 4,71E+06 2,81E+06 4,64E+06 2,87E+06 0,00E+00 4,32E+04 0,00E+00 1,06E+05 1,40E+05 >tr|A0A136KDZ6|A0A136KDZ6_9BACT Nitrospira sp. OLB3 Peptidyl-prolyl cis-trans isomerase 0 19,598 6,49E+08 15 2 2 2 14 15,7 23,224 A0A136KDZ6;A0A1W9GPF4;A0A1W9J960;A0A1W9IRW5;A0A1W9GIY6;A0A1W9G5K9;A0A256X0R1;A0A1W1I4L4;A0A0S4LF57;A0A0S4LAZ4;A0A1W1I4J9;A0A0S4KPY5;A0A0K2G8B9;D8PBF9A0A136KDZ6;A0A1W9GPF4;A0A1W9J960;A0A1W9IRW5;A0A1W9GIY6;A0A1W9G5K9;A0A256X0R1;A0A1W1I4L4;A0A0S4LF57;A0A0S4LAZ4;A0A1W1I4J9;A0A0S4KPY5;A0A0K2G8B9;D8PBF9199 7,22 0,07494

1,02E+06 2,28E+06 9,28E+05 3,32E+06 2,28E+06 2,50E+05 7,91E+05 3,78E+05 7,08E+05 1,10E+06 >tr|A0A1E4DGY7|A0A1E4DGY7_9BACT Nitrospira sp. SCN 59-13 Serine protease 0 37,664 2,13E+08 10 2 2 2 6 8,8 53,262 A0A1E4DGY7;A0A1W1I0C2;A0A177QA64;A0A136KBG7;D8PIE4;A0A1W1HYG8A0A1E4DGY7;A0A1W1I0C2;A0A177QA64;A0A136KBG7;D8PIE4;A0A1W1HYG8210 1,20 0,00276

2,06E+06 2,81E+06 1,25E+06 1,01E+06 1,25E+06 3,44E+06 2,55E+06 1,01E+06 1,16E+06 4,57E+05 >tr|A0A238WGN0|A0A238WGN0_9RHOB Paracoccus sediminis NitT/TauT family transport system substrate-binding protein0 13,978 2,06E+08 8 2 2 2 17 7,1 34,84 A0A238WGN0;A0A1N7KLG7;A0A1L9BSC3;A0A1H8IP80;A0A1G5F934;A0A1E4ETS5;A0A2H5EVX4;A0A1I0GZJ3;A0A0D6TGE5;A0A2A2GPH5;A0A239PN97;A0A099G7C9;A0A099F623;S5XZ39;A0A2E3CGQ9;A0A2D2C492;A0A1V0GP42A0A238WGN0;A0A1N7KLG7;A0A1L9BSC3;A0A1H8IP80;A0A1G5F934;A0A1E4ETS5;A0A2H5EVX4;A0A1I0GZJ3;A0A0D6TGE5;A0A2A2GPH5;A0A239PN97;A0A099G7C9;A0A099F623;S5XZ39;A0A2E3CGQ9;A0A2D2C492;A0A1V0GP42219 0,24 0,01390

7,90E+05 9,21E+05 6,83E+05 9,39E+05 6,40E+05 0,00E+00 0,00E+00 3,43E+05 4,46E+05 2,72E+05 >tr|A0A1G7BKE7|A0A1G7BKE7_9RHOB Paracoccus isoporae ATP synthase subunit alpha 0 96,726 1,49E+08 2 4 4 2 33 10,6 55,101 A0A1G7BKE7;A0A2E3CCH9;A0A2D8X282;A0A239Q1W2;A0A238YBS3;A0A1N7MN35;A0A1L9BUZ1;A0A1H8N9X8;A0A1E4EV97;A0A0D6TAD2;A1B8N8;A0A2A2GP03;A0A1X7JJ48;A0A1W6D0L1;A0A1V0GQ42;A0A1N6X2D3;A0A1M7GXP6;A0A1K1ZLE2;A0A1I5JUF2;A0A1I3AVK1;A0A1H6JIN4;A0A1G9HCS5;A0A0V0Q4I0;A0A099FGT4;A0A099F7Z9;A0A1Q3K1E9;A0A099GFV9;A0A099FFS2;Q3SVJ4;A3WRA0;A0A1V4I1W7;A0A1M3CGW4;A0A1I0I4R2A0A1G7BKE7;A0A2E3CCH9;A0A2D8X282;A0A239Q1W2;A0A238YBS3;A0A1N7MN35;A0A1L9BUZ1;A0A1H8N9X8;A0A1E4EV97;A0A0D6TAD2;A1B8N8;A0A2A2GP03;A0A1X7JJ48;A0A1W6D0L1;A0A1V0GQ42;A0A1N6X2D3;A0A1M7GXP6;A0A1K1ZLE2;A0A1I5JUF2;A0A1I3AVK1;A0A1H6JIN4;A0A1G9HCS5;A0A0V0Q4I0;A0A099FGT4;A0A099F7Z9238 2,21 0,04795

1,78E+06 1,71E+06 1,44E+06 1,90E+06 1,35E+06 2,16E+07 1,84E+07 8,86E+06 1,87E+07 2,50E+07 >tr|A0A1I4UY44|A0A1I4UY44_9PROT Nitrosomonas nitrosa 30S ribosomal protein S7 0 161,78 8,85E+08 11 2 2 2 26 16 17,956 A0A1I4UY44;A0A1H3NRM1;A0A1H3KMF2;A0A1G8GGX3;Q82T69;Q0AIJ9;F9ZGL6;F8GHN6;B1Y7G8;A0A285C1E5;A0A1N6HIU1;A0A1I7HBD3;A0A1I4DS15;A0A1I3JX26;A0A1I1XCT3;A0A1I0FZ26;A0A1I0EWE5;A0A1H9Q1L4;A0A1H9BQZ0;A0A1H8NBA1;A0A1H8HZH9;A0A1H5UNU4;A0A1H3NT97;A0A1G5SHJ6;A0A1G4VAA5;A0A0F7KHU8A0A1I4UY44;A0A1H3NRM1;A0A1H3KMF2;A0A1G8GGX3;Q82T69;Q0AIJ9;F9ZGL6;F8GHN6;B1Y7G8;A0A285C1E5;A0A1N6HIU1;A0A1I7HBD3;A0A1I4DS15;A0A1I3JX26;A0A1I1XCT3;A0A1I0FZ26;A0A1I0EWE5;A0A1H9Q1L4;A0A1H9BQZ0;A0A1H8NBA1;A0A1H8HZH9;A0A1H5UNU4;A0A1H3NT97;A0A1G5SHJ6;A0A1G4VAA5;A0A0F7KHU8249 -1,45 0,00013

7,90E+05 1,00E+06 9,56E+05 1,41E+06 6,11E+05 5,96E+05 5,03E+05 3,66E+05 3,06E+05 3,53E+05 >tr|A0A1I4TAA1|A0A1I4TAA1_9PROT Nitrosomonas nitrosa Ribose-phosphate pyrophosphokinase 0 11,567 3,89E+07 2 2 2 2 27 7,9 34,799 A0A1I4TAA1;A0A1H3HK92;A0A1I0EK89;A0A1H9QA68;A0A1H8IBT8;F9ZJA6;F8GDH1;A0A285BZG3;A0A1N6FA62;A0A1I4J254;A0A1I3G0C3;A0A1H9AVE9;A0A1H8J7R8;A0A1H5SD06;A0A1H3GPH0;A0A1H2TTD3;A0A1G8AEB2;A0A0S3AHG0;A0A0F7KFU2;Q82TQ4;Q0AGY7;A0A1I7F3A2;A0A1I0E7Z9;A0A1G5SL74;A0A1G4VPD7;A0A1H3MTU6;A0A1I1WXS9A0A1I4TAA1;A0A1H3HK92;A0A1I0EK89;A0A1H9QA68;A0A1H8IBT8;F9ZJA6;F8GDH1;A0A285BZG3;A0A1N6FA62;A0A1I4J254;A0A1I3G0C3;A0A1H9AVE9;A0A1H8J7R8;A0A1H5SD06;A0A1H3GPH0;A0A1H2TTD3;A0A1G8AEB2;A0A0S3AHG0;A0A0F7KFU2;Q82TQ4;Q0AGY7;A0A1I7F3A2;A0A1I0E7Z9;A0A1G5SL74;A0A1G4VPD7;A0A1H3MTU6;A0A1I1WXS9261 -2,18 #ZAHL!

3,67E+07 5,26E+07 2,43E+07 4,07E+07 2,55E+07 3,92E+06 5,00E+05 2,26E+06 3,35E+06 3,42E+06 >tr|A0A1H8EX84|A0A1H8EX84_9RHOB Paracoccus alcaliphilus Amino acid ABC transporter substrate-binding protein, PAAT family0 70,212 3,53E+08 8 2 2 2 15 9,9 29,44 A0A1H8EX84;A0A2D2C0L2;A0A2H5F3T5;A1AZY4;A0A1X7J8G0;A0A1K1Y2G8;A0A1I5JMW4;A0A0V0PY30;A0A099FKT9;A0A099F7Y2;A0A1W6CZ51;A0A1H2R5P4;A0A099GK56;A0A099FB74;S5YIT7A0A1H8EX84;A0A2D2C0L2;A0A2H5F3T5;A1AZY4;A0A1X7J8G0;A0A1K1Y2G8;A0A1I5JMW4;A0A0V0PY30;A0A099FKT9;A0A099F7Y2;A0A1W6CZ51;A0A1H2R5P4;A0A099GK56;A0A099FB74;S5YIT7275 -0,64 0,00228

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,53E+05 3,42E+05 3,66E+05 5,91E+05 5,59E+05 >tr|A0A238Y2Z2|A0A238Y2Z2_9RHOB Paracoccus sediminis Aconitate hydratase 0 16,898 1,09E+08 14 2 2 2 40 3,5 99,539 A0A238Y2Z2;A0A1H8GA10;Q3SVV1;Q1QR48;A3WRY5;A0A1V4I3V8;A0A1Q3JV55;A0A1M3CK61;A0A1X7HVS9;A1BA21;A0A1N6UHQ2;A0A1K1U6V8;A0A1I5CIT2;A0A0V0PU44;A0A099FHQ7;A0A2H5F1J8;A0A1G7C8F1;S5XSG6;A0A2G1Z7X4;A0A2E3CGJ3;A0A2D8WYT5;A0A239PXA6;A0A1N7MRS8;A0A1I0ITR2;A0A099F1K1;A0A1M7HKV3;A0A1L9BQM9;A0A1H6JQU1;A0A2D2C0I3;A0A1V0GU96;A0A1I2YYT4;A0A1G5D9K4;A0A1E4EWU4;A0A0D6TH12;A0A2A2GNS0;A0A1G9HBY7;A0A1W6CYP7;A0A1H2ZVT2;A0A099GKG5;A0A099F3C5A0A238Y2Z2;A0A1H8GA10;Q3SVV1;Q1QR48;A3WRY5;A0A1V4I3V8;A0A1Q3JV55;A0A1M3CK61;A0A1X7HVS9;A1BA21;A0A1N6UHQ2;A0A1K1U6V8;A0A1I5CIT2;A0A0V0PU44;A0A099FHQ7;A0A2H5F1J8;A0A1G7C8F1;S5XSG6;A0A2G1Z7X4;A0A2E3CGJ3;A0A2D8WYT5;A0A239PXA6;A0A1N7MRS8;A0A1I0ITR2;A0A099F1K1;A0A1M7HKV3;A0A1L9BQM9;A0A1H6JQU1;A0A2D2C0I3;A0A1V0GU96;A0A1I2YYT4;A0A1G5D9K4;A0A1E4EWU4;A0A0D6TH12;A0A2A2GNS0;A0A1G9HBY7;A0A1W6CYP7;A0A1H2ZVT2;A0A099GKG5;A0A099F3C5276 -1,75 0,00004

8,19E+04 6,92E+04 5,31E+04 0,00E+00 5,38E+04 1,90E+06 1,46E+06 1,39E+05 2,24E+06 1,80E+06 >tr|A0A1H8KNX3|A0A1H8KNX3_9RHOB Paracoccus alcaliphilus MoxR-like ATPase 0 11,778 2,26E+08 3 2 2 2 29 10,1 32,827 A0A1H8KNX3;A1AZG6;A0A2D2C007;A0A2A2GP94;A0A239PR71;A0A1X7IDF9;A0A1N7KVV0;A0A1N6R4G7;A0A1M7IYR1;A0A1L9BS34;A0A1K1VJS8;A0A1I5ED89;A0A1I3BI12;A0A1G9BW53;A0A0V0PYK0;A0A099FQ89;A0A2H5EWV3;A0A2G1YYX2;A0A2D8WW66;A0A1W6CXU2;A0A1I0F5A0;A0A1H2XAF9;A0A1G7AE10;A0A1E4EQX2;A0A0D6TFI7;A0A099GIW6;A0A099F267;S5XWK0;B1Y0Z8A0A1H8KNX3;A1AZG6;A0A2D2C007;A0A2A2GP94;A0A239PR71;A0A1X7IDF9;A0A1N7KVV0;A0A1N6R4G7;A0A1M7IYR1;A0A1L9BS34;A0A1K1VJS8;A0A1I5ED89;A0A1I3BI12;A0A1G9BW53;A0A0V0PYK0;A0A099FQ89;A0A2H5EWV3;A0A2G1YYX2;A0A2D8WW66;A0A1W6CXU2;A0A1I0F5A0;A0A1H2XAF9;A0A1G7AE10;A0A1E4EQX2;A0A0D6TFI7;A0A099GIW6;A0A099F267;S5XWK0;B1Y0Z8281 -1,47 0,00324

3,58E+05 9,14E+05 6,19E+05 9,33E+06 1,65E+05 5,88E+06 6,50E+06 3,90E+06 5,86E+06 7,69E+06 >tr|A0A1V0GXN9|A0A1V0GXN9_9RHOB Paracoccus yeei Nitrous-oxide reductase 0 73,05 1,67E+09 22 2 2 2 4 4 70,504 A0A1V0GXN9;A0A1I3AAL6;A0A2D2C2T8;A0A2A2GIV4A0A1V0GXN9;A0A1I3AAL6;A0A2D2C2T8;A0A2A2GIV4299 -0,42 0,00001

3,71E+05 3,47E+05 7,94E+05 0,00E+00 4,99E+05 3,58E+05 1,75E+05 2,41E+05 7,13E+05 5,67E+05 >tr|A0A2H5EZC3|A0A2H5EZC3_9RHOB Paracoccus zhejiangensis Polyribonucleotide nucleotidyltransferase 0 14,262 8,23E+07 10 2 2 2 17 4,8 77,107 A0A2H5EZC3;A0A1I3B5N7;S5YFW1;A0A2E3CJ93;A0A2D8WX20;A0A1I0J3N1;A0A1L9BT43;A0A1G7CLS0;A0A1E4EV50;A0A238W4L9;A0A239PS32;A0A1K1X4V7;A0A1H8HYB7;A0A0D6TC00;A0A099FC30;A0A1G9KCD8;A0A099FFC0A0A2H5EZC3;A0A1I3B5N7;S5YFW1;A0A2E3CJ93;A0A2D8WX20;A0A1I0J3N1;A0A1L9BT43;A0A1G7CLS0;A0A1E4EV50;A0A238W4L9;A0A239PS32;A0A1K1X4V7;A0A1H8HYB7;A0A0D6TC00;A0A099FC30;A0A1G9KCD8;A0A099FFC0300 -3,15 0,00357

7,13E+05 6,46E+05 0,00E+00 5,30E+05 0,00E+00 1,35E+08 1,81E+08 9,55E+07 1,20E+08 1,15E+08 >tr|A0A1I3IIN1|A0A1I3IIN1_9PROT Nitrosomonas sp. Nm34 Nitrosocyanin 0 323,31 1,54E+10 69 2 2 2 4 18,2 16,298 A0A1I3IIN1;A0A1I4NZ49;A0A0F7KKN5;A0A1H2XC03A0A1I3IIN1;A0A1I4NZ49;A0A0F7KKN5;A0A1H2XC03304 0,99 0,00002

1,96E+06 2,70E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4KSY5|A0A1I4KSY5_9PROT Nitrosomonas nitrosa PAS domain S-box-containing protein 0 14,528 9,42E+07 7 2 2 2 15 17,3 17,419 A0A1I4KSY5;A0A1H9S0K9;F9ZGQ1;F8GDY9;A0A285BXQ1;A0A1N6IQ36;A0A1I3ZZ64;A0A1I0FPM4;A0A1H8KJY1;A0A1H8GRC9;A0A1H5SQG7;A0A1H3JPF8;A0A1G8AL51;A0A0S3AFB3;A0A1G5SF39A0A1I4KSY5;A0A1H9S0K9;F9ZGQ1;F8GDY9;A0A285BXQ1;A0A1N6IQ36;A0A1I3ZZ64;A0A1I0FPM4;A0A1H8KJY1;A0A1H8GRC9;A0A1H5SQG7;A0A1H3JPF8;A0A1G8AL51;A0A0S3AFB3;A0A1G5SF39306 #ZAHL! 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,26E+06 1,35E+06 7,16E+05 1,27E+06 1,27E+06 >tr|A0A1I4KYU4|A0A1I4KYU4_9PROT Nitrosomonas nitrosa protein HflK 0 58,503 1,81E+08 5 2 2 2 2 7,4 44,408 A0A1I4KYU4;A0A1H3FM86 A0A1I4KYU4;A0A1H3FM86 310 -1,55 0,00001

8,25E+05 1,46E+06 3,41E+06 1,15E+06 1,17E+06 7,32E+05 9,24E+05 7,18E+05 7,90E+05 7,25E+05 >tr|A0A1I4L308|A0A1I4L308_9PROT Nitrosomonas nitrosa ATP-dependent zinc metalloprotease FtsH 0 25,112 1,33E+08 2 2 2 2 29 5,2 70,567 A0A1I4L308;A0A1I4MGZ7;A0A1I3J4M0;A0A1H3NLL4;A0A1H3FWE7;A0A1H2VER3;A0A1G8GDY8;A0A0F7KAS9;A0A1N6GDZ8;F8GJL7;F9ZF05;A0A286AB10;A0A285BWT6;A0A1I2A5B1;A0A1H9BEY5;A0A1H5UEJ6;A0A1H3I9G3;A0A0S3AMH4;A0A1I4D7S4;A0A1I0FXM2;A0A1H8G8J2;A0A1H8LC63;A0A1G5SFD7;Q0AHC5;A0A1G4WF53;Q820A1;A0A1I7G801;A0A1I0BCA6;A0A1H9PXQ0A0A1I4L308;A0A1I4MGZ7;A0A1I3J4M0;A0A1H3NLL4;A0A1H3FWE7;A0A1H2VER3;A0A1G8GDY8;A0A0F7KAS9;A0A1N6GDZ8;F8GJL7;F9ZF05;A0A286AB10;A0A285BWT6;A0A1I2A5B1;A0A1H9BEY5;A0A1H5UEJ6;A0A1H3I9G3;A0A0S3AMH4;A0A1I4D7S4;A0A1I0FXM2;A0A1H8G8J2;A0A1H8LC63;A0A1G5SFD7;Q0AHC5;A0A1G4WF53;Q820A1;A0A1I7G801;A0A1I0BCA6;A0A1H9PXQ0315 -4,74 #ZAHL!

1,37E+07 1,74E+07 1,42E+07 2,02E+07 1,68E+07 4,98E+05 2,11E+05 2,87E+05 1,65E+05 3,75E+05 >tr|A0A1I4L4C3|A0A1I4L4C3_9PROT Nitrosomonas nitrosa Trigger factor 0 11,941 5,29E+07 3 2 2 2 2 7,1 49,671 A0A1I4L4C3;A0A1H3HQV8 A0A1I4L4C3;A0A1H3HQV8 319 -1,86 #ZAHL!

4,22E+05 6,37E+05 5,25E+05 4,43E+05 2,16E+05 5,39E+05 2,14E+05 0,00E+00 8,45E+04 0,00E+00 >tr|A0A1I4LC70|A0A1I4LC70_9PROT Nitrosomonas nitrosa Putative glucose-6-phosphate 1-epimerase 0 49,137 5,53E+08 13 2 2 2 1 9 32,793 A0A1I4LC70 A0A1I4LC70 322 5,24 0,13535

0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,02E+04 2,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4LCL8|A0A1I4LCL8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 12,996 4,68E+07 2 2 2 2 1 16,1 22,346 A0A1I4LCL8 A0A1I4LCL8 323 6,26 #ZAHL!

3,02E+05 4,84E+05 2,78E+05 2,29E+05 3,93E+05 0,00E+00 2,57E+05 0,00E+00 1,28E+05 7,27E+04 >tr|A0A1I4LFK8|A0A1I4LFK8_9PROT Nitrosomonas nitrosa Glucose/arabinose dehydrogenase, beta-propeller fold 0 86,183 4,44E+07 4 2 2 2 1 9,3 41,449 A0A1I4LFK8 A0A1I4LFK8 324 2,14 #ZAHL!

1,35E+07 1,58E+07 1,23E+07 1,55E+07 1,68E+07 0,00E+00 0,00E+00 0,00E+00 1,05E+05 0,00E+00 >tr|A0A1I4LL47|A0A1I4LL47_9PROT Nitrosomonas nitrosa Dienelactone hydrolase 0 28,146 9,65E+07 9 2 2 2 1 13,5 25,78 A0A1I4LL47 A0A1I4LL47 328 6,51 0,34705

0,00E+00 2,88E+05 1,01E+05 1,55E+05 0,00E+00 2,64E+05 9,41E+04 0,00E+00 7,94E+04 5,32E+04 >tr|A0A1I4LLU2|A0A1I4LLU2_9PROT Nitrosomonas nitrosa N-acetylneuraminic acid mutarotase 0 218,64 1,90E+08 13 2 2 2 1 15,5 36,257 A0A1I4LLU2 A0A1I4LLU2 329 4,20 0,05853

9,08E+06 1,14E+07 7,82E+06 9,06E+06 9,10E+06 2,60E+08 3,07E+08 2,73E+08 2,44E+08 3,28E+08 >tr|A0A1I4LZL7|A0A1I4LZL7_9PROT Nitrosomonas nitrosa CHRD domain-containing protein 0 32,899 1,35E+10 15 2 2 2 1 21,7 18,734 A0A1I4LZL7 A0A1I4LZL7 335 0,48 0,00000

1,53E+06 3,26E+06 3,38E+06 1,20E+06 2,97E+06 4,56E+05 6,14E+05 2,37E+05 5,21E+05 7,26E+05 >tr|A0A1I4MQW9|A0A1I4MQW9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 12,737 1,66E+08 7 2 2 2 2 13,4 22,388 A0A1I4MQW9;A0A1I3HTS7 A0A1I4MQW9;A0A1I3HTS7 342 3,58 0,00025

9,86E+06 1,81E+07 1,33E+07 1,40E+07 4,60E+06 0,00E+00 0,00E+00 9,27E+04 0,00E+00 0,00E+00 >tr|A0A1I4N2X8|A0A1I4N2X8_9PROT Nitrosomonas nitrosa Glucokinase 0 19,053 3,98E+07 5 2 2 2 1 10,2 36,272 A0A1I4N2X8 A0A1I4N2X8 346 5,12 0,34706

1,35E+06 2,58E+06 2,32E+06 1,88E+06 1,86E+06 1,05E+06 1,16E+06 3,56E+05 1,42E+06 9,21E+05 >tr|A0A1I4NDH3|A0A1I4NDH3_9PROT Nitrosomonas nitrosa Reactive intermediate/imine deaminase 0 323,31 6,98E+08 18 2 2 2 9 22,9 14,088 A0A1I4NDH3;Q82TN3;Q0AFT1;A0A1I0D030;A0A1H3MG79;A0A1H3GGI0;A0A1G8BP91;A0A1G4V270;A0A1H3JZ84A0A1I4NDH3;Q82TN3;Q0AFT1;A0A1I0D030;A0A1H3MG79;A0A1H3GGI0;A0A1G8BP91;A0A1G4V270;A0A1H3JZ84350 4,07 0,00055

7,55E+06 1,09E+07 8,16E+06 1,18E+07 4,52E+06 6,25E+07 5,54E+07 2,06E+07 3,01E+07 5,07E+07 >tr|A0A1I4NHR2|A0A1I4NHR2_9PROT Nitrosomonas nitrosa Bacterial nucleoid protein Hbs 0 323,31 1,03E+09 16 2 2 2 4 30 9,1096 A0A1I4NHR2;A0A1H3I0K1;A0A1H3HVP8;A0A1G8DNA5A0A1I4NHR2;A0A1H3I0K1;A0A1H3HVP8;A0A1G8DNA5352 -0,83 0,00055

1,69E+07 2,30E+07 8,44E+06 5,03E+06 1,55E+07 1,93E+05 1,18E+05 1,55E+05 0,00E+00 0,00E+00 >tr|A0A1I4NQJ8|A0A1I4NQJ8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,167 2,13E+08 2 2 2 2 2 28,2 8,8851 A0A1I4NQJ8;A0A1H3I546 A0A1I4NQJ8;A0A1H3I546 357 7,83 0,04753

1,09E+06 8,63E+05 5,69E+05 5,57E+05 1,04E+06 2,67E+05 3,26E+05 1,30E+05 2,54E+05 3,02E+05 >tr|A0A1I4NY11|A0A1I4NY11_9PROT Nitrosomonas nitrosa Probable cytosol aminopeptidase 0 12,576 4,08E+07 5 2 2 2 17 5,6 53,271 A0A1I4NY11;A0A1I4PHL2;A0A1I3IUF8;A0A1H3L2Z0;A0A1H2UB96;A0A1G8BW16;A0A0F7KFM8;Q0AIF5;A0A1I7J282;A0A1H3J195;A0A1H3I2D4;A0A1G4VEA4;A0A1I4FIE1;A0A1I2DV93;A0A1H9YTT8;A0A1H9N8I0;A0A1H8C907A0A1I4NY11;A0A1I4PHL2;A0A1I3IUF8;A0A1H3L2Z0;A0A1H2UB96;A0A1G8BW16;A0A0F7KFM8;Q0AIF5;A0A1I7J282;A0A1H3J195;A0A1H3I2D4;A0A1G4VEA4;A0A1I4FIE1;A0A1I2DV93;A0A1H9YTT8;A0A1H9N8I0;A0A1H8C907363 -3,33 #ZAHL!

1,41E+05 1,16E+05 8,01E+04 8,59E+04 1,68E+05 2,06E+06 2,19E+06 1,13E+06 1,18E+06 1,84E+06 >tr|A0A1I4P6X5|A0A1I4P6X5_9PROT Nitrosomonas nitrosa 30S ribosomal protein S2 0 37,373 1,61E+08 15 2 2 2 1 13,6 27,161 A0A1I4P6X5 A0A1I4P6X5 368 -1,44 #ZAHL!

1,64E+06 3,22E+06 1,97E+06 2,61E+06 8,36E+05 7,88E+06 4,83E+06 0,00E+00 3,86E+05 2,16E+05 >tr|A0A1I4P9J6|A0A1I4P9J6_9PROT Nitrosomonas nitrosa Urease subunit gamma 0 21,055 5,00E+08 8 2 2 2 3 35 10,943 A0A1I4P9J6;A0A1I2DQY2;A0A1H8RUA2A0A1I4P9J6;A0A1I2DQY2;A0A1H8RUA2 369 2,70 0,13133

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,04E+05 9,15E+05 9,20E+05 6,62E+05 7,27E+04 >tr|A0A1I4PAT8|A0A1I4PAT8_9PROT Nitrosomonas nitrosa 4-hydroxy-tetrahydrodipicolinate synthase 0 15,513 1,95E+08 17 2 2 2 7 10,3 31,317 A0A1I4PAT8;A0A1I3HUS1;A0A1H3NXU7;A0A1H3LCK6;A0A1H2XHD8;A0A1G8DJ13;A0A0F7KC57A0A1I4PAT8;A0A1I3HUS1;A0A1H3NXU7;A0A1H3LCK6;A0A1H2XHD8;A0A1G8DJ13;A0A0F7KC57370 1,14 0,00269

1,42E+05 2,09E+05 1,58E+05 1,27E+05 1,12E+05 2,78E+05 2,96E+05 1,34E+05 2,74E+05 3,09E+05 >tr|A0A1I4PC75|A0A1I4PC75_9PROT Nitrosomonas nitrosa Multicopper oxidase with three cupredoxin domains (Includes cell division protein FtsP and spore coat protein CotA)0 27,957 6,41E+07 5 2 2 2 1 3,8 119,74 A0A1I4PC75 A0A1I4PC75 373 -1,71 0,00004

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,27E+05 5,28E+05 6,11E+05 0,00E+00 8,93E+05 2,17E+06 >tr|A0A1I4PHL3|A0A1I4PHL3_9PROT Nitrosomonas nitrosa Peptidase propeptide and YPEB domain-containing protein0 13,685 7,10E+07 5 2 2 2 1 32 11,106 A0A1I4PHL3 A0A1I4PHL3 375 1,25 0,04905

0,00E+00 0,00E+00 4,42E+04 0,00E+00 1,60E+05 9,64E+04 1,19E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PHR3|A0A1I4PHR3_9PROT Nitrosomonas nitrosa Thioredoxin reductase 0 21,412 1,64E+07 3 2 2 2 16 13,9 33,856 A0A1I4PHR3;A0A1N6FVU3;A0A286A9W1;A0A1H5T7P3;A0A0S3AMX4;A0A1I4SJX9;A0A1I3LKH3;A0A1H3HF35;A0A1G7Z8W8;Q82TF9;Q0AHX1;A0A1I7IC17;A0A1I0EGX0;A0A1G4VKY5;F9ZKT2;A0A1I1W1B7A0A1I4PHR3;A0A1N6FVU3;A0A286A9W1;A0A1H5T7P3;A0A0S3AMX4;A0A1I4SJX9;A0A1I3LKH3;A0A1H3HF35;A0A1G7Z8W8;Q82TF9;Q0AHX1;A0A1I7IC17;A0A1I0EGX0;A0A1G4VKY5;F9ZKT2;A0A1I1W1B7376 3,09 0,14432

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,31E+05 6,66E+04 3,12E+05 4,09E+04 4,28E+05 >tr|A0A1I4PJT6|A0A1I4PJT6_9PROT Nitrosomonas nitrosa Arginine biosynthesis bifunctional protein ArgJ 0 53,242 1,76E+08 7 2 2 2 24 8,3 43,901 A0A1I4PJT6;F9ZIE6;A0A286A322;A0A285C0D0;A0A1H9FNN3;A0A1H5UZS3;A0A0S3AIJ1;F8GHS4;A0A1I3Y6E8;A0A1I2AIZ4;A0A1I0BTT0;A0A1H9MH17;A0A1H8NYC4;A0A1H8ABM8;B1Y0N8;A0A1I4ITN4;A0A1I3G410;A0A1H3H3I1;A0A1H3H1M8;A0A1H2VNP0;A0A1G7Y140;A0A1G5SE92;A0A0F7KGJ4;A0A1N6FE09A0A1I4PJT6;F9ZIE6;A0A286A322;A0A285C0D0;A0A1H9FNN3;A0A1H5UZS3;A0A0S3AIJ1;F8GHS4;A0A1I3Y6E8;A0A1I2AIZ4;A0A1I0BTT0;A0A1H9MH17;A0A1H8NYC4;A0A1H8ABM8;B1Y0N8;A0A1I4ITN4;A0A1I3G410;A0A1H3H3I1;A0A1H3H1M8;A0A1H2VNP0;A0A1G7Y140;A0A1G5SE92;A0A0F7KGJ4;A0A1N6FE09379 2,64 0,01714

5,62E+06 6,28E+06 0,00E+00 6,38E+06 0,00E+00 2,26E+06 2,33E+06 9,27E+05 2,21E+06 1,24E+06 >tr|A0A1I4PKL9|A0A1I4PKL9_9PROT Nitrosomonas nitrosa ATP synthase subunit beta 0 323,31 6,78E+08 27 6 6 2 9 22,7 50,04 A0A1I4PKL9;A0A1H3KSV7;A0A1I3JSM5;A0A1H3H9V7;A0A1H2V723;A0A1G7Z2Y0;A0A0F7KCD8;Q82XP8;A0A1I0C1S5A0A1I4PKL9;A0A1H3KSV7;A0A1I3JSM5;A0A1H3H9V7;A0A1H2V723;A0A1G7Z2Y0;A0A0F7KCD8;Q82XP8;A0A1I0C1S5381 1,11 0,00029

4,45E+05 6,19E+05 6,15E+05 3,69E+05 0,00E+00 0,00E+00 2,73E+05 0,00E+00 0,00E+00 1,89E+05 >tr|A0A1I4PUA9|A0A1I4PUA9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 15,469 2,41E+07 2 2 2 2 5 14,3 17,167 A0A1I4PUA9;A0A1I3IMI9;A0A1G8C0J8;A0A1I4K1G3;A0A0F7KJA4A0A1I4PUA9;A0A1I3IMI9;A0A1G8C0J8;A0A1I4K1G3;A0A0F7KJA4389 2,26 #ZAHL!

2,16E+07 2,19E+07 1,56E+07 1,49E+07 1,42E+07 0,00E+00 1,62E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PXB7|A0A1I4PXB7_9PROT Nitrosomonas nitrosa NAD(P)H dehydrogenase (quinone) 0 19,104 2,55E+08 6 2 2 2 1 21,5 21,241 A0A1I4PXB7 A0A1I4PXB7 391 7,44 #ZAHL!

2,90E+06 2,23E+06 0,00E+00 1,76E+06 1,48E+06 0,00E+00 1,70E+06 6,29E+06 0,00E+00 8,12E+06 >tr|A0A1I4PXN1|A0A1I4PXN1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 100,25 3,37E+09 18 2 2 2 1 17 15,964 A0A1I4PXN1 A0A1I4PXN1 392 4,85 0,09142

3,77E+06 4,75E+06 3,22E+06 4,14E+06 3,06E+06 4,42E+05 1,93E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PXQ7|A0A1I4PXQ7_9PROT Nitrosomonas nitrosa WD40-like Beta Propeller Repeat 0 35,948 1,05E+08 7 2 2 2 5 10,7 39,319 A0A1I4PXQ7;A0A1H9GFY6;A0A0S3AHK8;A0A1H2XJU2;A0A286A932A0A1I4PXQ7;A0A1H9GFY6;A0A0S3AHK8;A0A1H2XJU2;A0A286A932393 3,81 0,18322

5,68E+06 4,01E+06 3,43E+06 3,29E+06 5,50E+06 2,38E+06 0,00E+00 1,84E+06 1,15E+06 1,52E+06 >tr|A0A1I4Q2E0|A0A1I4Q2E0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 11,221 2,23E+08 4 2 2 2 1 14,5 18,293 A0A1I4Q2E0 A0A1I4Q2E0 398 1,61 0,00867

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,91E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4QG95|A0A1I4QG95_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 25,009 1,55E+08 8 2 2 2 1 43,4 10,418 A0A1I4QG95 A0A1I4QG95 404 5,58 0,34666

5,03E+06 5,73E+06 3,41E+06 6,37E+06 3,65E+06 3,10E+06 3,46E+06 8,53E+05 1,25E+06 1,77E+06 >tr|A0A1I4QKP9|A0A1I4QKP9_9PROT Nitrosomonas nitrosa Peptidylprolyl isomerase 0 134,19 1,19E+09 21 2 2 2 3 9,1 29,266 A0A1I4QKP9;A0A1I4QR82;A0A0F7KHJ1A0A1I4QKP9;A0A1I4QR82;A0A0F7KHJ1 406 2,72 0,00356

3,25E+05 4,13E+05 4,52E+05 3,56E+05 3,09E+05 4,26E+07 1,06E+07 1,15E+07 7,51E+06 1,02E+07 >tr|A0A1I4QQM3|A0A1I4QQM3_9PROT Nitrosomonas nitrosa 50S ribosomal protein L22 0 119,62 7,78E+08 23 2 2 2 1 31,8 11,968 A0A1I4QQM3 A0A1I4QQM3 409 -0,80 0,03633

5,25E+05 5,13E+05 2,94E+05 0,00E+00 2,50E+05 8,89E+06 7,42E+06 2,60E+06 6,37E+06 5,78E+06 >tr|A0A1I4QRK0|A0A1I4QRK0_9PROT Nitrosomonas nitrosa 50S ribosomal protein L15 0 258,3 3,98E+08 8 2 2 2 5 18,9 15,725 A0A1I4QRK0;B1Y8B8;Q82X73;A0A1I7J1F3;A0A1I0CS76A0A1I4QRK0;B1Y8B8;Q82X73;A0A1I7J1F3;A0A1I0CS76413 -0,27 #ZAHL!

0,00E+00 3,35E+05 0,00E+00 0,00E+00 2,93E+05 4,47E+06 5,90E+05 4,54E+06 4,30E+06 9,53E+05 >tr|A0A1I4QT32|A0A1I4QT32_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit alpha 0 16,937 3,22E+08 7 2 2 2 1 8,4 36,812 A0A1I4QT32 A0A1I4QT32 416 -2,29 0,01086

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,33E+06 3,25E+06 1,78E+06 2,92E+06 3,50E+06 >tr|A0A1I4R245|A0A1I4R245_9PROT Nitrosomonas nitrosa Carbonic anhydrase 0 29,197 2,91E+08 9 2 2 2 1 12,3 28,891 A0A1I4R245 A0A1I4R245 419 1,42 0,00006

0,00E+00 5,56E+06 0,00E+00 7,26E+06 5,39E+06 1,06E+06 8,76E+05 8,85E+05 1,32E+06 2,09E+06 >tr|A0A1I4S4N1|A0A1I4S4N1_9PROT Nitrosomonas nitrosa protein TolB 0 15,757 1,49E+08 7 2 2 2 1 7,1 47,924 A0A1I4S4N1 A0A1I4S4N1 431 #ZAHL! #ZAHL!

3,59E+07 3,55E+07 4,29E+07 3,77E+07 3,45E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SHM7|A0A1I4SHM7_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,739 1,02E+08 7 2 2 2 1 14,8 22,322 A0A1I4SHM7 A0A1I4SHM7 438 #ZAHL! 0,00000

7,01E+07 1,10E+08 1,04E+08 4,58E+07 9,84E+07 9,44E+04 2,52E+05 9,60E+04 1,22E+05 1,68E+05 >tr|A0A1I4SKM8|A0A1I4SKM8_9PROT Nitrosomonas nitrosa Nucleoid-associated protein SAMN05421880_1259 0 14,442 9,15E+07 6 2 2 2 15 25,9 11,834 A0A1I4SKM8;Q82X61;Q0AIG3;A0A1N6IYA2;A0A1I7J237;A0A1I0CTI7;A0A1H3HZZ4;A0A1G4VE64;A0A1I4R7R0;A0A1I3KH16;A0A1H3LP72;A0A1H3I6K2;A0A1G8BEF5;A0A1G5SIX0;A0A0F7KE24A0A1I4SKM8;Q82X61;Q0AIG3;A0A1N6IYA2;A0A1I7J237;A0A1I0CTI7;A0A1H3HZZ4;A0A1G4VE64;A0A1I4R7R0;A0A1I3KH16;A0A1H3LP72;A0A1H3I6K2;A0A1G8BEF5;A0A1G5SIX0;A0A0F7KE24439 4,07 0,00112

4,96E+05 3,13E+05 0,00E+00 0,00E+00 0,00E+00 4,85E+06 4,85E+06 1,36E+07 1,33E+07 6,32E+06 >tr|A0A1I4SRA2|A0A1I4SRA2_9PROT Nitrosomonas nitrosa Bacterioferritin 0 222,38 5,72E+08 12 2 2 2 1 16,9 18,029 A0A1I4SRA2 A0A1I4SRA2 442 -1,05 0,00269

1,22E+07 2,51E+07 2,00E+07 9,20E+06 4,24E+06 5,92E+05 3,98E+05 1,02E+05 3,97E+05 4,80E+05 >tr|A0A1I4SXI1|A0A1I4SXI1_9PROT Nitrosomonas nitrosa Iron(III) transport system substrate-binding protein 0 142,93 1,70E+08 6 2 2 2 11 7,7 37,568 A0A1I4SXI1;A0A0S3ANM4;F9ZKL2;F8GEA4;A0A286ABP4;A0A285BV81;A0A1H8ZZ94;A0A1H8MTY5;A0A1H5U005;A0A1H3PLT6;A0A1G8H794A0A1I4SXI1;A0A0S3ANM4;F9ZKL2;F8GEA4;A0A286ABP4;A0A285BV81;A0A1H8ZZ94;A0A1H8MTY5;A0A1H5U005;A0A1H3PLT6;A0A1G8H794446 2,02 0,00127

3,06E+05 7,41E+05 4,26E+05 6,48E+05 0,00E+00 6,41E+05 8,01E+05 3,37E+05 4,51E+05 1,04E+06 >tr|A0A1I4TA78|A0A1I4TA78_9PROT Nitrosomonas nitrosa 50S ribosomal protein L25 0 12,729 3,63E+08 6 2 2 2 1 12,9 22,011 A0A1I4TA78 A0A1I4TA78 448 3,18 0,00080

1,28E+07 2,27E+07 6,00E+06 1,44E+07 0,00E+00 6,01E+05 4,00E+05 1,80E+05 0,00E+00 2,58E+05 >tr|A0A1I4TS02|A0A1I4TS02_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 41,158 6,28E+07 9 2 2 2 1 23,4 18,554 A0A1I4TS02 A0A1I4TS02 451 1,75 0,02194

1,54E+06 2,77E+06 5,32E+05 3,62E+05 0,00E+00 2,19E+07 1,51E+07 1,10E+07 1,52E+07 2,18E+07 >tr|A0A1I4TUX8|A0A1I4TUX8_9PROT Nitrosomonas nitrosa Cytochrome c 0 323,31 6,41E+09 46 2 2 2 1 36,5 10,9 A0A1I4TUX8 A0A1I4TUX8 454 3,53 0,00004

1,32E+07 2,67E+07 2,61E+07 1,72E+07 3,47E+06 2,25E+05 9,11E+04 3,22E+04 0,00E+00 0,00E+00 >tr|A0A1I4U3C2|A0A1I4U3C2_9PROT Nitrosomonas nitrosa Aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit B0 13,708 4,76E+07 4 2 2 2 20 6,9 53,032 A0A1I4U3C2;A0A1I4DAZ8;F9ZJJ3;F8GLK7;A0A286A7N0;A0A285BYU3;A0A1I4MPX6;A0A1I3LLT0;A0A1H9B0A8;A0A1H8N1Q1;A0A1H5VML4;A0A1H3L4P6;A0A1H2SUX2;A0A1G8DAR2;A0A1G5SBW9;A0A0S3AH85;A0A0F7K9Q7;A0A1H9Y746;A0A1H9M978;A0A1H8H2X1A0A1I4U3C2;A0A1I4DAZ8;F9ZJJ3;F8GLK7;A0A286A7N0;A0A285BYU3;A0A1I4MPX6;A0A1I3LLT0;A0A1H9B0A8;A0A1H8N1Q1;A0A1H5VML4;A0A1H3L4P6;A0A1H2SUX2;A0A1G8DAR2;A0A1G5SBW9;A0A0S3AH85;A0A0F7K9Q7;A0A1H9Y746;A0A1H9M978;A0A1H8H2X1459 1,83 #ZAHL!

7,48E+07 1,44E+08 6,17E+07 8,89E+07 1,06E+08 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4U7U5|A0A1I4U7U5_9PROT Nitrosomonas nitrosa Ankyrin repeat 0 14,808 2,52E+07 3 2 2 2 1 15,2 31,365 A0A1I4U7U5 A0A1I4U7U5 461 #ZAHL! #ZAHL!

3,51E+05 1,05E+06 7,54E+05 5,53E+05 0,00E+00 7,04E+04 1,64E+05 6,86E+04 6,86E+04 7,85E+04 >tr|A0A1I4UIH3|A0A1I4UIH3_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit beta 0 113,27 4,06E+07 3 5 5 2 1 4,9 156,82 A0A1I4UIH3 A0A1I4UIH3 466 -5,33 #ZAHL!

2,61E+07 3,45E+07 2,45E+07 2,58E+07 2,82E+07 2,66E+07 2,53E+07 1,57E+07 1,73E+07 2,21E+07 >tr|A0A1I4UWX0|A0A1I4UWX0_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit C 0 284,46 1,20E+09 31 2 2 2 10 10,7 31,574 A0A1I4UWX0;Q79B03;A0A1N6J6R2;Q9LC65;Q82T63;Q0ADP6;O07271;H2VFU7;A0A1I7JG27;A0A1G4WTW2A0A1I4UWX0;Q79B03;A0A1N6J6R2;Q9LC65;Q82T63;Q0ADP6;O07271;H2VFU7;A0A1I7JG27;A0A1G4WTW2470 -1,32 0,00001

1,96E+07 2,02E+07 1,85E+07 2,01E+07 1,91E+07 8,13E+06 9,88E+06 4,36E+06 9,60E+06 8,49E+06 >tr|A0A1I4V1W9|A0A1I4V1W9_9PROT Nitrosomonas nitrosa Elongation factor Tu 0 323,31 9,88E+08 21 4 4 2 13 14,6 43,023 A0A1I4V1W9;A0A1H3RE67;A0A1G8IPI7;A0A1G4WUZ2;A0A1I7JHZ5;A0A1I3P6G4;A0A1H3AIV0;Q0AIJ7;Q0AF46;A0A0F7KJG6;A0A0F7KD71;A0A1I4TJS7;A0A1I4TED1A0A1I4V1W9;A0A1H3RE67;A0A1G8IPI7;A0A1G4WUZ2;A0A1I7JHZ5;A0A1I3P6G4;A0A1H3AIV0;Q0AIJ7;Q0AF46;A0A0F7KJG6;A0A0F7KD71473 -2,62 0,00004

7,23E+06 1,43E+07 1,32E+07 7,99E+06 1,12E+07 4,69E+06 5,64E+06 2,74E+05 3,90E+06 1,09E+06 >tr|Q3SRC7|Q3SRC7_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) Glutamine synthetase 0 29,795 1,46E+09 20 2 2 2 6 6,4 52,589 Q3SRC7;Q1QL71;A0A1V4HYN2;A0A1Q3KAD4;A0A1M3CKS7;A3WZC0Q3SRC7;Q1QL71;A0A1V4HYN2;A0A1Q3KAD4;A0A1M3CKS7;A3WZC0488 1,62 0,01709

1,47E+06 1,29E+06 1,04E+06 1,35E+06 6,83E+05 1,68E+05 4,32E+06 4,85E+04 9,59E+04 2,44E+06 >tr|Q3SRT3|Q3SRT3_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) K(+)-insensitive pyrophosphate-energized proton pump 0 143,36 2,99E+08 6 2 2 2 15 5,4 71,98 Q3SRT3;Q1QLC2;A0A1V4HZ43;A0A1Q3JTJ7;A0A256WZH1;A0A1W9G6P1;A0A0S4LTH7;A0A0S4LH95;A0A1W9GK17;A0A1W1HZT4;A0A136JQH0;A0A0S4L038;A0A0K2GGC2;A0A1M3C8Z2;A3WYR6Q3SRT3;Q1QLC2;A0A1V4HZ43;A0A1Q3JTJ7;A0A256WZH1;A0A1W9G6P1;A0A0S4LTH7;A0A0S4LH95;A0A1W9GK17;A0A1W1HZT4;A0A136JQH0;A0A0S4L038;A0A0K2GGC2;A0A1M3C8Z2;A3WYR6496 0,30 #ZAHL!

6,47E+07 7,47E+07 7,38E+07 8,24E+07 5,47E+07 1,97E+05 2,60E+05 1,22E+05 7,44E+04 5,63E+05 >sp|Q3SQJ5|CH602_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) 60 kDa chaperonin 2 0 201,99 7,44E+07 8 9 7 2 6 18,7 57,872 Q3SQJ5;Q1QK71;A0A1V4HWW2;A3WX61;Q1QP32;A0A1V4I0T8Q3SQJ5;Q1QK71;A0A1V4HWW2;A3WX61;Q1QP32;A0A1V4I0T8505 -0,13 #ZAHL!

1,36E+08 1,49E+08 1,55E+08 1,39E+08 1,26E+08 2,01E+06 3,25E+05 5,46E+04 6,86E+05 9,23E+04 >tr|A0A1V6LWY3|A0A1V6LWY3_9BACT Candidatus Brocadia sapporoensis Phage tail protein 0 11,904 2,40E+08 5 2 2 2 1 5,6 52,746 A0A1V6LWY3 A0A1V6LWY3 508 0,76 0,11842

7,55E+06 9,09E+06 5,52E+06 8,01E+06 4,46E+06 2,55E+07 2,65E+07 9,37E+06 2,43E+07 2,17E+07 >tr|D8P8X4|D8P8X4_9BACT Nitrospira defluvii Uncharacterized protein 0 82,355 2,29E+09 43 2 2 2 4 37,7 8,7831 D8P8X4;A0A1W1HVC4;A0A0K2GJ68;A0A136JWZ9D8P8X4;A0A1W1HVC4;A0A0K2GJ68;A0A136JWZ9515 1,71 0,00013

6,42E+07 7,12E+07 6,78E+07 7,56E+07 6,00E+07 0,00E+00 5,34E+04 1,23E+04 0,00E+00 5,12E+04 >tr|D8PI59|D8PI59_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, alpha subunit 0 120,29 2,16E+07 3 8 8 2 8 8,7 131,61 D8PI59;A0A1W1HYC2;A0A136JKY7;A0A1W1HYH2;A0A1W9IHH8;D8PI41;A0A136JVT1;A0A177QN67D8PI59;A0A1W1HYC2;A0A136JKY7;A0A1W1HYH2518 1,02 #ZAHL!

0,00E+00 1,49E+06 1,65E+06 7,14E+05 0,00E+00 0,00E+00 3,22E+04 0,00E+00 0,00E+00 0,00E+00 >tr|D8PH62|D8PH62_9BACT Nitrospira defluvii Putative Polysaccharide export protein 0 12,77 1,09E+08 5 2 2 2 2 14,2 24,797 D8PH62;A0A1W1HZE4 D8PH62;A0A1W1HZE4 520 8,02 #ZAHL!

2,88E+07 2,09E+07 1,53E+07 2,09E+07 1,97E+07 2,01E+05 2,52E+05 3,59E+04 1,63E+05 1,81E+05 >tr|A0A1W1I680|A0A1W1I680_9BACT Nitrospira japonica DNA-directed RNA polymerase subunit beta 0 14,217 1,08E+08 8 3 2 2 12 3 154,52 A0A1W1I680;A0A1W9ISM8;A0A1W9GHF2;A0A0S4L6C0;A0A256WWI3;A0A1W9GSP6;A0A136KEJ5;A0A0S4LDV3;A0A0S4KU45;A0A0K2G9J9;D8PCU5;A0A1W1HR39A0A1W1I680;A0A1W9ISM8;A0A1W9GHF2;A0A0S4L6C0;A0A256WWI3;A0A1W9GSP6;A0A136KEJ5;A0A0S4LDV3;A0A0S4KU45;A0A0K2G9J9;D8PCU5;A0A1W1HR39528 -0,93 0,00167

1,20E+06 1,58E+06 7,97E+05 1,30E+06 7,72E+05 1,69E+07 1,56E+07 7,00E+06 1,13E+07 1,11E+07 >tr|A0A1W1IA41|A0A1W1IA41_9BACT Nitrospira japonica Uncharacterized protein 0 99,519 9,25E+09 16 2 2 2 1 7,9 26,585 A0A1W1IA41 A0A1W1IA41 532 3,52 0,00012

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,65E+05 0,00E+00 1,01E+06 0,00E+00 3,39E+05 >tr|A0A1W9GRC8|A0A1W9GRC8_9BACT Nitrospira sp. SG-bin1 Osmotically inducible protein OsmC 0 323,31 5,83E+08 12 2 2 2 1 22 14,971 A0A1W9GRC8 A0A1W9GRC8 541 5,29 0,08691

2,37E+06 1,90E+06 1,59E+06 1,46E+06 1,07E+06 7,19E+05 2,01E+05 1,81E+06 5,01E+06 9,65E+06 >tr|A0A1W9J7A5|A0A1W9J7A5_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 15,556 2,58E+08 9 2 2 2 6 9,4 28,332 A0A1W9J7A5;A0A136JQL7;A0A1W9IB46;A0A1W9GRX8;A0A177QEH5;A0A0S4L2P1A0A1W9J7A5;A0A136JQL7;A0A1W9IB46;A0A1W9GRX8;A0A177QEH5;A0A0S4L2P1550 -1,52 0,08284

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,59E+06 7,40E+06 4,59E+06 6,25E+06 6,71E+06 >tr|A0A2H5EWY1|A0A2H5EWY1_9RHOB Paracoccus zhejiangensis 60 kDa chaperonin 0 323,31 1,69E+09 27 7 3 2 34 15,3 57,771 A0A2H5EWY1;A0A2A2GHN6;Q9Z462;A1B877;A0A1K2F025;A0A1I5MKY4;A0A099ET11;A0A238USG0;A0A1M7H3W8;A0A1I5M1Q7;A0A1H6LWC7;A0A1E4EQD9;A0A1L9BM62;A0A1H2ZK76;A0A1G9H593;A0A1G5FKV7;A0A0D6TFI2;A0A099GJW9;A0A099FI20;A0A2D8WW27;A0A1W6D025;A0A1X7KRJ3;A0A1I2Y6A9;A0A0V0Q020;A0A2G1Z0M6;A0A239PRV9;A0A1G7GFX0;A0A1I0F500;A0A1N7KWK9;A0A1N6PXV4;A0A099F934;A0A2H5F5Y8;A0A1V0GNM2;A0A1H8KPA6A0A2H5EWY1;A0A2A2GHN6;Q9Z462;A1B877;A0A1K2F025;A0A1I5MKY4;A0A099ET11;A0A238USG0;A0A1M7H3W8;A0A1I5M1Q7;A0A1H6LWC7;A0A1E4EQD9;A0A1L9BM62;A0A1H2ZK76;A0A1G9H593;A0A1G5FKV7;A0A0D6TFI2;A0A099GJW9;A0A099FI20;A0A2D8WW27;A0A1W6D025;A0A1X7KRJ3;A0A1I2Y6A9;A0A0V0Q020;A0A2G1Z0M6;A0A239PRV9;A0A1G7GFX0;A0A1I0F500;A0A1N7KWK9;A0A1N6PXV4;A0A099F934560 -0,57 0,00000

1,80E+05 1,21E+05 6,82E+04 1,67E+05 1,23E+05 4,49E+05 5,82E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A2G1YZQ9|A0A2G1YZQ9_9RHOB Paracoccus sp. ATP synthase subunit beta 0 17,755 7,90E+07 3 4 2 2 2 13,1 50,448 A0A2G1YZQ9;A0A1N7MME2 A0A2G1YZQ9;A0A1N7MME2 565 1,22 0,14592

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,61E+07 1,89E+07 9,05E+06 1,35E+07 1,65E+07 >tr|A0A2G1Z4R4|A0A2G1Z4R4_9RHOB Paracoccus sp. Transcriptional regulator 0 11,233 8,19E+08 3 2 2 2 41 19,6 12,255 A0A2G1Z4R4;S5XRT9;Q3SRC8;Q1QL72;I4Z626;B1Y8D0;B1Y6V3;B1XYB9;A3WZB5;A1BAI1;A0A2H5EYG7;A0A2E3CFD0;A0A2A2GI94;A0A239PNZ9;A0A238Y440;A0A1X7KU98;A0A1W6CUY2;A0A1V4HYQ9;A0A1V0GPU5;A0A1Q3KAP1;A0A1N7PLM3;A0A1N6ULU1;A0A1M7DH92;A0A1M3CKT5;A0A1L9BQB1;A0A1K2CAL2;A0A1I5FB91;A0A1I2XFP6;A0A1H9Y5V6;A0A1H8NKD6;A0A1H6KDF0;A0A1G9DLP1;A0A1G6TLN1;A0A1G5FAC8;A0A1E4ETA4;A0A0V0Q0Z9;A0A0D6TFN4;A0A099G7F7;A0A099FDA4;A0A099F2Z6;A0A099F1G0A0A2G1Z4R4;S5XRT9;Q3SRC8;Q1QL72;I4Z626;B1Y8D0;B1Y6V3;B1XYB9;A3WZB5;A1BAI1;A0A2H5EYG7;A0A2E3CFD0;A0A2A2GI94;A0A239PNZ9;A0A238Y440;A0A1X7KU98;A0A1W6CUY2;A0A1V4HYQ9;A0A1V0GPU5;A0A1Q3KAP1;A0A1N7PLM3;A0A1N6ULU1;A0A1M7DH92;A0A1M3CKT5;A0A1L9BQB1;A0A1K2CAL2;A0A1I5FB91;A0A1I2XFP6;A0A1H9Y5V6;A0A1H8NKD6;A0A1H6KDF0;A0A1G9DLP1;A0A1G6TLN1;A0A1G5FAC8;A0A1E4ETA4;A0A0V0Q0Z9;A0A0D6TFN4;A0A099G7F7;A0A099FDA4;A0A099F2Z6;A0A099F1G0567 -0,25 0,00002

1,03E+05 1,59E+05 0,00E+00 9,13E+04 6,88E+04 8,28E+05 1,01E+06 6,46E+05 7,76E+05 9,43E+05 >tr|A0A2H5F246|A0A2H5F246_9RHOB Paracoccus zhejiangensis Formate dehydrogenase 0 12,264 9,77E+08 5 2 2 2 2 2,6 109,92 A0A2H5F246;A0A1N7JPA7 A0A2H5F246;A0A1N7JPA7 571 1,94 0,00000

1,55E+07 1,67E+07 1,53E+07 1,61E+07 9,50E+06 1,62E+06 2,66E+06 1,26E+06 0,00E+00 1,13E+05 >sp|B1Y3S9|ATPA_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) ATP synthase subunit alpha 0 16,466 1,12E+09 12 3 2 2 2 6,1 54,569 B1Y3S9;I4Z5I1 B1Y3S9 582 2,60 0,05178

6,68E+06 5,80E+06 4,24E+06 4,88E+06 7,32E+06 5,06E+05 6,38E+05 2,13E+05 3,62E+05 5,69E+05 >tr|S5XXR5|S5XXR5_PARAH Paracoccus aminophilus JCM 7686 Chaperone protein DnaK 0 65,097 1,32E+08 10 6 6 2 36 11,7 69,102 S5XXR5;A0A1X7L3Z7;A0A1N6QS32;A0A1L9BP89;A0A2E3CHJ1;A0A1I3B0C4;A1B4E9;A0A2G1Z6C8;A0A1V0GT91;A0A1N7JSC8;A0A1K1Y9I2;A0A1I5H591;A0A1G5EAQ9;A0A0V0Q5C5;A0A099FBI7;A0A099F5M4;A0A239PL44;A0A1H8IDN6;A0A238VDB0;A0A1H9YZX2;Q3SW76;Q1QRU1;A3WSF3;A0A1V4I2S6;A0A1Q3K8V6;A0A1M3CAU2;A0A1W6CYC3;A0A1G6Z4U9;A0A099FB26;A0A1M7J336;A0A1H6MR82;A0A1G9C491;A0A0D6TBY7;A0A1H2XPK2;A0A099GK59;A0A2A2GKU6S5XXR5;A0A1X7L3Z7;A0A1N6QS32;A0A1L9BP89;A0A2E3CHJ1;A0A1I3B0C4;A1B4E9;A0A2G1Z6C8;A0A1V0GT91;A0A1N7JSC8;A0A1K1Y9I2;A0A1I5H591;A0A1G5EAQ9;A0A0V0Q5C5;A0A099FBI7;A0A099F5M4;A0A239PL44;A0A1H8IDN6;A0A238VDB0;A0A1H9YZX2;Q3SW76;Q1QRU1;A3WSF3;A0A1V4I2S6;A0A1Q3K8V6;A0A1M3CAU2;A0A1W6CYC3;A0A1G6Z4U9;A0A099FB26;A0A1M7J336;A0A1H6MR82;A0A1G9C491;A0A0D6TBY7;A0A1H2XPK2;A0A099GK59;A0A2A2GKU6620 -0,94 0,00032

1,23E+05 1,26E+05 8,98E+04 0,00E+00 6,80E+04 7,56E+05 1,05E+06 2,36E+06 5,63E+05 6,93E+05 >tr|S5YYG4|S5YYG4_PARAH Paracoccus aminophilus JCM 7686 50S ribosomal protein L14 0 20,07 1,01E+08 8 3 3 3 49 34,4 13,423 S5YYG4;A1B037;A0A2H5EYS0;A0A2G1Z334;A0A238UQC5;A0A1X7KHD6;A0A1V0GRB0;A0A1N6XHJ1;A0A1L9BVA9;A0A1K2BTG4;A0A1I2XSZ2;A0A1I0IGQ6;A0A1H8M0A1;A0A1G5J7L0;A0A1E4ESD7;A0A0V0Q2K2;A0A0D6TES4;A0A099FIZ6;A0A099F6M8;Q3SSV6;Q1QN20;A3WVT3;A0A2A2GL38;A0A239Q2B9;A0A1W6CXA2;A0A1V4I0N0;A0A1N7N3Z5;A0A1M7I3V2;A0A1H6MJK4;A0A1G9MWK8;A0A1G6W2P0;A0A099G7P0;A0A099FCS5;A0A1M3CAK7;D8PCW2;A0A256WSM9;A0A1W9IZU8;A0A1W9IVW9;A0A1W9HB89;A0A1W9GGW6;A0A1W9GBH5;A0A1W1I692;A0A1W1HR22;A0A177QJ64;A0A136K869;A0A0S4LGT8;A0A0S4L6H6;A0A0S4KWB5;A0A0K2G9V3S5YYG4;A1B037;A0A2H5EYS0;A0A2G1Z334;A0A238UQC5;A0A1X7KHD6;A0A1V0GRB0;A0A1N6XHJ1;A0A1L9BVA9;A0A1K2BTG4;A0A1I2XSZ2;A0A1I0IGQ6;A0A1H8M0A1;A0A1G5J7L0;A0A1E4ESD7;A0A0V0Q2K2;A0A0D6TES4;A0A099FIZ6;A0A099F6M8;Q3SSV6;Q1QN20;A3WVT3;A0A2A2GL38;A0A239Q2B9;A0A1W6CXA2;A0A1V4I0N0;A0A1N7N3Z5;A0A1M7I3V2;A0A1H6MJK4;A0A1G9MWK8;A0A1G6W2P0;A0A099G7P0;A0A099FCS520 0,73 0,01074

1,13E+08 1,07E+08 9,19E+07 1,08E+08 1,02E+08 4,77E+05 2,83E+05 1,04E+05 3,71E+05 2,93E+05 >tr|A0A1I4VG17|A0A1I4VG17_9PROT Nitrosomonas communis DNA-directed RNA polymerase subunit beta 0 279,51 1,10E+08 5 4 4 3 28 5,2 151,81 A0A1I4VG17;A0A1I4UIA8;A0A1I3MB80;A0A1H3Q3Q8;A0A1H2Z1Q9;A0A1G8GYT8;A0A0F7KDD2;Q82T75;A0A1I0EN40;A0A1H3PEW0;A0A1H3NJ05;A0A1G5SHK6;F9ZFE0;F8GL02;A0A286AGB9;A0A285BVW3;A0A1N6GF94;A0A1I4GRX9;A0A1I2GFH3;A0A1I0G0A2;A0A1H9RQ56;A0A1H9GF65;A0A1H8IQN3;A0A1H5Y413;A0A0S3AK20;Q0AF53;A0A1I7J9K2;A0A1G4WS23A0A1I4VG17;A0A1I4UIA8;A0A1I3MB80;A0A1H3Q3Q8;A0A1H2Z1Q9;A0A1G8GYT8;A0A0F7KDD2;Q82T75;A0A1I0EN40;A0A1H3PEW0;A0A1H3NJ05;A0A1G5SHK6;F9ZFE0;F8GL02;A0A286AGB9;A0A285BVW3;A0A1N6GF94;A0A1I4GRX9;A0A1I2GFH3;A0A1I0G0A2;A0A1H9RQ56;A0A1H9GF65;A0A1H8IQN3;A0A1H5Y413;A0A0S3AK20;Q0AF53;A0A1I7J9K2;A0A1G4WS2361 #ZAHL! #ZAHL!

1,80E+06 1,61E+06 1,95E+06 1,68E+06 1,74E+06 1,57E+06 4,11E+05 1,34E+06 1,85E+06 1,90E+06 >tr|A0A1I4Q9J8|A0A1I4Q9J8_9PROT Nitrosomonas nitrosa Acyl carrier protein 0 46,449 3,29E+08 12 3 3 3 6 49,4 9,1509 A0A1I4Q9J8;A0A1H3ISD4;A0A1G8DT87;A0A0F7KF85;A0A1H3HLE5;A0A1I3L6I5A0A1I4Q9J8;A0A1H3ISD4;A0A1G8DT87;A0A0F7KF85;A0A1H3HLE5;A0A1I3L6I568 3,86 0,00079

7,17E+05 7,89E+05 7,99E+05 8,69E+05 7,02E+05 0,00E+00 1,88E+06 0,00E+00 0,00E+00 9,87E+06 >tr|A0A0K2GF07|A0A0K2GF07_NITMO Nitrospira moscoviensis Rubrerythrin 0 27,053 4,30E+08 11 3 3 3 2 22 15,701 A0A0K2GF07;A0A2C9CI92 A0A0K2GF07 111 2,35 0,25450

1,50E+06 2,08E+06 1,25E+06 1,58E+06 1,27E+06 1,08E+07 8,19E+06 3,18E+06 4,40E+06 6,50E+06 >tr|A0A1W9G6C0|A0A1W9G6C0_9BACT Nitrospira sp. SG-bin2 Uncharacterized protein 0 323,31 2,69E+09 70 3 3 3 5 14,2 34,071 A0A1W9G6C0;A0A0K2GGE5;A0A1W9I9K4;A0A1W1HZX3;A0A0S4KV42A0A1W9G6C0;A0A0K2GGE5;A0A1W9I9K4;A0A1W1HZX3114 3,01 0,00120

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,34E+05 1,11E+05 8,34E+04 9,89E+04 2,14E+05 >tr|F9ZFQ9|F9ZFQ9_9PROT Nitrosomonas sp. AL212 Rubrerythrin 0 17,683 1,84E+08 7 3 3 3 11 18,7 15,15 F9ZFQ9;F8GF27;A0A1I4DMZ7;A0A1H9MEA3;A0A1H9C8D7;A0A1H8S008;A0A1H3DVT5;A0A0S3AFT3;A0A1H9Z2S9;A0A1H8E3N4;A0A1H5TKI2F9ZFQ9;F8GF27;A0A1I4DMZ7;A0A1H9MEA3;A0A1H9C8D7;A0A1H8S008;A0A1H3DVT5;A0A0S3AFT3;A0A1H9Z2S9;A0A1H8E3N4;A0A1H5TKI2129 5,15 0,00745

2,56E+06 3,25E+06 1,55E+06 1,21E+06 2,00E+06 4,21E+07 4,03E+07 1,49E+07 3,00E+07 2,87E+07 >tr|F9ZIM7|F9ZIM7_9PROT Nitrosomonas sp. AL212 Glyceraldehyde-3-phosphate dehydrogenase 0 27,456 5,97E+09 8 3 3 3 37 10,5 36,078 F9ZIM7;F8GHX2;A0A285C095;A0A1N6GYW2;A0A1H5SHS3;A0A0S3AHS1;A0A1I4CJJ9;A0A1I0EBP1;A0A1H9NUB6;A0A1H8BND5;A0A1H3E4S1;A0A1G5SFY4;Q4JDJ1;Q0AFR0;A0A1I7EV75;A0A1G4V1R5;A0A1H8P1N2;A0A1I2EN39;B1Y7P8;A0A1I4PUY8;A0A1I4LWZ3;A0A1I3JYG4;A0A1H3MRN1;A0A1H3FBL7;A0A1H2VZZ0;A0A1G8D1M3;A0A0F7KG00;Q82XE7;A0A1I0AMA5;Q4JDJ3;Q4JDJ2;A0A136M4M5;A0A0M2V370;A0A0C9Q1G9;A0A1W9ITL5;A0A1W1I5J2;A0A0S4L8U2F9ZIM7;F8GHX2;A0A285C095;A0A1N6GYW2;A0A1H5SHS3;A0A0S3AHS1;A0A1I4CJJ9;A0A1I0EBP1;A0A1H9NUB6;A0A1H8BND5;A0A1H3E4S1;A0A1G5SFY4;Q4JDJ1;Q0AFR0;A0A1I7EV75;A0A1G4V1R5;A0A1H8P1N2;A0A1I2EN39;B1Y7P8;A0A1I4PUY8;A0A1I4LWZ3;A0A1I3JYG4;A0A1H3MRN1;A0A1H3FBL7;A0A1H2VZZ0;A0A1G8D1M3;A0A0F7KG00;Q82XE7;A0A1I0AMA5;Q4JDJ3;Q4JDJ2137 -0,28 0,00021

0,00E+00 0,00E+00 3,57E+04 0,00E+00 0,00E+00 1,96E+07 1,20E+07 5,44E+06 1,68E+07 1,46E+07 >tr|D8PGG0|D8PGG0_9BACT Nitrospira defluvii Cold shock protein CspA 0 323,31 3,06E+09 9 3 3 3 15 31,9 7,8498 D8PGG0;A0A256WYR4;A0A1W9GQR8;A0A1W9GN69;A0A1W1HNS6;A0A1E4DPF5;A0A0S4LNZ6;A0A1W9J070;A0A1W1I9F6;A0A1W9ISF1;A0A1W9G753;A0A0S4LSW1;A0A0K2GBE9;A0A136JV49;A0A0S4KYB8D8PGG0;A0A256WYR4;A0A1W9GQR8;A0A1W9GN69;A0A1W1HNS6;A0A1E4DPF5;A0A0S4LNZ6169 3,80 0,00047

1,42E+07 1,64E+07 9,59E+06 1,65E+07 1,34E+07 6,12E+07 4,13E+07 2,61E+07 4,00E+07 5,40E+07 >tr|D8PDK8|D8PDK8_9BACT Nitrospira defluvii Thioredoxin 0 323,31 5,49E+09 19 3 3 3 15 22,6 12,714 D8PDK8;A0A1W1HQC3;A0A136JQ12;A0A0S4KWN0;A0A1W9GH59;A0A1W9GN95;A0A1W9GI54;A0A177QKQ4;A0A256WUL2;A0A1W9J639;A0A1W9IKY6;A0A1W1I741;A0A0S4LRQ3;A0A0S4LMK5;A0A0K2GBA9D8PDK8;A0A1W1HQC3;A0A136JQ12;A0A0S4KWN0178 1,64 0,00008

2,42E+06 2,17E+06 9,17E+05 0,00E+00 2,26E+06 0,00E+00 9,98E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4KU12|A0A1I4KU12_9PROT Nitrosomonas nitrosa Isocitrate dehydrogenase [NADP] 0 18,867 2,09E+08 6 3 3 3 1 9,6 45,928 A0A1I4KU12 A0A1I4KU12 308 2,95 0,34664

1,35E+05 9,43E+04 8,48E+04 8,94E+04 1,32E+05 2,95E+05 1,99E+05 1,35E+05 4,42E+04 1,44E+05 >tr|A0A1I4L271|A0A1I4L271_9PROT Nitrosomonas nitrosa Phosphate ABC transporter substrate-binding protein, PhoT family0 25,94 1,47E+08 8 3 3 3 8 13 36,599 A0A1I4L271;A0A0F7KBJ1;A0A1I4QMN0;A0A1I3HN94;A0A1H3NLP8;A0A1H3IBP4;A0A1G8GDL5;A0A1H3I9N0A0A1I4L271 314 3,01 0,00417

7,30E+06 9,87E+06 4,65E+06 7,50E+06 6,46E+06 1,65E+08 1,50E+08 5,72E+07 1,20E+08 1,12E+08 >tr|A0A1I4L3J7|A0A1I4L3J7_9PROT Nitrosomonas nitrosa Dissimilatory nitrite reductase (NO-forming), copper type apoprotein0 251,32 6,28E+09 116 3 3 3 7 11,7 39,397 A0A1I4L3J7;A0A285BWT3;F9ZGQ9;A0A1I2F5V9;A0A1H9F0A7;A0A1H5SSX7;A0A0S3AFD2A0A1I4L3J7 316 -1,75 0,00019

1,76E+06 2,45E+06 2,59E+06 1,88E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,35E+05 0,00E+00 >tr|A0A1I4L4F3|A0A1I4L4F3_9PROT Nitrosomonas nitrosa Phospholipid transport system substrate-binding protein0 32,113 7,15E+07 8 3 3 3 1 19,6 23,761 A0A1I4L4F3 A0A1I4L4F3 320 5,31 0,34693

1,20E+08 1,62E+08 1,32E+08 1,17E+08 1,10E+08 6,64E+05 4,68E+05 2,32E+05 3,83E+05 6,43E+05 >tr|A0A1I4LL08|A0A1I4LL08_9PROT Nitrosomonas nitrosa Apoptosis-inducing factor, C-term 0 19,579 7,65E+07 7 3 3 3 1 11,2 43,74 A0A1I4LL08 A0A1I4LL08 327 -0,55 0,00036

1,38E+05 1,04E+05 8,02E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,79E+05 2,56E+05 2,58E+05 >tr|A0A1I4M5U7|A0A1I4M5U7_9PROT Nitrosomonas nitrosa Malate dehydrogenase 0 20,039 9,65E+07 6 3 3 3 5 13,4 35,956 A0A1I4M5U7;F8GE84;A0A1I2AZM0;A0A1I0EQ05;A0A1H8I7F9A0A1I4M5U7 336 3,28 0,04486

2,54E+08 2,99E+08 1,87E+08 2,58E+08 2,86E+08 3,24E+05 6,42E+04 3,89E+04 5,88E+05 7,25E+05 >tr|A0A1I4M6F6|A0A1I4M6F6_9PROT Nitrosomonas nitrosa Cytochrome c-type biogenesis protein CcmH 0 323,31 5,15E+08 37 3 3 3 1 9,9 48,123 A0A1I4M6F6 A0A1I4M6F6 337 3,50 0,03488

6,66E+06 4,00E+06 3,12E+06 7,74E+06 3,03E+06 0,00E+00 0,00E+00 1,29E+05 3,62E+05 2,49E+05 >tr|A0A1I4MRP1|A0A1I4MRP1_9PROT Nitrosomonas nitrosa Uncharacterized protein YjbI, contains pentapeptide repeats0 323,31 1,55E+08 12 3 3 3 1 18,5 27,233 A0A1I4MRP1 A0A1I4MRP1 343 4,47 0,06973

4,60E+06 3,66E+06 3,45E+06 4,61E+06 4,85E+06 2,19E+06 2,83E+06 1,09E+06 1,99E+06 2,47E+06 >tr|A0A1I4NE55|A0A1I4NE55_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 38,082 1,77E+08 7 3 3 3 8 19,8 25,246 A0A1I4NE55;A0A1I4SX72;A0A1I3KXI1;A0A1H3MEX9;A0A1H3GIJ5;A0A1H2QCF5;A0A1G8BPC6;A0A0F7KE20A0A1I4NE55 351 -3,10 #ZAHL!

3,82E+06 4,64E+06 4,17E+06 5,07E+06 2,41E+06 1,33E+06 2,82E+06 9,62E+05 2,21E+06 3,23E+06 >tr|A0A1I4PK05|A0A1I4PK05_9PROT Nitrosomonas nitrosa ATP synthase gamma chain 0 106,38 2,96E+08 18 3 3 3 27 17,4 32,795 A0A1I4PK05;A0A1G5SCT9;Q82XP9;Q0AJB1;A0A1I7I3Z1;A0A1I0C2Y9;A0A1H3KTP7;A0A1G4VX41;A0A1I4PCB2;A0A1I3JRN4;A0A1H3KU90;A0A1H3HBR5;A0A1H2V765;A0A1G7Z2N6;A0A0F7KDK3;F9ZDG4;F8GH93;A0A285BYF8;A0A1N6FGP6;A0A1I2AJS4;A0A1H8NU05;A0A1H5RS81;A0A0S3AGN3;A0A1I3X4K0;A0A1H9ZEK8;A0A1H9MZ42;A0A1H8BYL1A0A1I4PK05;A0A1G5SCT9;Q82XP9;Q0AJB1;A0A1I7I3Z1;A0A1I0C2Y9;A0A1H3KTP7;A0A1G4VX41380 -0,62 0,00117

2,71E+07 3,18E+07 2,30E+07 2,20E+07 2,68E+07 4,00E+04 0,00E+00 4,39E+05 0,00E+00 5,59E+05 >tr|A0A1I4PT58|A0A1I4PT58_9PROT Nitrosomonas nitrosa 3-isopropylmalate dehydrogenase 0 20,923 1,66E+08 6 3 3 3 10 12,7 38,028 A0A1I4PT58;A0A1I4N588;A0A1I3GCS9;A0A1H3K9P6;A0A1H3F489;A0A1H2PXL4;A0A1G7YRD8;A0A1G5SE19;A0A0F7KII8;B1XY43A0A1I4PT58 388 2,89 0,12376

5,29E+04 4,84E+04 4,46E+04 3,13E+04 4,78E+04 2,17E+07 1,46E+07 9,13E+06 1,43E+07 1,30E+07 >tr|A0A1I4PWR0|A0A1I4PWR0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 185,02 2,71E+09 58 3 3 3 1 25 18,368 A0A1I4PWR0 A0A1I4PWR0 390 1,87 0,00010

3,09E+07 1,97E+07 1,13E+07 5,39E+07 6,11E+06 2,46E+06 6,82E+05 1,90E+06 1,90E+06 3,25E+06 >tr|A0A1I4PYC6|A0A1I4PYC6_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 17,244 1,19E+08 4 3 3 3 6 19,3 23,753 A0A1I4PYC6;A0A1G5SBM3;A0A1G7YBI7;A0A1I1WVW2;A0A1G4V158;A0A1H5V0G0A0A1I4PYC6;A0A1G5SBM3;A0A1G7YBI7 394 -1,75 0,00126

1,68E+05 2,39E+05 1,84E+05 2,22E+05 1,94E+05 0,00E+00 3,67E+05 0,00E+00 8,15E+04 3,11E+05 >tr|A0A1I4Q279|A0A1I4Q279_9PROT Nitrosomonas nitrosa Heat shock protein Hsp20 0 22,395 7,60E+06 5 3 3 3 1 28,2 19,388 A0A1I4Q279 A0A1I4Q279 397 #ZAHL! #ZAHL!

2,73E+05 3,77E+05 2,28E+05 3,50E+05 3,68E+05 3,13E+06 2,95E+06 2,11E+06 2,67E+06 4,29E+06 >tr|A0A1I4QB85|A0A1I4QB85_9PROT Nitrosomonas nitrosa 5-methyltetrahydropteroyltriglutamate--homocysteine methyltransferase0 323,31 1,43E+09 25 3 3 3 1 5,3 86,39 A0A1I4QB85 A0A1I4QB85 402 0,19 0,00003

1,09E+06 2,14E+06 1,17E+06 1,39E+06 1,47E+06 5,31E+06 6,13E+06 3,02E+05 4,00E+06 1,12E+06 >tr|A0A1I4QS20|A0A1I4QS20_9PROT Nitrosomonas nitrosa 30S ribosomal protein S4 0 59,349 2,71E+08 11 3 3 3 1 23,1 20,805 A0A1I4QS20 A0A1I4QS20 415 -1,12 0,01859



9,23E+06 4,78E+06 1,25E+07 4,24E+06 4,53E+06 9,72E+05 1,43E+06 2,92E+05 1,25E+06 8,60E+05 >tr|A0A1I4R1A5|A0A1I4R1A5_9PROT Nitrosomonas nitrosa Pyridoxal phosphate homeostasis protein 0 323,31 3,47E+08 11 3 3 3 8 20,2 26,294 A0A1I4R1A5;A0A1I4KTR3;A0A1I3HZZ9;A0A1H3HPA4;A0A1H3HKT9;A0A1H2XIN6;A0A1G8HBJ0;A0A0F7KF38A0A1I4R1A5 418 2,19 0,00115

8,61E+06 1,17E+07 8,08E+06 2,07E+07 1,33E+07 5,92E+06 3,93E+06 2,98E+06 5,16E+06 6,35E+06 >tr|A0A1I4RGD5|A0A1I4RGD5_9PROT Nitrosomonas nitrosa Glutamate dehydrogenase 0 323,31 9,28E+08 40 3 3 3 14 12,8 48,543 A0A1I4RGD5;A0A1I4T2L4;A0A1H3IW31;A0A1H3HRX7;A0A1G8EBQ5;Q82U80;Q0AIP4;A0A1I7HXP4;A0A1I3KDC0;A0A1I0BKB3;A0A1H3HHL7;A0A1H2RVY8;A0A1G4VA42;A0A0F7KD92A0A1I4RGD5;A0A1I4T2L4;A0A1H3IW31;A0A1H3HRX7;A0A1G8EBQ5421 -1,67 0,00005

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,14E+05 5,81E+05 0,00E+00 7,67E+04 0,00E+00 >tr|A0A1I4RHL9|A0A1I4RHL9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 34,808 7,60E+08 8 3 3 3 1 9,3 60,081 A0A1I4RHL9 A0A1I4RHL9 422 4,74 0,11358

1,13E+05 9,48E+04 9,45E+04 1,20E+05 0,00E+00 3,99E+05 9,26E+05 1,20E+05 3,80E+05 1,02E+05 >tr|A0A1I4RSA5|A0A1I4RSA5_9PROT Nitrosomonas nitrosa Probable glycine dehydrogenase (decarboxylating) subunit 20 23,223 6,18E+07 7 3 3 3 10 10,4 53,109 A0A1I4RSA5;A0A1I4QHC8;A0A1I3HEY6;A0A1H3PQF5;A0A1H3HBG4;A0A1H2QSS8;A0A1G8G1Y4;A0A0F7KGP7;F8GET8;A0A1H8SMH5A0A1I4RSA5 425 -3,24 #ZAHL!

2,18E+07 2,70E+07 2,58E+07 3,12E+07 2,26E+07 8,64E+05 8,15E+05 3,49E+05 3,45E+05 7,78E+05 >tr|A0A1I4RSB1|A0A1I4RSB1_9PROT Nitrosomonas nitrosa Polyribonucleotide nucleotidyltransferase 0 31,994 1,07E+08 8 3 3 3 19 6,4 76,886 A0A1I4RSB1;A0A1H3MGY5;A0A1I4PQE4;A0A1I3ICT5;A0A1H3QI25;A0A1H2SKP2;A0A1G8GSH6;A0A0F7KFK9;A0A1I2GJB7;F8GHF8;A0A1H8KPA5;F9ZHV8;A0A285BUU9;A0A1H9DJR4;A0A1H5U0A2;A0A286AFU3;A0A0S3AM38;A0A1I0CLJ9;A0A1H8AZT7A0A1I4RSB1 426 -2,88 #ZAHL!

5,69E+05 6,73E+05 6,89E+05 6,86E+05 8,63E+05 3,56E+06 1,82E+06 7,63E+05 2,66E+06 2,29E+06 >tr|A0A1I4STI8|A0A1I4STI8_9PROT Nitrosomonas nitrosa OmpA-OmpF porin, OOP family 0 54,033 9,94E+08 11 3 3 3 1 17,8 25,966 A0A1I4STI8 A0A1I4STI8 444 2,43 0,00135

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,24E+06 1,78E+06 1,36E+06 1,07E+06 8,52E+05 >tr|A0A1I4SYW0|A0A1I4SYW0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 107,4 4,61E+08 19 3 3 3 1 5,5 72,973 A0A1I4SYW0 A0A1I4SYW0 447 -0,11 0,00004

3,11E+07 5,66E+07 8,97E+07 2,12E+07 4,30E+07 1,32E+07 9,76E+06 7,68E+06 1,05E+07 1,06E+07 >tr|A0A1I4TRU7|A0A1I4TRU7_9PROT Nitrosomonas nitrosa 50S ribosomal protein L19 0 83,126 1,36E+09 46 3 3 3 19 30,2 14,591 A0A1I4TRU7;B1Y0H8;A0A1I0BW03;A0A1H9QU36;A0A1H8AAD4;A0A1I4N2G8;A0A1I3GC01;A0A1H3JTS9;A0A1H3J574;A0A1G8APS6;A0A0F7KJJ6;A0A1H8L6J9;F8GJ17;F9ZEQ7;A0A285BXI2;A0A1I2CXW2;A0A0S3AG28;A0A1H5XBP7;A0A1I4AV60A0A1I4TRU7 450 1,46 0,00000

4,32E+05 3,26E+05 4,18E+05 5,18E+05 4,08E+05 7,03E+04 9,56E+04 0,00E+00 0,00E+00 1,15E+05 >tr|A0A1I4U3F4|A0A1I4U3F4_9PROT Nitrosomonas nitrosa NAD(P)-dependent dehydrogenase, short-chain alcohol dehydrogenase family0 46,23 2,18E+08 16 3 3 3 1 18,5 25,39 A0A1I4U3F4 A0A1I4U3F4 460 5,57 0,04759

4,06E+05 3,99E+05 3,90E+05 3,58E+05 3,10E+05 6,52E+05 5,23E+05 1,47E+05 3,44E+05 4,09E+05 >tr|A0A1I4UYV9|A0A1I4UYV9_9PROT Nitrosomonas nitrosa Elongation factor G 0 20,943 1,31E+08 9 3 3 3 10 7,5 77,422 A0A1I4UYV9;A0A1I4TEC4;A0A1I3JWC6;A0A0F7KF77;Q82T70;A0A1I0EXE1;A0A1H3NU03;A0A1H3NPF3;A0A1H2W5W9;A0A1G8GGU8A0A1I4UYV9;A0A1I4TEC4;A0A1I3JWC6;A0A0F7KF77472 -0,70 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 4,47E+06 0,00E+00 5,81E+06 1,31E+07 8,70E+06 4,83E+06 6,11E+06 >sp|Q3SVJ1|ATPB_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) ATP synthase subunit beta 0 323,31 3,63E+09 16 5 5 3 4 15,1 50,822 Q3SVJ1;Q1QQS8;A3WRA3;A0A1V4I260Q3SVJ1;Q1QQS8;A3WRA3;A0A1V4I260 507 1,39 0,00087

8,16E+05 1,35E+06 1,03E+06 8,95E+05 1,27E+06 7,23E+05 1,14E+06 3,59E+05 8,28E+05 7,02E+05 >tr|A0A1W9GQI2|A0A1W9GQI2_9BACT Nitrospira sp. SG-bin1 Molybdopterin synthase sulfur carrier subunit 0 22,018 3,88E+08 12 3 3 3 13 36,7 9,8232 A0A1W9GQI2;D8PE88;A0A256X0M5;A0A1W9J465;A0A1W9GMJ9;A0A1W9GBF8;A0A1W1I8C2;A0A1W1HPF1;A0A136K039;A0A0S4LP82;A0A0S4KXD4;A0A0K2GCY2;A0A177QQ66A0A1W9GQI2 540 4,30 0,00033

1,65E+06 1,75E+06 0,00E+00 1,66E+06 1,45E+06 2,86E+07 2,66E+07 1,36E+07 2,34E+07 2,43E+07 >tr|A0A1W9J7H6|A0A1W9J7H6_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 323,31 4,10E+09 31 3 3 3 9 23,9 31,737 A0A1W9J7H6;D8PI81;A0A1W1HY98;A0A1W9GN01;A0A256WWS2;A0A1W9H2U2;A0A0S4LTM3;A0A0S4LCI5;A0A136JQM3A0A1W9J7H6;D8PI81;A0A1W1HY98 551 1,54 0,00002

3,18E+07 3,38E+07 2,34E+07 2,53E+07 1,39E+07 2,38E+05 1,98E+04 0,00E+00 6,61E+05 2,13E+06 >sp|B1XXY9|CH60_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) 60 kDa chaperonin 0 64,601 2,97E+08 7 8 5 3 1 16,4 57,309 B1XXY9 B1XXY9 575 1,17 0,16419

4,45E+06 3,29E+06 2,89E+06 3,31E+06 3,05E+06 6,90E+06 7,37E+06 1,05E+06 6,75E+06 9,36E+06 >tr|B1Y7H0|B1Y7H0_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Elongation factor Tu 0 39,243 1,41E+09 21 4 3 3 1 13,6 42,881 B1Y7H0 B1Y7H0 589 -0,07 0,00194

8,79E+06 2,77E+06 8,51E+06 8,59E+06 5,13E+06 2,26E+07 1,97E+07 1,41E+07 2,05E+07 2,27E+07 >tr|D8PI25|D8PI25_9BACT Nitrospira defluvii Metal-binding protein SmbP 0 167,77 7,41E+09 48 5 5 4 4 40,7 12,027 D8PI25;A0A1W1HYF8;A0A136JVQ0;A0A1W9J7F3D8PI25;A0A1W1HYF8;A0A136JVQ0 187 2,69 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,90E+05 5,84E+05 6,62E+04 3,73E+05 3,23E+04 >tr|A0A136K960|A0A136K960_9BACT Nitrospira sp. OLB3 3-oxoacyl-ACP reductase 0 124,74 6,22E+08 16 4 4 4 1 20 29,179 A0A136K960 A0A136K960 194 4,52 0,02477

1,64E+06 2,38E+06 1,72E+06 1,40E+06 1,86E+06 1,75E+06 1,07E+06 7,10E+05 1,56E+06 1,87E+06 >tr|A0A1I4LQ74|A0A1I4LQ74_9PROT Nitrosomonas nitrosa Chaperone protein DnaK 0 189,7 4,75E+08 24 5 5 4 17 11,2 70,259 A0A1I4LQ74;A0A1I3HHP9;A0A1H3LR81;A0A1I4R9N2;A0A0F7KIL5;A0A1G8EYR8;F8GJ62;A0A1I3Z6B6;A0A1H3PYF9;A0A1N6HCU0;A0A1G5SB32;Q0AIY1;A0A1G4WDN2;A0A1I0A3M3;O06430;A0A1I0AZX0;A0A1I7H5X9A0A1I4LQ74;A0A1I3HHP9;A0A1H3LR81;A0A1I4R9N2;A0A0F7KIL5;A0A1G8EYR8;F8GJ62;A0A1I3Z6B6;A0A1H3PYF9331 -0,08 0,00022

6,67E+06 8,96E+06 6,73E+06 0,00E+00 5,79E+06 1,43E+07 1,47E+07 6,15E+06 1,11E+07 1,46E+07 >tr|A0A1I4LYZ5|A0A1I4LYZ5_9PROT Nitrosomonas nitrosa Thioredoxin 0 323,31 2,91E+09 63 4 4 4 14 38 12,074 A0A1I4LYZ5;A0A1I3K5R3;A0A1H3PMQ2;A0A1H3NJX2;A0A1H3LFV2;A0A1G8H798;A0A0F7KG68;F9ZKK9;A0A286ABR9;A0A285BV09;A0A1H8ZYU5;A0A1H8MTI2;A0A1H5U029;A0A0S3AKZ2A0A1I4LYZ5 334 3,10 0,00008

9,16E+05 1,44E+06 1,65E+06 6,86E+05 1,19E+06 5,24E+05 7,17E+05 1,29E+05 2,58E+05 0,00E+00 >tr|A0A1I4N348|A0A1I4N348_9PROT Nitrosomonas nitrosa Polyketide cyclase / dehydrase and lipid transport 0 34,294 3,10E+08 11 4 4 4 3 27,9 19,103 A0A1I4N348;A0A1H3PH93;A0A1G7XLC5A0A1I4N348 347 4,17 0,03739

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,29E+06 1,82E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NVP1|A0A1I4NVP1_9PROT Nitrosomonas nitrosa Cytochrome P460 0 219,76 1,03E+09 12 4 4 4 8 29,3 19,675 A0A1I4NVP1;A0A1G8C1J4;A0A1H3Q1L8;A0A1H3J5S3;A0A1H3J510;A0A1I3IM37;A0A0F7KK26;A0A1I4K1G8A0A1I4NVP1;A0A1G8C1J4;A0A1H3Q1L8;A0A1H3J5S3360 5,96 0,27555

0,00E+00 1,62E+05 0,00E+00 1,06E+05 0,00E+00 3,27E+06 3,04E+06 1,43E+06 3,55E+06 3,78E+06 >tr|A0A1I4P0Q2|A0A1I4P0Q2_9PROT Nitrosomonas nitrosa Outer membrane protein (Porin) 0 33,599 3,35E+08 8 4 4 4 4 14,1 42,445 A0A1I4P0Q2;A0A1H3P0B0;A0A1G8GAU9;A0A1H3JES4A0A1I4P0Q2 365 -1,36 0,00009

4,74E+05 7,08E+05 5,89E+05 2,75E+05 6,00E+05 1,85E+06 1,55E+06 2,34E+06 2,72E+06 2,24E+06 >tr|A0A1I4PHA3|A0A1I4PHA3_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 266,66 7,74E+08 31 4 4 4 1 11,4 64,688 A0A1I4PHA3 A0A1I4PHA3 374 1,01 0,00001

4,78E+06 4,78E+06 4,63E+06 4,03E+06 4,65E+06 1,28E+06 2,43E+06 2,70E+05 1,52E+06 3,04E+06 >tr|A0A1I4PKQ9|A0A1I4PKQ9_9PROT Nitrosomonas nitrosa ATP synthase subunit alpha 0 233,99 4,08E+08 18 8 8 4 3 18,9 55,566 A0A1I4PKQ9;A0A1H3HC84;A0A1G7Z2T9A0A1I4PKQ9;A0A1H3HC84;A0A1G7Z2T9 382 -0,62 0,00732

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,06E+05 0,00E+00 2,20E+06 1,71E+06 >tr|A0A1I4PRM3|A0A1I4PRM3_9PROT Nitrosomonas nitrosa Peptidyl-prolyl cis-trans isomerase 0 235,38 8,29E+08 20 4 4 4 5 29,6 20,416 A0A1I4PRM3;A0A1I4N5T1;A0A1I3GEB0;A0A1H2PY43;A0A0F7KHC5A0A1I4PRM3 384 4,28 0,07963

4,37E+06 2,70E+06 2,53E+06 2,85E+06 1,59E+06 1,17E+07 6,36E+06 9,15E+06 4,05E+06 5,49E+06 >tr|A0A1I4SWH2|A0A1I4SWH2_9PROT Nitrosomonas nitrosa Cytochrome c553 0 87,536 6,08E+08 25 4 4 4 1 20,8 23,395 A0A1I4SWH2 A0A1I4SWH2 445 0,45 0,00068

7,31E+05 6,14E+05 0,00E+00 0,00E+00 0,00E+00 2,98E+06 1,03E+07 8,02E+06 1,17E+07 3,66E+06 >tr|A0A1I4UIC0|A0A1I4UIC0_9PROT Nitrosomonas nitrosa 50S ribosomal protein L1 0 92,089 1,48E+09 20 5 5 4 14 26,8 24,384 A0A1I4UIC0;A0A1I7J9H2;A0A1G5SHW8;Q0AF50;A0A1I4VG14;A0A1I3MBD1;A0A1H3Q3H7;A0A1H3PEE1;A0A1H3NI54;A0A1H2Z1V1;A0A1G8GYL4;A0A1G4WS14;A0A0F7K930;F8GKZ9A0A1I4UIC0 464 0,75 0,00297

2,41E+06 4,94E+05 8,13E+05 3,10E+06 2,46E+05 3,78E+06 2,73E+06 1,72E+06 3,06E+06 2,73E+06 >tr|A0A1I4KYZ1|A0A1I4KYZ1_9PROT Nitrosomonas nitrosa 2-isopropylmalate synthase 0 53,052 5,01E+08 27 5 5 5 27 15,1 55,81 A0A1I4KYZ1;F9ZFH6;A0A1H8NIP1;A0A0S3AJY8;Q820M0;A0A1H9ZM60;A0A285BX25;A0A1H5TSM9;A0A1H3KLV8;A0A1I4MJV7;A0A1H3FZH8;F8GKX2;A0A1I1YQI0;A0A1G5SGR1;Q0AGN5;A0A1I7FXR0;A0A1G4WRJ6;A0A1H9ZU57;A0A1H8DMX1;A0A1H3JZI5;A0A1G7ZJW9;A0A1I3K1C0;A0A1H9J892;A0A1H2WCW8;A0A0F7KEY3;A0A1N6HND0;A0A1I3YPZ2A0A1I4KYZ1;F9ZFH6;A0A1H8NIP1;A0A0S3AJY8;Q820M0;A0A1H9ZM60;A0A285BX25;A0A1H5TSM9;A0A1H3KLV8;A0A1I4MJV7;A0A1H3FZH8;F8GKX2;A0A1I1YQI0;A0A1G5SGR1311 -1,85 0,00003

4,81E+06 8,24E+06 7,37E+06 6,72E+06 0,00E+00 1,79E+07 1,45E+07 1,06E+07 1,18E+07 9,12E+06 >tr|A0A1I4L480|A0A1I4L480_9PROT Nitrosomonas nitrosa 60 kDa chaperonin 0 323,31 3,40E+09 53 14 14 5 13 29,8 57,596 A0A1I4L480;A0A1I4CC81;F9ZHH9;A0A285C1H2;A0A0S3AFK1;A0A1H9ZWG1;A0A1H9Q0E3;A0A1H8HY87;A0A1H3HR20;A0A1G7ZSG1;A0A1H3NHI4;A0A1H8RNS6;A0A1H5T089A0A1I4L480;A0A1I4CC81 318 -0,38 0,00003

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,07E+05 2,36E+06 1,51E+06 6,01E+05 3,66E+06 >tr|A0A1I4LHC4|A0A1I4LHC4_9PROT Nitrosomonas nitrosa Triosephosphate isomerase 0 323,31 1,87E+09 5 5 5 5 8 30,7 27,188 A0A1I4LHC4;A0A1I3GYW1;A0A1H3KWL0;A0A1G8E8N0;A0A1I4M0U4;A0A1H3GWI9;A0A0F7KC22;A0A1H3CH10A0A1I4LHC4 325 4,25 0,02157

3,69E+06 1,81E+06 2,41E+06 2,45E+06 3,20E+06 5,41E+05 3,72E+05 0,00E+00 9,47E+04 3,12E+05 >tr|A0A1I4QI56|A0A1I4QI56_9PROT Nitrosomonas nitrosa Small metal-binding protein 0 224,42 4,90E+08 16 5 5 5 1 30,2 12,576 A0A1I4QI56 A0A1I4QI56 405 5,93 0,02645

1,98E+07 2,31E+07 2,31E+07 1,29E+07 1,56E+06 7,20E+05 4,47E+05 2,94E+05 4,16E+05 0,00E+00 >tr|A0A1I4QLQ4|A0A1I4QLQ4_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 40,768 5,57E+08 12 5 5 5 1 29,4 24,456 A0A1I4QLQ4 A0A1I4QLQ4 408 4,84 0,01236

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,17E+06 3,05E+06 4,25E+05 1,17E+06 8,09E+05 >tr|A0A1I4S2G6|A0A1I4S2G6_9PROT Nitrosomonas nitrosa Tyrosinase 0 323,31 8,46E+08 18 5 5 5 5 18,5 53,507 A0A1I4S2G6;A0A285BU58;A0A1I3WXE9;A0A1H3I5E5;A0A1G8BEW5A0A1I4S2G6 429 2,47 0,01750

1,25E+06 0,00E+00 0,00E+00 1,13E+06 0,00E+00 1,57E+08 1,21E+08 5,30E+07 1,02E+08 1,54E+08 >tr|A0A1I4S356|A0A1I4S356_9PROT Nitrosomonas nitrosa Nitrosocyanin 0 323,31 1,06E+10 84 5 5 5 7 50,7 14,701 A0A1I4S356;A0A1H3P5Q5;A0A1G8GMW4;A0A1I4D1G6;A0A1I0FN54;A0A1H9JRW9;A0A1H8BQU7A0A1I4S356;A0A1H3P5Q5;A0A1G8GMW4;A0A1I4D1G6430 0,66 0,00028

0,00E+00 0,00E+00 0,00E+00 5,82E+05 0,00E+00 2,75E+07 3,16E+07 1,31E+07 1,74E+07 2,62E+07 >tr|D8PI40|D8PI40_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, beta subunit 0 323,31 7,15E+09 100 6 6 6 102 20 49,985 D8PI40;A0A1W9J2R7;A0A1W9GZ52;A0A1W9GHM6;A0A1W9G4X2;A0A1W1I5Y1;A0A1W1HYC8;A0A136JVS5;A0A0S4LK29;A0A0S4L6A0;A0A0S4KR75;A0A0K2GJX9;A0A0K2GJ07;A0A0K2GHK9;A0A0K2G6W6;U6BPR1;U6BPQ0;U6BPA6;U6BPA3;U6BLT0;U6BLR7;U6BKS9;U6BPP1;U6BPN8;U6BPN3;U6BPM8;U6BPL3;U6BP79;U6BP76;U6BP69;U6BLQ2;U6BLP8;U6BLP6;U6BLP5;U6BLP1;U6BLN7;U6BLN4;U6BLN1;U6BLM0;U6BKR5;U6BKR0;U6BKP7;U6BKN8;U6BKN3;A0A0S4L217;A0A177QN53;U6BP91;U6BLR5;U6BLQ9;U6BKQ0;U6BPP5;U6BLR1;U6BP85;U6BLQ3;U6BPM3;U6BPL9;U6BP94;U6BP73;U6BLM5;U6BKP2;A0A089PLL5;U6BPT7;U6BPS5;U6BPS0;U6BLV4;U6BLT5;U6BLT4;U6BLS2;A0A1S5WLN4;A0A1S5WLL8;A0A1S5WLL2;A0A1S5WLL9;A0A1S5WLL6;A0A1S5WLL5;A0A1S5WLL4;U6BP99;U6BLS7;U6BLS1;U6BLQ7;U6BKS5;U6BKS0;U6BLP0;U6BP88;U6BP82;U6BLP9;U6BPB6;U6BPB0;U6BLU7;U6BLT8;U6BKT4;A0A1S5WLL1;A0A1W9H9X2;U6BPQ4;U6BLR2;A0A136JQK2;U6BPC7;U6BPB9;U6BLV0;U6BLU0;U6BLS9;U6BLS4;U6BKU2D8PI40;A0A1W9J2R7;A0A1W9GZ52;A0A1W9GHM6;A0A1W9G4X2;A0A1W1I5Y1;A0A1W1HYC8;A0A136JVS5;A0A0S4LK29;A0A0S4L6A0;A0A0S4KR75;A0A0K2GJX9;A0A0K2GJ07;A0A0K2GHK9;A0A0K2G6W6;U6BPR1;U6BPQ0;U6BPA6;U6BPA3;U6BLT0;U6BLR7;U6BKS9;U6BPP1;U6BPN8;U6BPN3;U6BPM8;U6BPL3;U6BP79;U6BP76;U6BP69;U6BLQ2;U6BLP8;U6BLP6;U6BLP5;U6BLP1;U6BLN7;U6BLN4;U6BLN1;U6BLM0;U6BKR5;U6BKR0;U6BKP7;U6BKN8;U6BKN3;A0A0S4L217;A0A177QN53;U6BP91;U6BLR5;U6BLQ9;U6BKQ0;U6BPP5;U6BLR1;U6BP85;U6BLQ3;U6BPM3;U6BPL9;U6BP94;U6BP73;U6BLM5;U6BKP2;A0A089PLL5;U6BPT7;U6BPS5;U6BPS0;U6BLV4;U6BLT5;U6BLT4;U6BLS2;A0A1S5WLN4;A0A1S5WLL8;A0A1S5WLL2;A0A1S5WLL9;A0A1S5WLL6;A0A1S5WLL5;A0A1S5WLL4;U6BP99;U6BLS7;U6BLS1;U6BLQ7;U6BKS5;U6BKS0;U6BLP0;U6BP88;U6BP82;U6BLP989 0,17 0,00014

2,96E+05 0,00E+00 0,00E+00 2,88E+05 2,12E+05 3,79E+06 2,56E+06 2,01E+06 3,41E+06 2,29E+06 >tr|A0A1I4L4S9|A0A1I4L4S9_9PROT Nitrosomonas nitrosa PAP2 superfamily protein 0 38,423 4,82E+09 21 6 6 6 1 17,3 44,725 A0A1I4L4S9 A0A1I4L4S9 321 3,80 0,00003

5,34E+06 5,15E+06 5,04E+06 7,14E+06 9,74E+06 7,01E+06 4,13E+06 2,27E+06 4,97E+06 5,47E+06 >tr|A0A1I4PZ40|A0A1I4PZ40_9PROT Nitrosomonas nitrosa Succinate--CoA ligase [ADP-forming] subunit beta 0 108,61 8,38E+08 52 6 6 6 29 25,2 42,497 A0A1I4PZ40;A0A1H3GNT2;A0A1G7YCD5;Q82TR4;A0A1I0D7I7;A0A1H8JH50;A0A1I4KWK2;A0A1H3P498;Q0AIE8;A0A1I7J6Z7;A0A1G4VCR9;A0A1H3I1C3;A0A1G5SCC5;F9ZCS9;F8GFB1;A0A286A6T1;A0A285BYE4;A0A1I3X6T2;A0A1I3I254;A0A1I2EBY7;A0A1I0FEZ0;A0A1H9P7Q1;A0A1H8ZGF8;A0A1H8CR61;A0A1H5VFP4;A0A1H2R9H5;A0A0S3AGX9;A0A0F7KEA5;A0A1N6GM10A0A1I4PZ40;A0A1H3GNT2;A0A1G7YCD5 395 -0,92 0,00029

1,51E+07 1,43E+07 1,81E+07 1,81E+07 1,67E+07 7,38E+06 7,12E+06 4,21E+06 5,97E+06 5,65E+06 >tr|A0A1I4Q3H1|A0A1I4Q3H1_9PROT Nitrosomonas nitrosa Carboxyl-terminal processing protease 0 182,95 1,54E+09 32 6 6 6 23 18,1 51,606 A0A1I4Q3H1;A0A1H3HZH2;A0A1H2TLW9;A0A1I4RY49;A0A1I3J811;A0A0F7KBA1;A0A1H3CEY5;F8GJP1;F9ZIJ5;A0A285C0Y5;A0A1I1ZZP7;A0A1H9CS91;A0A0S3AIF9;A0A1H8LEN3;A0A1H3HYA8;A0A1G8DMI4;A0A1H5YDD3;A0A1H9JFT9;A0A1I4EZC2;A0A1I0DSI1;A0A1H8EMD2;Q82TT8;A0A1I0DDZ6A0A1I4Q3H1;A0A1H3HZH2;A0A1H2TLW9;A0A1I4RY49;A0A1I3J811;A0A0F7KBA1399 -0,19 0,00001

6,02E+07 7,77E+07 4,01E+07 4,83E+07 3,94E+07 4,46E+06 3,63E+06 2,83E+06 2,25E+06 3,21E+06 >tr|A0A1I4SEQ6|A0A1I4SEQ6_9PROT Nitrosomonas nitrosa 4-cresol dehydrogenase (Hydroxylating) 0 286,02 1,39E+09 53 6 6 6 1 21,2 56,977 A0A1I4SEQ6 A0A1I4SEQ6 434 1,34 0,00002

0,00E+00 1,83E+05 0,00E+00 0,00E+00 0,00E+00 2,51E+06 4,13E+06 9,22E+05 1,93E+06 2,72E+06 >tr|A0A1W9G4N5|A0A1W9G4N5_9BACT Nitrospira sp. SG-bin1 Chaperone protein DnaK 0 120,35 1,93E+09 52 7 7 7 22 14,2 69,549 A0A1W9G4N5;A0A1W1I822;A0A136KFN4;A0A1W9IXG7;A0A256WZJ3;A0A0S4LQX2;A0A0K2GDF1;A0A0S4LSJ6;D8PE01;A0A1W1HQB4;A0A0S4KWA8;A0A1W9HC30;A0A177QS64;A0A1W9GB22;A0A1W9IXP7;A0A1V6LZX5;Q1Q6N6;A0A2C9CBQ3;A0A1V4ARD0;A0A136MDF7;A0A0M2US87;A0A0C9PIG0A0A1W9G4N5;A0A1W1I822;A0A136KFN4;A0A1W9IXG7;A0A256WZJ3;A0A0S4LQX2;A0A0K2GDF1;A0A0S4LSJ6;D8PE01;A0A1W1HQB4;A0A0S4KWA8;A0A1W9HC30;A0A177QS64;A0A1W9GB22;A0A1W9IXP7201 1,87 0,00162

5,38E+05 6,09E+05 4,47E+05 7,02E+05 1,41E+05 4,58E+07 7,84E+07 3,48E+07 4,83E+07 4,27E+07 >tr|A0A1I4UWT6|A0A1I4UWT6_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit B 0 266,68 6,86E+09 52 7 7 7 32 22,1 47,031 A0A1I4UWT6;A0A1H3R0P7;A0A1G8HXJ6;A0A0F7KEV5;A0A1I4WZ95;A0A1I3NKW8;A0A1H3PUR7;A0A0F7KD47;Q8VLJ2;Q04508;A0A1I0EZH7;A0A1H3QET7;A0A1G5SJ30;Q0ADP8;A0A1I7JFU2;A0A1G4WU22;A0A1P8VZN3;Q9AP84;F9ZI60;F8GI94;A0A285BUE4;A0A1N6JA39;A0A1N6I4M1;A0A1N6H0N5;A0A1I3YYT1;A0A1I1ZPT9;A0A1I0AZD9;A0A1H9QZI6;A0A1H8VKA9;A0A1H8F3A0;A0A1H5UXP0;A0A0S3AFP0A0A1I4UWT6;A0A1H3R0P7;A0A1G8HXJ6 469 -2,37 0,00015

4,11E+05 7,29E+05 4,26E+05 3,97E+05 3,44E+04 3,00E+06 2,14E+06 9,81E+05 6,98E+05 1,73E+06 >tr|A0A1I4PBG3|A0A1I4PBG3_9PROT Nitrosomonas nitrosa Cytochrome c peroxidase 0 323,31 1,91E+09 76 9 9 9 8 27,4 37,154 A0A1I4PBG3;A0A1H3N220;A0A1G8EQZ6;A0A1I4BT80;F8GDK1;F8GJV4;F8GKT6;A0A1G5SDP3A0A1I4PBG3 371 3,51 0,00324


