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3,21E+07 3,55E+07 1,72E+07 2,47E+07 2,50E+07 2,58E+05 2,71E+05 8,63E+04 1,46E+05 2,20E+05 >tr|S5Y1P6|S5Y1P6_PARAH Paracoccus aminophilus JCM 7686 Succinate dehydrogenase flavoprotein subunit 0 11,689 8,56E+07 5 2 2 2 40 4,5 65,202 S5Y1P6;Q59661;A1AZI7;A0A2H5EWL2;A0A2G1YV41;A0A2E3CEK1;A0A2D8X358;A0A2D2C026;A0A2A2GMD6;A0A239PR98;A0A238UT52;A0A1X7IDZ3;A0A1V0GTT6;A0A1N7KUS8;A0A1N6R6E5;A0A1M7D0L6;A0A1L9BP08;A0A1K1VHY3;A0A1I5EGH5;A0A1I3BIR6;A0A1I0F9V0;A0A1H8G800;A0A1H6L8X5;A0A1G9GEJ7;A0A1G7A6F2;A0A1G5CA79;A0A1E4EUL5;A0A0V0PY78;A0A0D6TGW3;A0A099GEH5;A0A099FQ74;A0A099F8C7;A0A099F3M7;A0A1W6CYB6;A0A1M3C8H2;Q3SNT8;Q1QHF1;A3WTG0;A0A1V4HUY4;A0A1Q3K3S3S5Y1P6;Q59661;A1AZI7;A0A2H5EWL2;A0A2G1YV41;A0A2E3CEK1;A0A2D8X358;A0A2D2C026;A0A2A2GMD6;A0A239PR98;A0A238UT52;A0A1X7IDZ3;A0A1V0GTT6;A0A1N7KUS8;A0A1N6R6E5;A0A1M7D0L6;A0A1L9BP08;A0A1K1VHY3;A0A1I5EGH5;A0A1I3BIR6;A0A1I0F9V0;A0A1H8G800;A0A1H6L8X5;A0A1G9GEJ7;A0A1G7A6F2;A0A1G5CA79;A0A1E4EUL5;A0A0V0PY78;A0A0D6TGW3;A0A099GEH5;A0A099FQ74;A0A099F8C7;A0A099F3M7;A0A1W6CYB6;A0A1M3C8H2;Q3SNT8;Q1QHF1;A3WTG0;A0A1V4HUY4;A0A1Q3K3S314 1,01 0,00052

1,91E+06 1,67E+06 1,12E+06 1,48E+06 6,90E+05 1,61E+07 8,81E+06 5,69E+06 2,99E+06 1,26E+07 >tr|A0A136M6D6|A0A136M6D6_9BACT Candidatus Brocadia sinica Putative cytochrome c 0 13,613 2,57E+09 8 2 2 2 7 5,1 53,545 A0A136M6D6;A0A0C9PEX5;A0A1V6M096;A0A1M7FLW6;Q1Q516;A0A1W1HQ41;A0A0S4LQA0A0A136M6D6;A0A0C9PEX5;A0A1V6M096;A0A1M7FLW6;Q1Q516;A0A1W1HQ41;A0A0S4LQA043 0,20 0,00429

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 9,71E+04 2,15E+04 1,65E+05 >tr|A0A1L9BSU1|A0A1L9BSU1_9RHOB Paracoccus sp. SM22M-07 Enolase 0 12,115 1,18E+08 4 2 2 2 19 7,1 45,162 A0A1L9BSU1;A0A1I0GT77;A0A0D6TG69;A0A2G1YYH9;A0A2E3CGB9;A0A2D8X0V7;A0A239PNZ7;A0A238WWK0;A0A1N7PKS0;A0A1I5IKE4;A0A1H8IK50;A0A1G5ICP8;A0A1E4ES87;S5XU67;A0A2H5EW78;A0A1W6D0G7;A0A099G9V4;A0A099FDG8;A0A099EUA7A0A1L9BSU1;A0A1I0GT77;A0A0D6TG69;A0A2G1YYH9;A0A2E3CGB9;A0A2D8X0V7;A0A239PNZ7;A0A238WWK0;A0A1N7PKS0;A0A1I5IKE4;A0A1H8IK50;A0A1G5ICP8;A0A1E4ES87;S5XU67;A0A2H5EW78;A0A1W6D0G7;A0A099G9V4;A0A099FDG8;A0A099EUA748 4,46 0,11830

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,21E+06 1,04E+06 2,30E+05 3,61E+05 2,62E+05 >tr|A0A1I4MJA5|A0A1I4MJA5_9PROT Nitrosomonas communis Ketol-acid reductoisomerase (NADP(+)) 0 11,669 1,37E+08 5 2 2 2 26 8,3 37,091 A0A1I4MJA5;A0A1I4KYW5;A0A1I3K168;A0A1H3JZW2;A0A1H3FYM1;A0A1H2WCQ1;A0A1G7ZJQ4;A0A0F7KAR3;A0A1I3YQ02;A0A1H9ZUH4;A0A1H9J800;A0A1H8DPF1;Q82UZ3;Q0AGM0;F9ZFH9;F8GKW9;A0A285BW85;A0A1N6HN44;A0A1I7FYA6;A0A1H9ZJZ3;A0A1H9DC92;A0A1H8NID7;A0A1H5TSF5;A0A1G5SHA0;A0A1G4VT49;A0A0S3AKD6A0A1I4MJA5;A0A1I4KYW5;A0A1I3K168;A0A1H3JZW2;A0A1H3FYM1;A0A1H2WCQ1;A0A1G7ZJQ4;A0A0F7KAR3;A0A1I3YQ02;A0A1H9ZUH4;A0A1H9J800;A0A1H8DPF1;Q82UZ3;Q0AGM0;F9ZFH9;F8GKW9;A0A285BW85;A0A1N6HN44;A0A1I7FYA6;A0A1H9ZJZ3;A0A1H9DC92;A0A1H8NID7;A0A1H5TSF5;A0A1G5SHA0;A0A1G4VT49;A0A0S3AKD652 0,40 0,01787

3,66E+07 2,98E+07 2,70E+07 3,46E+07 1,30E+07 1,73E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SW40|A0A1I4SW40_9PROT Nitrosomonas communis Phosphoribulokinase 0 11,383 5,84E+07 2 2 2 2 33 9 32,494 A0A1I4SW40;A0A1I4NEM0;A0A1I3KYG3;A0A1H3LS71;A0A1H3GHT4;A0A1G8C887;A0A0F7KD40;Q82UL0;F9ZHW7;F8GFF8;A0A286AFU0;A0A285BTR0;A0A1N6I0N8;A0A1I4DT73;A0A1I2FZ81;A0A1I0F6K8;A0A1H9Z0F8;A0A1H9RFB7;A0A1H9GUZ7;A0A1H8KIZ2;A0A1H8BDG6;A0A1H5TXH1;A0A1H3BFY8;A0A1G5SKW1;A0A0S3AM16;Q3SP45;Q1QGD6;Q0AHZ0;A3WTT9;A0A1Q3KCK0;A0A1M3CHM8;A0A1I7FH92;A0A1G4VKU9A0A1I4SW40;A0A1I4NEM0;A0A1I3KYG3;A0A1H3LS71;A0A1H3GHT4;A0A1G8C887;A0A0F7KD40;Q82UL0;F9ZHW7;F8GFF8;A0A286AFU0;A0A285BTR0;A0A1N6I0N8;A0A1I4DT73;A0A1I2FZ81;A0A1I0F6K8;A0A1H9Z0F8;A0A1H9RFB7;A0A1H9GUZ7;A0A1H8KIZ2;A0A1H8BDG6;A0A1H5TXH1;A0A1H3BFY8;A0A1G5SKW1;A0A0S3AM16;Q3SP45;Q1QGD6;Q0AHZ0;A3WTT9;A0A1Q3KCK0;A0A1M3CHM8;A0A1I7FH92;A0A1G4VKU958 -0,36 0,34662

8,23E+05 2,01E+06 0,00E+00 8,47E+05 7,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A256WVX3|A0A256WVX3_9BACT Nitrospira sp. UW-LDO-01 Pyruvate ferredoxin oxidoreductase 0 16,557 4,33E+08 8 2 2 2 14 26,1 9,9126 A0A256WVX3;A0A1W9IRC4;A0A1W9IBS8;A0A1W9HES1;A0A1W9G8X5;A0A1W9G7R7;A0A136K4K6;A0A0S4LLJ3;A0A0S4KTU4;A0A0K2G8E5;D8PBX1;A0A1W1HSJ5;A0A177Q7V5;A0A0S4L261A0A256WVX3;A0A1W9IRC4;A0A1W9IBS8;A0A1W9HES1;A0A1W9G8X5;A0A1W9G7R7;A0A136K4K6;A0A0S4LLJ3;A0A0S4KTU4;A0A0K2G8E5;D8PBX1;A0A1W1HSJ5;A0A177Q7V5;A0A0S4L26192 #ZAHL! 0,00000

5,14E+05 3,62E+05 3,33E+05 4,82E+05 6,65E+04 9,39E+05 2,22E+06 3,62E+05 1,65E+06 1,75E+06 >tr|A0A1W9IV85|A0A1W9IV85_9BACT Nitrospira sp. ST-bin5 10 kDa chaperonin 0 23,793 1,39E+08 4 4 4 2 16 37,4 10,993 A0A1W9IV85;A0A0K2GAU8;A0A1W1I6F4;A0A0S4LB92;A0A1W9HBN9;A0A256WVR5;A0A1W9IZI1;A0A1W9H4V9;A0A1W9GH79;A0A1W9GBM2;A0A0S4LIA2;D8PD20;A0A1W1HQV1;A0A1E4DK01;A0A136K816;A0A177QHW9A0A1W9IV85;A0A0K2GAU8;A0A1W1I6F4;A0A0S4LB92;A0A1W9HBN9;A0A256WVR5;A0A1W9IZI1;A0A1W9H4V9;A0A1W9GH79;A0A1W9GBM2;A0A0S4LIA2;D8PD20;A0A1W1HQV1;A0A1E4DK01;A0A136K816;A0A177QHW9103 0,90 0,00288

0,00E+00 0,00E+00 3,92E+05 4,71E+05 4,29E+05 9,55E+05 7,00E+05 4,05E+05 1,52E+05 0,00E+00 >tr|A0A0K2GG72|A0A0K2GG72_NITMO Nitrospira moscoviensis Carboxy-terminal-processing protease 0 11,287 2,79E+08 3 2 2 2 11 6,3 47,922 A0A0K2GG72;A0A136JQ63;D8PHM3;A0A1W1HYW7;A0A1W9GJZ9;A0A256X176;A0A0S4LVJ0;A0A1W9G6S1;A0A0S4LEZ0;A0A1W1HZQ9;A0A1W9J708A0A0K2GG72;A0A136JQ63;D8PHM3;A0A1W1HYW7;A0A1W9GJZ9;A0A256X176;A0A0S4LVJ0;A0A1W9G6S1;A0A0S4LEZ0;A0A1W1HZQ9;A0A1W9J708112 2,17 0,03509

5,27E+05 7,43E+05 5,52E+05 7,70E+05 6,65E+05 0,00E+00 0,00E+00 0,00E+00 2,47E+05 1,94E+05 >tr|A0A1W9J574|A0A1W9J574_9BACT Nitrospira sp. ST-bin5 Iron-sulfur cluster assembly scaffold protein IscU 0 323,31 2,21E+08 15 2 2 2 15 18,9 13,779 A0A1W9J574;A0A1W1I185;A0A256WVR9;A0A1W9HHQ2;A0A1W9GCI4;A0A0S4LI78;A0A0S4L7A6;A0A136JNU7;A0A0K2GID4;D8P862;A0A1W1HWG0;A0A1W9IAI7;A0A1W9G480;A0A0S4KNZ9;A0A1W9G658A0A1W9J574;A0A1W1I185;A0A256WVR9;A0A1W9HHQ2;A0A1W9GCI4;A0A0S4LI78;A0A0S4L7A6;A0A136JNU7;A0A0K2GID4;D8P862;A0A1W1HWG0;A0A1W9IAI7;A0A1W9G480;A0A0S4KNZ9;A0A1W9G658120 5,94 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,05E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|D8P8H0|D8P8H0_9BACT Nitrospira defluvii Transcription termination/antitermination protein NusA0 11,546 1,11E+08 2 2 2 2 13 7,4 42,058 D8P8H0;A0A1W1HVM7;A0A1W9J4L5;A0A1W9GFD5;A0A0S4LM30;A0A256X062;A0A1W9IDJ8;A0A1W9GPV1;A0A0S4LC57;A0A0S4KVX4;A0A0K2GIS2;A0A136JP51;A0A1W1I249D8P8H0;A0A1W1HVM7;A0A1W9J4L5;A0A1W9GFD5;A0A0S4LM30;A0A256X062;A0A1W9IDJ8;A0A1W9GPV1;A0A0S4LC57;A0A0S4KVX4;A0A0K2GIS2;A0A136JP51;A0A1W1I249122 2,32 0,34665

3,24E+05 5,96E+05 0,00E+00 3,89E+05 9,25E+04 1,47E+07 1,07E+07 4,26E+06 1,04E+07 1,44E+07 >tr|A0A136JNW2|A0A136JNW2_9BACT Nitrospira sp. OLB3 Rubrerythrin 0 323,31 3,57E+09 27 2 2 2 14 27 15,607 A0A136JNW2;A0A0K2GJA4;D8P878;A0A1W9J4P7;A0A1W1HW25;A0A177QNV0;A0A256WT77;A0A1W9IHJ0;A0A1W9GDZ1;A0A1W9GCG8;A0A1W9G4G0;A0A1W1I181;A0A0S4LJ47;A0A0S4L716A0A136JNW2;A0A0K2GJA4;D8P878;A0A1W9J4P7;A0A1W1HW25;A0A177QNV0;A0A256WT77;A0A1W9IHJ0;A0A1W9GDZ1;A0A1W9GCG8;A0A1W9G4G0;A0A1W1I181;A0A0S4LJ47;A0A0S4L716124 3,31 0,00042

8,57E+05 1,06E+06 3,15E+05 6,89E+05 3,36E+05 1,70E+06 1,05E+06 1,34E+05 5,59E+05 9,65E+05 >tr|D8P870|D8P870_9BACT Nitrospira defluvii Peroxiredoxin 0 28,169 1,45E+09 10 2 2 2 4 10,3 17,523 D8P870;A0A1W1HVZ2;A0A136JNW6;A0A0S4KMA8D8P870;A0A1W1HVZ2;A0A136JNW6;A0A0S4KMA8147 5,00 0,00986

2,89E+05 5,07E+05 4,55E+05 3,05E+05 1,85E+05 9,58E+05 1,16E+06 0,00E+00 6,06E+05 0,00E+00 >tr|A0A0S4L7J5|A0A0S4L7J5_9BACT Candidatus Nitrospira nitrosa Glutaredoxin 0 11,489 1,85E+08 2 2 2 2 7 21,5 12,246 A0A0S4L7J5;A0A1W9G8N9;A0A1W9G7R9;A0A1W1I0S6;A0A136KB86;A0A0S4KT97;A0A0K2GHQ0A0A0S4L7J5;A0A1W9G8N9;A0A1W9G7R9;A0A1W1I0S6;A0A136KB86;A0A0S4KT97;A0A0K2GHQ0159 3,12 0,05243

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,73E+05 4,27E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A0S4LG89|A0A0S4LG89_9BACT Candidatus Nitrospira nitrosa Uncharacterized protein 0 15,415 1,42E+08 10 2 2 2 6 25,4 14,42 A0A0S4LG89;A0A256X1N2;A0A1W9H6Z1;A0A1W9GIX7;A0A1W1I9S3;A0A0S4LAI9A0A0S4LG89;A0A256X1N2;A0A1W9H6Z1;A0A1W9GIX7;A0A1W1I9S3;A0A0S4LAI9164 4,83 0,18965

0,00E+00 2,50E+05 2,00E+05 2,20E+05 1,98E+05 3,93E+05 3,54E+05 3,83E+05 2,80E+05 2,77E+05 >tr|A0A256X0N8|A0A256X0N8_9BACT Nitrospira sp. UW-LDO-01 Isocitrate dehydrogenase (NADP(+)) 0 19,833 1,16E+08 2 2 2 2 14 4,8 81,47 A0A256X0N8;A0A0S4LI35;A0A1W9G6L5;A0A136K7I1;A0A0S4LB72;D8PBJ4;A0A1W9J8X2;A0A1W9IPU9;A0A1W9GIS8;A0A1W1I4P2;A0A1W1HT18;A0A177QJ92;A0A0S4KL79;A0A0K2G8E9A0A256X0N8;A0A0S4LI35;A0A1W9G6L5;A0A136K7I1;A0A0S4LB72;D8PBJ4;A0A1W9J8X2;A0A1W9IPU9;A0A1W9GIS8;A0A1W1I4P2;A0A1W1HT18;A0A177QJ92;A0A0S4KL79;A0A0K2G8E9166 -1,21 0,00000

1,73E+06 2,24E+06 1,74E+06 1,75E+06 1,06E+06 0,00E+00 3,11E+06 1,49E+06 1,71E+06 0,00E+00 >tr|D8P7S4|D8P7S4_9BACT Nitrospira defluvii Uncharacterized protein 0 34,869 1,24E+09 5 2 2 2 6 26,4 8,2885 D8P7S4;A0A1W1HWW8;A0A136JT69;A0A1W9J512;A0A0S4LIG4;A0A1W1I102D8P7S4;A0A1W1HWW8;A0A136JT69;A0A1W9J512;A0A0S4LIG4;A0A1W1I102184 5,26 0,06318

8,60E+06 8,20E+06 3,17E+06 4,16E+06 3,77E+06 3,71E+06 4,37E+06 9,12E+05 2,10E+06 3,19E+06 >tr|D8PAF3|D8PAF3_9BACT Nitrospira defluvii Uncharacterized protein 0 13,864 8,82E+08 13 2 2 2 4 7,4 19,505 D8PAF3;A0A1W1HTV4;A0A136JXY2;A0A177QBG7D8PAF3;A0A1W1HTV4;A0A136JXY2;A0A177QBG7188 2,05 0,00160

4,96E+05 5,84E+05 4,35E+05 4,05E+05 4,63E+05 4,32E+05 7,02E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A136K854|A0A136K854_9BACT Nitrospira sp. OLB3 DNA-directed RNA polymerase subunit alpha 0 11,254 3,76E+07 2 2 2 2 3 6 36,512 A0A136K854;D8PCY0;A0A1W1HRE6A0A136K854;D8PCY0;A0A1W1HRE6 193 -0,79 #ZAHL!

9,97E+06 9,33E+06 6,76E+06 7,80E+06 7,66E+06 5,78E+05 3,66E+05 0,00E+00 0,00E+00 6,68E+05 >tr|A0A136KBG3|A0A136KBG3_9BACT Nitrospira sp. OLB3 Putative RNA-binding protein RbpA 0 13,647 2,04E+08 3 3 2 2 6 35,5 11,445 A0A136KBG3;A0A1W9J834;A0A1W9G7Y4;A0A1W9IHD6;B3U4S4;A0A1W1HQV8A0A136KBG3;A0A1W9J834 196 4,33 0,05088

5,02E+05 5,56E+05 1,71E+06 3,04E+06 1,59E+06 2,34E+06 2,23E+06 0,00E+00 1,30E+06 2,04E+06 >tr|A0A136KDL4|A0A136KDL4_9BACT Nitrospira sp. OLB3 Cytochrome c peroxidase 0 12,192 3,48E+08 8 2 2 2 4 4,8 54,114 A0A136KDL4;A3WXM5;A0A0K2GE90;A0A1W1I3G5A0A136KDL4;A3WXM5;A0A0K2GE90;A0A1W1I3G5198 -0,40 #ZAHL!

3,93E+06 4,71E+06 2,81E+06 4,64E+06 2,87E+06 0,00E+00 4,32E+04 0,00E+00 1,06E+05 1,40E+05 >tr|A0A136KDZ6|A0A136KDZ6_9BACT Nitrospira sp. OLB3 Peptidyl-prolyl cis-trans isomerase 0 19,598 6,49E+08 15 2 2 2 14 15,7 23,224 A0A136KDZ6;A0A1W9GPF4;A0A1W9J960;A0A1W9IRW5;A0A1W9GIY6;A0A1W9G5K9;A0A256X0R1;A0A1W1I4L4;A0A0S4LF57;A0A0S4LAZ4;A0A1W1I4J9;A0A0S4KPY5;A0A0K2G8B9;D8PBF9A0A136KDZ6;A0A1W9GPF4;A0A1W9J960;A0A1W9IRW5;A0A1W9GIY6;A0A1W9G5K9;A0A256X0R1;A0A1W1I4L4;A0A0S4LF57;A0A0S4LAZ4;A0A1W1I4J9;A0A0S4KPY5;A0A0K2G8B9;D8PBF9199 7,22 0,07494

1,02E+06 2,28E+06 9,28E+05 3,32E+06 2,28E+06 2,50E+05 7,91E+05 3,78E+05 7,08E+05 1,10E+06 >tr|A0A1E4DGY7|A0A1E4DGY7_9BACT Nitrospira sp. SCN 59-13 Serine protease 0 37,664 2,13E+08 10 2 2 2 6 8,8 53,262 A0A1E4DGY7;A0A1W1I0C2;A0A177QA64;A0A136KBG7;D8PIE4;A0A1W1HYG8A0A1E4DGY7;A0A1W1I0C2;A0A177QA64;A0A136KBG7;D8PIE4;A0A1W1HYG8210 1,20 0,00276

2,06E+06 2,81E+06 1,25E+06 1,01E+06 1,25E+06 3,44E+06 2,55E+06 1,01E+06 1,16E+06 4,57E+05 >tr|A0A238WGN0|A0A238WGN0_9RHOB Paracoccus sediminis NitT/TauT family transport system substrate-binding protein0 13,978 2,06E+08 8 2 2 2 17 7,1 34,84 A0A238WGN0;A0A1N7KLG7;A0A1L9BSC3;A0A1H8IP80;A0A1G5F934;A0A1E4ETS5;A0A2H5EVX4;A0A1I0GZJ3;A0A0D6TGE5;A0A2A2GPH5;A0A239PN97;A0A099G7C9;A0A099F623;S5XZ39;A0A2E3CGQ9;A0A2D2C492;A0A1V0GP42A0A238WGN0;A0A1N7KLG7;A0A1L9BSC3;A0A1H8IP80;A0A1G5F934;A0A1E4ETS5;A0A2H5EVX4;A0A1I0GZJ3;A0A0D6TGE5;A0A2A2GPH5;A0A239PN97;A0A099G7C9;A0A099F623;S5XZ39;A0A2E3CGQ9;A0A2D2C492;A0A1V0GP42219 0,24 0,01390

7,90E+05 9,21E+05 6,83E+05 9,39E+05 6,40E+05 0,00E+00 0,00E+00 3,43E+05 4,46E+05 2,72E+05 >tr|A0A1G7BKE7|A0A1G7BKE7_9RHOB Paracoccus isoporae ATP synthase subunit alpha 0 96,726 1,49E+08 2 4 4 2 33 10,6 55,101 A0A1G7BKE7;A0A2E3CCH9;A0A2D8X282;A0A239Q1W2;A0A238YBS3;A0A1N7MN35;A0A1L9BUZ1;A0A1H8N9X8;A0A1E4EV97;A0A0D6TAD2;A1B8N8;A0A2A2GP03;A0A1X7JJ48;A0A1W6D0L1;A0A1V0GQ42;A0A1N6X2D3;A0A1M7GXP6;A0A1K1ZLE2;A0A1I5JUF2;A0A1I3AVK1;A0A1H6JIN4;A0A1G9HCS5;A0A0V0Q4I0;A0A099FGT4;A0A099F7Z9;A0A1Q3K1E9;A0A099GFV9;A0A099FFS2;Q3SVJ4;A3WRA0;A0A1V4I1W7;A0A1M3CGW4;A0A1I0I4R2A0A1G7BKE7;A0A2E3CCH9;A0A2D8X282;A0A239Q1W2;A0A238YBS3;A0A1N7MN35;A0A1L9BUZ1;A0A1H8N9X8;A0A1E4EV97;A0A0D6TAD2;A1B8N8;A0A2A2GP03;A0A1X7JJ48;A0A1W6D0L1;A0A1V0GQ42;A0A1N6X2D3;A0A1M7GXP6;A0A1K1ZLE2;A0A1I5JUF2;A0A1I3AVK1;A0A1H6JIN4;A0A1G9HCS5;A0A0V0Q4I0;A0A099FGT4;A0A099F7Z9238 2,21 0,04795

1,78E+06 1,71E+06 1,44E+06 1,90E+06 1,35E+06 2,16E+07 1,84E+07 8,86E+06 1,87E+07 2,50E+07 >tr|A0A1I4UY44|A0A1I4UY44_9PROT Nitrosomonas nitrosa 30S ribosomal protein S7 0 161,78 8,85E+08 11 2 2 2 26 16 17,956 A0A1I4UY44;A0A1H3NRM1;A0A1H3KMF2;A0A1G8GGX3;Q82T69;Q0AIJ9;F9ZGL6;F8GHN6;B1Y7G8;A0A285C1E5;A0A1N6HIU1;A0A1I7HBD3;A0A1I4DS15;A0A1I3JX26;A0A1I1XCT3;A0A1I0FZ26;A0A1I0EWE5;A0A1H9Q1L4;A0A1H9BQZ0;A0A1H8NBA1;A0A1H8HZH9;A0A1H5UNU4;A0A1H3NT97;A0A1G5SHJ6;A0A1G4VAA5;A0A0F7KHU8A0A1I4UY44;A0A1H3NRM1;A0A1H3KMF2;A0A1G8GGX3;Q82T69;Q0AIJ9;F9ZGL6;F8GHN6;B1Y7G8;A0A285C1E5;A0A1N6HIU1;A0A1I7HBD3;A0A1I4DS15;A0A1I3JX26;A0A1I1XCT3;A0A1I0FZ26;A0A1I0EWE5;A0A1H9Q1L4;A0A1H9BQZ0;A0A1H8NBA1;A0A1H8HZH9;A0A1H5UNU4;A0A1H3NT97;A0A1G5SHJ6;A0A1G4VAA5;A0A0F7KHU8249 -1,45 0,00013

7,90E+05 1,00E+06 9,56E+05 1,41E+06 6,11E+05 5,96E+05 5,03E+05 3,66E+05 3,06E+05 3,53E+05 >tr|A0A1I4TAA1|A0A1I4TAA1_9PROT Nitrosomonas nitrosa Ribose-phosphate pyrophosphokinase 0 11,567 3,89E+07 2 2 2 2 27 7,9 34,799 A0A1I4TAA1;A0A1H3HK92;A0A1I0EK89;A0A1H9QA68;A0A1H8IBT8;F9ZJA6;F8GDH1;A0A285BZG3;A0A1N6FA62;A0A1I4J254;A0A1I3G0C3;A0A1H9AVE9;A0A1H8J7R8;A0A1H5SD06;A0A1H3GPH0;A0A1H2TTD3;A0A1G8AEB2;A0A0S3AHG0;A0A0F7KFU2;Q82TQ4;Q0AGY7;A0A1I7F3A2;A0A1I0E7Z9;A0A1G5SL74;A0A1G4VPD7;A0A1H3MTU6;A0A1I1WXS9A0A1I4TAA1;A0A1H3HK92;A0A1I0EK89;A0A1H9QA68;A0A1H8IBT8;F9ZJA6;F8GDH1;A0A285BZG3;A0A1N6FA62;A0A1I4J254;A0A1I3G0C3;A0A1H9AVE9;A0A1H8J7R8;A0A1H5SD06;A0A1H3GPH0;A0A1H2TTD3;A0A1G8AEB2;A0A0S3AHG0;A0A0F7KFU2;Q82TQ4;Q0AGY7;A0A1I7F3A2;A0A1I0E7Z9;A0A1G5SL74;A0A1G4VPD7;A0A1H3MTU6;A0A1I1WXS9261 -2,18 #ZAHL!

3,67E+07 5,26E+07 2,43E+07 4,07E+07 2,55E+07 3,92E+06 5,00E+05 2,26E+06 3,35E+06 3,42E+06 >tr|A0A1H8EX84|A0A1H8EX84_9RHOB Paracoccus alcaliphilus Amino acid ABC transporter substrate-binding protein, PAAT family0 70,212 3,53E+08 8 2 2 2 15 9,9 29,44 A0A1H8EX84;A0A2D2C0L2;A0A2H5F3T5;A1AZY4;A0A1X7J8G0;A0A1K1Y2G8;A0A1I5JMW4;A0A0V0PY30;A0A099FKT9;A0A099F7Y2;A0A1W6CZ51;A0A1H2R5P4;A0A099GK56;A0A099FB74;S5YIT7A0A1H8EX84;A0A2D2C0L2;A0A2H5F3T5;A1AZY4;A0A1X7J8G0;A0A1K1Y2G8;A0A1I5JMW4;A0A0V0PY30;A0A099FKT9;A0A099F7Y2;A0A1W6CZ51;A0A1H2R5P4;A0A099GK56;A0A099FB74;S5YIT7275 -0,64 0,00228

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,53E+05 3,42E+05 3,66E+05 5,91E+05 5,59E+05 >tr|A0A238Y2Z2|A0A238Y2Z2_9RHOB Paracoccus sediminis Aconitate hydratase 0 16,898 1,09E+08 14 2 2 2 40 3,5 99,539 A0A238Y2Z2;A0A1H8GA10;Q3SVV1;Q1QR48;A3WRY5;A0A1V4I3V8;A0A1Q3JV55;A0A1M3CK61;A0A1X7HVS9;A1BA21;A0A1N6UHQ2;A0A1K1U6V8;A0A1I5CIT2;A0A0V0PU44;A0A099FHQ7;A0A2H5F1J8;A0A1G7C8F1;S5XSG6;A0A2G1Z7X4;A0A2E3CGJ3;A0A2D8WYT5;A0A239PXA6;A0A1N7MRS8;A0A1I0ITR2;A0A099F1K1;A0A1M7HKV3;A0A1L9BQM9;A0A1H6JQU1;A0A2D2C0I3;A0A1V0GU96;A0A1I2YYT4;A0A1G5D9K4;A0A1E4EWU4;A0A0D6TH12;A0A2A2GNS0;A0A1G9HBY7;A0A1W6CYP7;A0A1H2ZVT2;A0A099GKG5;A0A099F3C5A0A238Y2Z2;A0A1H8GA10;Q3SVV1;Q1QR48;A3WRY5;A0A1V4I3V8;A0A1Q3JV55;A0A1M3CK61;A0A1X7HVS9;A1BA21;A0A1N6UHQ2;A0A1K1U6V8;A0A1I5CIT2;A0A0V0PU44;A0A099FHQ7;A0A2H5F1J8;A0A1G7C8F1;S5XSG6;A0A2G1Z7X4;A0A2E3CGJ3;A0A2D8WYT5;A0A239PXA6;A0A1N7MRS8;A0A1I0ITR2;A0A099F1K1;A0A1M7HKV3;A0A1L9BQM9;A0A1H6JQU1;A0A2D2C0I3;A0A1V0GU96;A0A1I2YYT4;A0A1G5D9K4;A0A1E4EWU4;A0A0D6TH12;A0A2A2GNS0;A0A1G9HBY7;A0A1W6CYP7;A0A1H2ZVT2;A0A099GKG5;A0A099F3C5276 -1,75 0,00004

8,19E+04 6,92E+04 5,31E+04 0,00E+00 5,38E+04 1,90E+06 1,46E+06 1,39E+05 2,24E+06 1,80E+06 >tr|A0A1H8KNX3|A0A1H8KNX3_9RHOB Paracoccus alcaliphilus MoxR-like ATPase 0 11,778 2,26E+08 3 2 2 2 29 10,1 32,827 A0A1H8KNX3;A1AZG6;A0A2D2C007;A0A2A2GP94;A0A239PR71;A0A1X7IDF9;A0A1N7KVV0;A0A1N6R4G7;A0A1M7IYR1;A0A1L9BS34;A0A1K1VJS8;A0A1I5ED89;A0A1I3BI12;A0A1G9BW53;A0A0V0PYK0;A0A099FQ89;A0A2H5EWV3;A0A2G1YYX2;A0A2D8WW66;A0A1W6CXU2;A0A1I0F5A0;A0A1H2XAF9;A0A1G7AE10;A0A1E4EQX2;A0A0D6TFI7;A0A099GIW6;A0A099F267;S5XWK0;B1Y0Z8A0A1H8KNX3;A1AZG6;A0A2D2C007;A0A2A2GP94;A0A239PR71;A0A1X7IDF9;A0A1N7KVV0;A0A1N6R4G7;A0A1M7IYR1;A0A1L9BS34;A0A1K1VJS8;A0A1I5ED89;A0A1I3BI12;A0A1G9BW53;A0A0V0PYK0;A0A099FQ89;A0A2H5EWV3;A0A2G1YYX2;A0A2D8WW66;A0A1W6CXU2;A0A1I0F5A0;A0A1H2XAF9;A0A1G7AE10;A0A1E4EQX2;A0A0D6TFI7;A0A099GIW6;A0A099F267;S5XWK0;B1Y0Z8281 -1,47 0,00324

3,58E+05 9,14E+05 6,19E+05 9,33E+06 1,65E+05 5,88E+06 6,50E+06 3,90E+06 5,86E+06 7,69E+06 >tr|A0A1V0GXN9|A0A1V0GXN9_9RHOB Paracoccus yeei Nitrous-oxide reductase 0 73,05 1,67E+09 22 2 2 2 4 4 70,504 A0A1V0GXN9;A0A1I3AAL6;A0A2D2C2T8;A0A2A2GIV4A0A1V0GXN9;A0A1I3AAL6;A0A2D2C2T8;A0A2A2GIV4299 -0,42 0,00001

3,71E+05 3,47E+05 7,94E+05 0,00E+00 4,99E+05 3,58E+05 1,75E+05 2,41E+05 7,13E+05 5,67E+05 >tr|A0A2H5EZC3|A0A2H5EZC3_9RHOB Paracoccus zhejiangensis Polyribonucleotide nucleotidyltransferase 0 14,262 8,23E+07 10 2 2 2 17 4,8 77,107 A0A2H5EZC3;A0A1I3B5N7;S5YFW1;A0A2E3CJ93;A0A2D8WX20;A0A1I0J3N1;A0A1L9BT43;A0A1G7CLS0;A0A1E4EV50;A0A238W4L9;A0A239PS32;A0A1K1X4V7;A0A1H8HYB7;A0A0D6TC00;A0A099FC30;A0A1G9KCD8;A0A099FFC0A0A2H5EZC3;A0A1I3B5N7;S5YFW1;A0A2E3CJ93;A0A2D8WX20;A0A1I0J3N1;A0A1L9BT43;A0A1G7CLS0;A0A1E4EV50;A0A238W4L9;A0A239PS32;A0A1K1X4V7;A0A1H8HYB7;A0A0D6TC00;A0A099FC30;A0A1G9KCD8;A0A099FFC0300 -3,15 0,00357

7,13E+05 6,46E+05 0,00E+00 5,30E+05 0,00E+00 1,35E+08 1,81E+08 9,55E+07 1,20E+08 1,15E+08 >tr|A0A1I3IIN1|A0A1I3IIN1_9PROT Nitrosomonas sp. Nm34 Nitrosocyanin 0 323,31 1,54E+10 69 2 2 2 4 18,2 16,298 A0A1I3IIN1;A0A1I4NZ49;A0A0F7KKN5;A0A1H2XC03A0A1I3IIN1;A0A1I4NZ49;A0A0F7KKN5;A0A1H2XC03304 0,99 0,00002

1,96E+06 2,70E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4KSY5|A0A1I4KSY5_9PROT Nitrosomonas nitrosa PAS domain S-box-containing protein 0 14,528 9,42E+07 7 2 2 2 15 17,3 17,419 A0A1I4KSY5;A0A1H9S0K9;F9ZGQ1;F8GDY9;A0A285BXQ1;A0A1N6IQ36;A0A1I3ZZ64;A0A1I0FPM4;A0A1H8KJY1;A0A1H8GRC9;A0A1H5SQG7;A0A1H3JPF8;A0A1G8AL51;A0A0S3AFB3;A0A1G5SF39A0A1I4KSY5;A0A1H9S0K9;F9ZGQ1;F8GDY9;A0A285BXQ1;A0A1N6IQ36;A0A1I3ZZ64;A0A1I0FPM4;A0A1H8KJY1;A0A1H8GRC9;A0A1H5SQG7;A0A1H3JPF8;A0A1G8AL51;A0A0S3AFB3;A0A1G5SF39306 #ZAHL! 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,26E+06 1,35E+06 7,16E+05 1,27E+06 1,27E+06 >tr|A0A1I4KYU4|A0A1I4KYU4_9PROT Nitrosomonas nitrosa protein HflK 0 58,503 1,81E+08 5 2 2 2 2 7,4 44,408 A0A1I4KYU4;A0A1H3FM86 A0A1I4KYU4;A0A1H3FM86 310 -1,55 0,00001

8,25E+05 1,46E+06 3,41E+06 1,15E+06 1,17E+06 7,32E+05 9,24E+05 7,18E+05 7,90E+05 7,25E+05 >tr|A0A1I4L308|A0A1I4L308_9PROT Nitrosomonas nitrosa ATP-dependent zinc metalloprotease FtsH 0 25,112 1,33E+08 2 2 2 2 29 5,2 70,567 A0A1I4L308;A0A1I4MGZ7;A0A1I3J4M0;A0A1H3NLL4;A0A1H3FWE7;A0A1H2VER3;A0A1G8GDY8;A0A0F7KAS9;A0A1N6GDZ8;F8GJL7;F9ZF05;A0A286AB10;A0A285BWT6;A0A1I2A5B1;A0A1H9BEY5;A0A1H5UEJ6;A0A1H3I9G3;A0A0S3AMH4;A0A1I4D7S4;A0A1I0FXM2;A0A1H8G8J2;A0A1H8LC63;A0A1G5SFD7;Q0AHC5;A0A1G4WF53;Q820A1;A0A1I7G801;A0A1I0BCA6;A0A1H9PXQ0A0A1I4L308;A0A1I4MGZ7;A0A1I3J4M0;A0A1H3NLL4;A0A1H3FWE7;A0A1H2VER3;A0A1G8GDY8;A0A0F7KAS9;A0A1N6GDZ8;F8GJL7;F9ZF05;A0A286AB10;A0A285BWT6;A0A1I2A5B1;A0A1H9BEY5;A0A1H5UEJ6;A0A1H3I9G3;A0A0S3AMH4;A0A1I4D7S4;A0A1I0FXM2;A0A1H8G8J2;A0A1H8LC63;A0A1G5SFD7;Q0AHC5;A0A1G4WF53;Q820A1;A0A1I7G801;A0A1I0BCA6;A0A1H9PXQ0315 -4,74 #ZAHL!

1,37E+07 1,74E+07 1,42E+07 2,02E+07 1,68E+07 4,98E+05 2,11E+05 2,87E+05 1,65E+05 3,75E+05 >tr|A0A1I4L4C3|A0A1I4L4C3_9PROT Nitrosomonas nitrosa Trigger factor 0 11,941 5,29E+07 3 2 2 2 2 7,1 49,671 A0A1I4L4C3;A0A1H3HQV8 A0A1I4L4C3;A0A1H3HQV8 319 -1,86 #ZAHL!

4,22E+05 6,37E+05 5,25E+05 4,43E+05 2,16E+05 5,39E+05 2,14E+05 0,00E+00 8,45E+04 0,00E+00 >tr|A0A1I4LC70|A0A1I4LC70_9PROT Nitrosomonas nitrosa Putative glucose-6-phosphate 1-epimerase 0 49,137 5,53E+08 13 2 2 2 1 9 32,793 A0A1I4LC70 A0A1I4LC70 322 5,24 0,13535

0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,02E+04 2,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4LCL8|A0A1I4LCL8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 12,996 4,68E+07 2 2 2 2 1 16,1 22,346 A0A1I4LCL8 A0A1I4LCL8 323 6,26 #ZAHL!

3,02E+05 4,84E+05 2,78E+05 2,29E+05 3,93E+05 0,00E+00 2,57E+05 0,00E+00 1,28E+05 7,27E+04 >tr|A0A1I4LFK8|A0A1I4LFK8_9PROT Nitrosomonas nitrosa Glucose/arabinose dehydrogenase, beta-propeller fold 0 86,183 4,44E+07 4 2 2 2 1 9,3 41,449 A0A1I4LFK8 A0A1I4LFK8 324 2,14 #ZAHL!

1,35E+07 1,58E+07 1,23E+07 1,55E+07 1,68E+07 0,00E+00 0,00E+00 0,00E+00 1,05E+05 0,00E+00 >tr|A0A1I4LL47|A0A1I4LL47_9PROT Nitrosomonas nitrosa Dienelactone hydrolase 0 28,146 9,65E+07 9 2 2 2 1 13,5 25,78 A0A1I4LL47 A0A1I4LL47 328 6,51 0,34705

0,00E+00 2,88E+05 1,01E+05 1,55E+05 0,00E+00 2,64E+05 9,41E+04 0,00E+00 7,94E+04 5,32E+04 >tr|A0A1I4LLU2|A0A1I4LLU2_9PROT Nitrosomonas nitrosa N-acetylneuraminic acid mutarotase 0 218,64 1,90E+08 13 2 2 2 1 15,5 36,257 A0A1I4LLU2 A0A1I4LLU2 329 4,20 0,05853

9,08E+06 1,14E+07 7,82E+06 9,06E+06 9,10E+06 2,60E+08 3,07E+08 2,73E+08 2,44E+08 3,28E+08 >tr|A0A1I4LZL7|A0A1I4LZL7_9PROT Nitrosomonas nitrosa CHRD domain-containing protein 0 32,899 1,35E+10 15 2 2 2 1 21,7 18,734 A0A1I4LZL7 A0A1I4LZL7 335 0,48 0,00000

1,53E+06 3,26E+06 3,38E+06 1,20E+06 2,97E+06 4,56E+05 6,14E+05 2,37E+05 5,21E+05 7,26E+05 >tr|A0A1I4MQW9|A0A1I4MQW9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 12,737 1,66E+08 7 2 2 2 2 13,4 22,388 A0A1I4MQW9;A0A1I3HTS7 A0A1I4MQW9;A0A1I3HTS7 342 3,58 0,00025

9,86E+06 1,81E+07 1,33E+07 1,40E+07 4,60E+06 0,00E+00 0,00E+00 9,27E+04 0,00E+00 0,00E+00 >tr|A0A1I4N2X8|A0A1I4N2X8_9PROT Nitrosomonas nitrosa Glucokinase 0 19,053 3,98E+07 5 2 2 2 1 10,2 36,272 A0A1I4N2X8 A0A1I4N2X8 346 5,12 0,34706

1,35E+06 2,58E+06 2,32E+06 1,88E+06 1,86E+06 1,05E+06 1,16E+06 3,56E+05 1,42E+06 9,21E+05 >tr|A0A1I4NDH3|A0A1I4NDH3_9PROT Nitrosomonas nitrosa Reactive intermediate/imine deaminase 0 323,31 6,98E+08 18 2 2 2 9 22,9 14,088 A0A1I4NDH3;Q82TN3;Q0AFT1;A0A1I0D030;A0A1H3MG79;A0A1H3GGI0;A0A1G8BP91;A0A1G4V270;A0A1H3JZ84A0A1I4NDH3;Q82TN3;Q0AFT1;A0A1I0D030;A0A1H3MG79;A0A1H3GGI0;A0A1G8BP91;A0A1G4V270;A0A1H3JZ84350 4,07 0,00055

7,55E+06 1,09E+07 8,16E+06 1,18E+07 4,52E+06 6,25E+07 5,54E+07 2,06E+07 3,01E+07 5,07E+07 >tr|A0A1I4NHR2|A0A1I4NHR2_9PROT Nitrosomonas nitrosa Bacterial nucleoid protein Hbs 0 323,31 1,03E+09 16 2 2 2 4 30 9,1096 A0A1I4NHR2;A0A1H3I0K1;A0A1H3HVP8;A0A1G8DNA5A0A1I4NHR2;A0A1H3I0K1;A0A1H3HVP8;A0A1G8DNA5352 -0,83 0,00055

1,69E+07 2,30E+07 8,44E+06 5,03E+06 1,55E+07 1,93E+05 1,18E+05 1,55E+05 0,00E+00 0,00E+00 >tr|A0A1I4NQJ8|A0A1I4NQJ8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,167 2,13E+08 2 2 2 2 2 28,2 8,8851 A0A1I4NQJ8;A0A1H3I546 A0A1I4NQJ8;A0A1H3I546 357 7,83 0,04753

1,09E+06 8,63E+05 5,69E+05 5,57E+05 1,04E+06 2,67E+05 3,26E+05 1,30E+05 2,54E+05 3,02E+05 >tr|A0A1I4NY11|A0A1I4NY11_9PROT Nitrosomonas nitrosa Probable cytosol aminopeptidase 0 12,576 4,08E+07 5 2 2 2 17 5,6 53,271 A0A1I4NY11;A0A1I4PHL2;A0A1I3IUF8;A0A1H3L2Z0;A0A1H2UB96;A0A1G8BW16;A0A0F7KFM8;Q0AIF5;A0A1I7J282;A0A1H3J195;A0A1H3I2D4;A0A1G4VEA4;A0A1I4FIE1;A0A1I2DV93;A0A1H9YTT8;A0A1H9N8I0;A0A1H8C907A0A1I4NY11;A0A1I4PHL2;A0A1I3IUF8;A0A1H3L2Z0;A0A1H2UB96;A0A1G8BW16;A0A0F7KFM8;Q0AIF5;A0A1I7J282;A0A1H3J195;A0A1H3I2D4;A0A1G4VEA4;A0A1I4FIE1;A0A1I2DV93;A0A1H9YTT8;A0A1H9N8I0;A0A1H8C907363 -3,33 #ZAHL!

1,41E+05 1,16E+05 8,01E+04 8,59E+04 1,68E+05 2,06E+06 2,19E+06 1,13E+06 1,18E+06 1,84E+06 >tr|A0A1I4P6X5|A0A1I4P6X5_9PROT Nitrosomonas nitrosa 30S ribosomal protein S2 0 37,373 1,61E+08 15 2 2 2 1 13,6 27,161 A0A1I4P6X5 A0A1I4P6X5 368 -1,44 #ZAHL!

1,64E+06 3,22E+06 1,97E+06 2,61E+06 8,36E+05 7,88E+06 4,83E+06 0,00E+00 3,86E+05 2,16E+05 >tr|A0A1I4P9J6|A0A1I4P9J6_9PROT Nitrosomonas nitrosa Urease subunit gamma 0 21,055 5,00E+08 8 2 2 2 3 35 10,943 A0A1I4P9J6;A0A1I2DQY2;A0A1H8RUA2A0A1I4P9J6;A0A1I2DQY2;A0A1H8RUA2 369 2,70 0,13133

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,04E+05 9,15E+05 9,20E+05 6,62E+05 7,27E+04 >tr|A0A1I4PAT8|A0A1I4PAT8_9PROT Nitrosomonas nitrosa 4-hydroxy-tetrahydrodipicolinate synthase 0 15,513 1,95E+08 17 2 2 2 7 10,3 31,317 A0A1I4PAT8;A0A1I3HUS1;A0A1H3NXU7;A0A1H3LCK6;A0A1H2XHD8;A0A1G8DJ13;A0A0F7KC57A0A1I4PAT8;A0A1I3HUS1;A0A1H3NXU7;A0A1H3LCK6;A0A1H2XHD8;A0A1G8DJ13;A0A0F7KC57370 1,14 0,00269

1,42E+05 2,09E+05 1,58E+05 1,27E+05 1,12E+05 2,78E+05 2,96E+05 1,34E+05 2,74E+05 3,09E+05 >tr|A0A1I4PC75|A0A1I4PC75_9PROT Nitrosomonas nitrosa Multicopper oxidase with three cupredoxin domains (Includes cell division protein FtsP and spore coat protein CotA)0 27,957 6,41E+07 5 2 2 2 1 3,8 119,74 A0A1I4PC75 A0A1I4PC75 373 -1,71 0,00004

0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,27E+05 5,28E+05 6,11E+05 0,00E+00 8,93E+05 2,17E+06 >tr|A0A1I4PHL3|A0A1I4PHL3_9PROT Nitrosomonas nitrosa Peptidase propeptide and YPEB domain-containing protein0 13,685 7,10E+07 5 2 2 2 1 32 11,106 A0A1I4PHL3 A0A1I4PHL3 375 1,25 0,04905

0,00E+00 0,00E+00 4,42E+04 0,00E+00 1,60E+05 9,64E+04 1,19E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PHR3|A0A1I4PHR3_9PROT Nitrosomonas nitrosa Thioredoxin reductase 0 21,412 1,64E+07 3 2 2 2 16 13,9 33,856 A0A1I4PHR3;A0A1N6FVU3;A0A286A9W1;A0A1H5T7P3;A0A0S3AMX4;A0A1I4SJX9;A0A1I3LKH3;A0A1H3HF35;A0A1G7Z8W8;Q82TF9;Q0AHX1;A0A1I7IC17;A0A1I0EGX0;A0A1G4VKY5;F9ZKT2;A0A1I1W1B7A0A1I4PHR3;A0A1N6FVU3;A0A286A9W1;A0A1H5T7P3;A0A0S3AMX4;A0A1I4SJX9;A0A1I3LKH3;A0A1H3HF35;A0A1G7Z8W8;Q82TF9;Q0AHX1;A0A1I7IC17;A0A1I0EGX0;A0A1G4VKY5;F9ZKT2;A0A1I1W1B7376 3,09 0,14432

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,31E+05 6,66E+04 3,12E+05 4,09E+04 4,28E+05 >tr|A0A1I4PJT6|A0A1I4PJT6_9PROT Nitrosomonas nitrosa Arginine biosynthesis bifunctional protein ArgJ 0 53,242 1,76E+08 7 2 2 2 24 8,3 43,901 A0A1I4PJT6;F9ZIE6;A0A286A322;A0A285C0D0;A0A1H9FNN3;A0A1H5UZS3;A0A0S3AIJ1;F8GHS4;A0A1I3Y6E8;A0A1I2AIZ4;A0A1I0BTT0;A0A1H9MH17;A0A1H8NYC4;A0A1H8ABM8;B1Y0N8;A0A1I4ITN4;A0A1I3G410;A0A1H3H3I1;A0A1H3H1M8;A0A1H2VNP0;A0A1G7Y140;A0A1G5SE92;A0A0F7KGJ4;A0A1N6FE09A0A1I4PJT6;F9ZIE6;A0A286A322;A0A285C0D0;A0A1H9FNN3;A0A1H5UZS3;A0A0S3AIJ1;F8GHS4;A0A1I3Y6E8;A0A1I2AIZ4;A0A1I0BTT0;A0A1H9MH17;A0A1H8NYC4;A0A1H8ABM8;B1Y0N8;A0A1I4ITN4;A0A1I3G410;A0A1H3H3I1;A0A1H3H1M8;A0A1H2VNP0;A0A1G7Y140;A0A1G5SE92;A0A0F7KGJ4;A0A1N6FE09379 2,64 0,01714

5,62E+06 6,28E+06 0,00E+00 6,38E+06 0,00E+00 2,26E+06 2,33E+06 9,27E+05 2,21E+06 1,24E+06 >tr|A0A1I4PKL9|A0A1I4PKL9_9PROT Nitrosomonas nitrosa ATP synthase subunit beta 0 323,31 6,78E+08 27 6 6 2 9 22,7 50,04 A0A1I4PKL9;A0A1H3KSV7;A0A1I3JSM5;A0A1H3H9V7;A0A1H2V723;A0A1G7Z2Y0;A0A0F7KCD8;Q82XP8;A0A1I0C1S5A0A1I4PKL9;A0A1H3KSV7;A0A1I3JSM5;A0A1H3H9V7;A0A1H2V723;A0A1G7Z2Y0;A0A0F7KCD8;Q82XP8;A0A1I0C1S5381 1,11 0,00029

4,45E+05 6,19E+05 6,15E+05 3,69E+05 0,00E+00 0,00E+00 2,73E+05 0,00E+00 0,00E+00 1,89E+05 >tr|A0A1I4PUA9|A0A1I4PUA9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 15,469 2,41E+07 2 2 2 2 5 14,3 17,167 A0A1I4PUA9;A0A1I3IMI9;A0A1G8C0J8;A0A1I4K1G3;A0A0F7KJA4A0A1I4PUA9;A0A1I3IMI9;A0A1G8C0J8;A0A1I4K1G3;A0A0F7KJA4389 2,26 #ZAHL!

2,16E+07 2,19E+07 1,56E+07 1,49E+07 1,42E+07 0,00E+00 1,62E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PXB7|A0A1I4PXB7_9PROT Nitrosomonas nitrosa NAD(P)H dehydrogenase (quinone) 0 19,104 2,55E+08 6 2 2 2 1 21,5 21,241 A0A1I4PXB7 A0A1I4PXB7 391 7,44 #ZAHL!

2,90E+06 2,23E+06 0,00E+00 1,76E+06 1,48E+06 0,00E+00 1,70E+06 6,29E+06 0,00E+00 8,12E+06 >tr|A0A1I4PXN1|A0A1I4PXN1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 100,25 3,37E+09 18 2 2 2 1 17 15,964 A0A1I4PXN1 A0A1I4PXN1 392 4,85 0,09142

3,77E+06 4,75E+06 3,22E+06 4,14E+06 3,06E+06 4,42E+05 1,93E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4PXQ7|A0A1I4PXQ7_9PROT Nitrosomonas nitrosa WD40-like Beta Propeller Repeat 0 35,948 1,05E+08 7 2 2 2 5 10,7 39,319 A0A1I4PXQ7;A0A1H9GFY6;A0A0S3AHK8;A0A1H2XJU2;A0A286A932A0A1I4PXQ7;A0A1H9GFY6;A0A0S3AHK8;A0A1H2XJU2;A0A286A932393 3,81 0,18322

5,68E+06 4,01E+06 3,43E+06 3,29E+06 5,50E+06 2,38E+06 0,00E+00 1,84E+06 1,15E+06 1,52E+06 >tr|A0A1I4Q2E0|A0A1I4Q2E0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 11,221 2,23E+08 4 2 2 2 1 14,5 18,293 A0A1I4Q2E0 A0A1I4Q2E0 398 1,61 0,00867

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,91E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4QG95|A0A1I4QG95_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 25,009 1,55E+08 8 2 2 2 1 43,4 10,418 A0A1I4QG95 A0A1I4QG95 404 5,58 0,34666

5,03E+06 5,73E+06 3,41E+06 6,37E+06 3,65E+06 3,10E+06 3,46E+06 8,53E+05 1,25E+06 1,77E+06 >tr|A0A1I4QKP9|A0A1I4QKP9_9PROT Nitrosomonas nitrosa Peptidylprolyl isomerase 0 134,19 1,19E+09 21 2 2 2 3 9,1 29,266 A0A1I4QKP9;A0A1I4QR82;A0A0F7KHJ1A0A1I4QKP9;A0A1I4QR82;A0A0F7KHJ1 406 2,72 0,00356

3,25E+05 4,13E+05 4,52E+05 3,56E+05 3,09E+05 4,26E+07 1,06E+07 1,15E+07 7,51E+06 1,02E+07 >tr|A0A1I4QQM3|A0A1I4QQM3_9PROT Nitrosomonas nitrosa 50S ribosomal protein L22 0 119,62 7,78E+08 23 2 2 2 1 31,8 11,968 A0A1I4QQM3 A0A1I4QQM3 409 -0,80 0,03633

5,25E+05 5,13E+05 2,94E+05 0,00E+00 2,50E+05 8,89E+06 7,42E+06 2,60E+06 6,37E+06 5,78E+06 >tr|A0A1I4QRK0|A0A1I4QRK0_9PROT Nitrosomonas nitrosa 50S ribosomal protein L15 0 258,3 3,98E+08 8 2 2 2 5 18,9 15,725 A0A1I4QRK0;B1Y8B8;Q82X73;A0A1I7J1F3;A0A1I0CS76A0A1I4QRK0;B1Y8B8;Q82X73;A0A1I7J1F3;A0A1I0CS76413 -0,27 #ZAHL!

0,00E+00 3,35E+05 0,00E+00 0,00E+00 2,93E+05 4,47E+06 5,90E+05 4,54E+06 4,30E+06 9,53E+05 >tr|A0A1I4QT32|A0A1I4QT32_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit alpha 0 16,937 3,22E+08 7 2 2 2 1 8,4 36,812 A0A1I4QT32 A0A1I4QT32 416 -2,29 0,01086

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,33E+06 3,25E+06 1,78E+06 2,92E+06 3,50E+06 >tr|A0A1I4R245|A0A1I4R245_9PROT Nitrosomonas nitrosa Carbonic anhydrase 0 29,197 2,91E+08 9 2 2 2 1 12,3 28,891 A0A1I4R245 A0A1I4R245 419 1,42 0,00006

0,00E+00 5,56E+06 0,00E+00 7,26E+06 5,39E+06 1,06E+06 8,76E+05 8,85E+05 1,32E+06 2,09E+06 >tr|A0A1I4S4N1|A0A1I4S4N1_9PROT Nitrosomonas nitrosa protein TolB 0 15,757 1,49E+08 7 2 2 2 1 7,1 47,924 A0A1I4S4N1 A0A1I4S4N1 431 #ZAHL! #ZAHL!

3,59E+07 3,55E+07 4,29E+07 3,77E+07 3,45E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4SHM7|A0A1I4SHM7_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,739 1,02E+08 7 2 2 2 1 14,8 22,322 A0A1I4SHM7 A0A1I4SHM7 438 #ZAHL! 0,00000

7,01E+07 1,10E+08 1,04E+08 4,58E+07 9,84E+07 9,44E+04 2,52E+05 9,60E+04 1,22E+05 1,68E+05 >tr|A0A1I4SKM8|A0A1I4SKM8_9PROT Nitrosomonas nitrosa Nucleoid-associated protein SAMN05421880_1259 0 14,442 9,15E+07 6 2 2 2 15 25,9 11,834 A0A1I4SKM8;Q82X61;Q0AIG3;A0A1N6IYA2;A0A1I7J237;A0A1I0CTI7;A0A1H3HZZ4;A0A1G4VE64;A0A1I4R7R0;A0A1I3KH16;A0A1H3LP72;A0A1H3I6K2;A0A1G8BEF5;A0A1G5SIX0;A0A0F7KE24A0A1I4SKM8;Q82X61;Q0AIG3;A0A1N6IYA2;A0A1I7J237;A0A1I0CTI7;A0A1H3HZZ4;A0A1G4VE64;A0A1I4R7R0;A0A1I3KH16;A0A1H3LP72;A0A1H3I6K2;A0A1G8BEF5;A0A1G5SIX0;A0A0F7KE24439 4,07 0,00112

4,96E+05 3,13E+05 0,00E+00 0,00E+00 0,00E+00 4,85E+06 4,85E+06 1,36E+07 1,33E+07 6,32E+06 >tr|A0A1I4SRA2|A0A1I4SRA2_9PROT Nitrosomonas nitrosa Bacterioferritin 0 222,38 5,72E+08 12 2 2 2 1 16,9 18,029 A0A1I4SRA2 A0A1I4SRA2 442 -1,05 0,00269

1,22E+07 2,51E+07 2,00E+07 9,20E+06 4,24E+06 5,92E+05 3,98E+05 1,02E+05 3,97E+05 4,80E+05 >tr|A0A1I4SXI1|A0A1I4SXI1_9PROT Nitrosomonas nitrosa Iron(III) transport system substrate-binding protein 0 142,93 1,70E+08 6 2 2 2 11 7,7 37,568 A0A1I4SXI1;A0A0S3ANM4;F9ZKL2;F8GEA4;A0A286ABP4;A0A285BV81;A0A1H8ZZ94;A0A1H8MTY5;A0A1H5U005;A0A1H3PLT6;A0A1G8H794A0A1I4SXI1;A0A0S3ANM4;F9ZKL2;F8GEA4;A0A286ABP4;A0A285BV81;A0A1H8ZZ94;A0A1H8MTY5;A0A1H5U005;A0A1H3PLT6;A0A1G8H794446 2,02 0,00127

3,06E+05 7,41E+05 4,26E+05 6,48E+05 0,00E+00 6,41E+05 8,01E+05 3,37E+05 4,51E+05 1,04E+06 >tr|A0A1I4TA78|A0A1I4TA78_9PROT Nitrosomonas nitrosa 50S ribosomal protein L25 0 12,729 3,63E+08 6 2 2 2 1 12,9 22,011 A0A1I4TA78 A0A1I4TA78 448 3,18 0,00080

1,28E+07 2,27E+07 6,00E+06 1,44E+07 0,00E+00 6,01E+05 4,00E+05 1,80E+05 0,00E+00 2,58E+05 >tr|A0A1I4TS02|A0A1I4TS02_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 41,158 6,28E+07 9 2 2 2 1 23,4 18,554 A0A1I4TS02 A0A1I4TS02 451 1,75 0,02194

1,54E+06 2,77E+06 5,32E+05 3,62E+05 0,00E+00 2,19E+07 1,51E+07 1,10E+07 1,52E+07 2,18E+07 >tr|A0A1I4TUX8|A0A1I4TUX8_9PROT Nitrosomonas nitrosa Cytochrome c 0 323,31 6,41E+09 46 2 2 2 1 36,5 10,9 A0A1I4TUX8 A0A1I4TUX8 454 3,53 0,00004

1,32E+07 2,67E+07 2,61E+07 1,72E+07 3,47E+06 2,25E+05 9,11E+04 3,22E+04 0,00E+00 0,00E+00 >tr|A0A1I4U3C2|A0A1I4U3C2_9PROT Nitrosomonas nitrosa Aspartyl/glutamyl-tRNA(Asn/Gln) amidotransferase subunit B0 13,708 4,76E+07 4 2 2 2 20 6,9 53,032 A0A1I4U3C2;A0A1I4DAZ8;F9ZJJ3;F8GLK7;A0A286A7N0;A0A285BYU3;A0A1I4MPX6;A0A1I3LLT0;A0A1H9B0A8;A0A1H8N1Q1;A0A1H5VML4;A0A1H3L4P6;A0A1H2SUX2;A0A1G8DAR2;A0A1G5SBW9;A0A0S3AH85;A0A0F7K9Q7;A0A1H9Y746;A0A1H9M978;A0A1H8H2X1A0A1I4U3C2;A0A1I4DAZ8;F9ZJJ3;F8GLK7;A0A286A7N0;A0A285BYU3;A0A1I4MPX6;A0A1I3LLT0;A0A1H9B0A8;A0A1H8N1Q1;A0A1H5VML4;A0A1H3L4P6;A0A1H2SUX2;A0A1G8DAR2;A0A1G5SBW9;A0A0S3AH85;A0A0F7K9Q7;A0A1H9Y746;A0A1H9M978;A0A1H8H2X1459 1,83 #ZAHL!

7,48E+07 1,44E+08 6,17E+07 8,89E+07 1,06E+08 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4U7U5|A0A1I4U7U5_9PROT Nitrosomonas nitrosa Ankyrin repeat 0 14,808 2,52E+07 3 2 2 2 1 15,2 31,365 A0A1I4U7U5 A0A1I4U7U5 461 #ZAHL! #ZAHL!

3,51E+05 1,05E+06 7,54E+05 5,53E+05 0,00E+00 7,04E+04 1,64E+05 6,86E+04 6,86E+04 7,85E+04 >tr|A0A1I4UIH3|A0A1I4UIH3_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit beta 0 113,27 4,06E+07 3 5 5 2 1 4,9 156,82 A0A1I4UIH3 A0A1I4UIH3 466 -5,33 #ZAHL!

2,61E+07 3,45E+07 2,45E+07 2,58E+07 2,82E+07 2,66E+07 2,53E+07 1,57E+07 1,73E+07 2,21E+07 >tr|A0A1I4UWX0|A0A1I4UWX0_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit C 0 284,46 1,20E+09 31 2 2 2 10 10,7 31,574 A0A1I4UWX0;Q79B03;A0A1N6J6R2;Q9LC65;Q82T63;Q0ADP6;O07271;H2VFU7;A0A1I7JG27;A0A1G4WTW2A0A1I4UWX0;Q79B03;A0A1N6J6R2;Q9LC65;Q82T63;Q0ADP6;O07271;H2VFU7;A0A1I7JG27;A0A1G4WTW2470 -1,32 0,00001

1,96E+07 2,02E+07 1,85E+07 2,01E+07 1,91E+07 8,13E+06 9,88E+06 4,36E+06 9,60E+06 8,49E+06 >tr|A0A1I4V1W9|A0A1I4V1W9_9PROT Nitrosomonas nitrosa Elongation factor Tu 0 323,31 9,88E+08 21 4 4 2 13 14,6 43,023 A0A1I4V1W9;A0A1H3RE67;A0A1G8IPI7;A0A1G4WUZ2;A0A1I7JHZ5;A0A1I3P6G4;A0A1H3AIV0;Q0AIJ7;Q0AF46;A0A0F7KJG6;A0A0F7KD71;A0A1I4TJS7;A0A1I4TED1A0A1I4V1W9;A0A1H3RE67;A0A1G8IPI7;A0A1G4WUZ2;A0A1I7JHZ5;A0A1I3P6G4;A0A1H3AIV0;Q0AIJ7;Q0AF46;A0A0F7KJG6;A0A0F7KD71473 -2,62 0,00004

7,23E+06 1,43E+07 1,32E+07 7,99E+06 1,12E+07 4,69E+06 5,64E+06 2,74E+05 3,90E+06 1,09E+06 >tr|Q3SRC7|Q3SRC7_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) Glutamine synthetase 0 29,795 1,46E+09 20 2 2 2 6 6,4 52,589 Q3SRC7;Q1QL71;A0A1V4HYN2;A0A1Q3KAD4;A0A1M3CKS7;A3WZC0Q3SRC7;Q1QL71;A0A1V4HYN2;A0A1Q3KAD4;A0A1M3CKS7;A3WZC0488 1,62 0,01709

1,47E+06 1,29E+06 1,04E+06 1,35E+06 6,83E+05 1,68E+05 4,32E+06 4,85E+04 9,59E+04 2,44E+06 >tr|Q3SRT3|Q3SRT3_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) K(+)-insensitive pyrophosphate-energized proton pump 0 143,36 2,99E+08 6 2 2 2 15 5,4 71,98 Q3SRT3;Q1QLC2;A0A1V4HZ43;A0A1Q3JTJ7;A0A256WZH1;A0A1W9G6P1;A0A0S4LTH7;A0A0S4LH95;A0A1W9GK17;A0A1W1HZT4;A0A136JQH0;A0A0S4L038;A0A0K2GGC2;A0A1M3C8Z2;A3WYR6Q3SRT3;Q1QLC2;A0A1V4HZ43;A0A1Q3JTJ7;A0A256WZH1;A0A1W9G6P1;A0A0S4LTH7;A0A0S4LH95;A0A1W9GK17;A0A1W1HZT4;A0A136JQH0;A0A0S4L038;A0A0K2GGC2;A0A1M3C8Z2;A3WYR6496 0,30 #ZAHL!

6,47E+07 7,47E+07 7,38E+07 8,24E+07 5,47E+07 1,97E+05 2,60E+05 1,22E+05 7,44E+04 5,63E+05 >sp|Q3SQJ5|CH602_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) 60 kDa chaperonin 2 0 201,99 7,44E+07 8 9 7 2 6 18,7 57,872 Q3SQJ5;Q1QK71;A0A1V4HWW2;A3WX61;Q1QP32;A0A1V4I0T8Q3SQJ5;Q1QK71;A0A1V4HWW2;A3WX61;Q1QP32;A0A1V4I0T8505 -0,13 #ZAHL!

1,36E+08 1,49E+08 1,55E+08 1,39E+08 1,26E+08 2,01E+06 3,25E+05 5,46E+04 6,86E+05 9,23E+04 >tr|A0A1V6LWY3|A0A1V6LWY3_9BACT Candidatus Brocadia sapporoensis Phage tail protein 0 11,904 2,40E+08 5 2 2 2 1 5,6 52,746 A0A1V6LWY3 A0A1V6LWY3 508 0,76 0,11842

7,55E+06 9,09E+06 5,52E+06 8,01E+06 4,46E+06 2,55E+07 2,65E+07 9,37E+06 2,43E+07 2,17E+07 >tr|D8P8X4|D8P8X4_9BACT Nitrospira defluvii Uncharacterized protein 0 82,355 2,29E+09 43 2 2 2 4 37,7 8,7831 D8P8X4;A0A1W1HVC4;A0A0K2GJ68;A0A136JWZ9D8P8X4;A0A1W1HVC4;A0A0K2GJ68;A0A136JWZ9515 1,71 0,00013

6,42E+07 7,12E+07 6,78E+07 7,56E+07 6,00E+07 0,00E+00 5,34E+04 1,23E+04 0,00E+00 5,12E+04 >tr|D8PI59|D8PI59_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, alpha subunit 0 120,29 2,16E+07 3 8 8 2 8 8,7 131,61 D8PI59;A0A1W1HYC2;A0A136JKY7;A0A1W1HYH2;A0A1W9IHH8;D8PI41;A0A136JVT1;A0A177QN67D8PI59;A0A1W1HYC2;A0A136JKY7;A0A1W1HYH2518 1,02 #ZAHL!

0,00E+00 1,49E+06 1,65E+06 7,14E+05 0,00E+00 0,00E+00 3,22E+04 0,00E+00 0,00E+00 0,00E+00 >tr|D8PH62|D8PH62_9BACT Nitrospira defluvii Putative Polysaccharide export protein 0 12,77 1,09E+08 5 2 2 2 2 14,2 24,797 D8PH62;A0A1W1HZE4 D8PH62;A0A1W1HZE4 520 8,02 #ZAHL!

2,88E+07 2,09E+07 1,53E+07 2,09E+07 1,97E+07 2,01E+05 2,52E+05 3,59E+04 1,63E+05 1,81E+05 >tr|A0A1W1I680|A0A1W1I680_9BACT Nitrospira japonica DNA-directed RNA polymerase subunit beta 0 14,217 1,08E+08 8 3 2 2 12 3 154,52 A0A1W1I680;A0A1W9ISM8;A0A1W9GHF2;A0A0S4L6C0;A0A256WWI3;A0A1W9GSP6;A0A136KEJ5;A0A0S4LDV3;A0A0S4KU45;A0A0K2G9J9;D8PCU5;A0A1W1HR39A0A1W1I680;A0A1W9ISM8;A0A1W9GHF2;A0A0S4L6C0;A0A256WWI3;A0A1W9GSP6;A0A136KEJ5;A0A0S4LDV3;A0A0S4KU45;A0A0K2G9J9;D8PCU5;A0A1W1HR39528 -0,93 0,00167

1,20E+06 1,58E+06 7,97E+05 1,30E+06 7,72E+05 1,69E+07 1,56E+07 7,00E+06 1,13E+07 1,11E+07 >tr|A0A1W1IA41|A0A1W1IA41_9BACT Nitrospira japonica Uncharacterized protein 0 99,519 9,25E+09 16 2 2 2 1 7,9 26,585 A0A1W1IA41 A0A1W1IA41 532 3,52 0,00012

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,65E+05 0,00E+00 1,01E+06 0,00E+00 3,39E+05 >tr|A0A1W9GRC8|A0A1W9GRC8_9BACT Nitrospira sp. SG-bin1 Osmotically inducible protein OsmC 0 323,31 5,83E+08 12 2 2 2 1 22 14,971 A0A1W9GRC8 A0A1W9GRC8 541 5,29 0,08691

2,37E+06 1,90E+06 1,59E+06 1,46E+06 1,07E+06 7,19E+05 2,01E+05 1,81E+06 5,01E+06 9,65E+06 >tr|A0A1W9J7A5|A0A1W9J7A5_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 15,556 2,58E+08 9 2 2 2 6 9,4 28,332 A0A1W9J7A5;A0A136JQL7;A0A1W9IB46;A0A1W9GRX8;A0A177QEH5;A0A0S4L2P1A0A1W9J7A5;A0A136JQL7;A0A1W9IB46;A0A1W9GRX8;A0A177QEH5;A0A0S4L2P1550 -1,52 0,08284

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,59E+06 7,40E+06 4,59E+06 6,25E+06 6,71E+06 >tr|A0A2H5EWY1|A0A2H5EWY1_9RHOB Paracoccus zhejiangensis 60 kDa chaperonin 0 323,31 1,69E+09 27 7 3 2 34 15,3 57,771 A0A2H5EWY1;A0A2A2GHN6;Q9Z462;A1B877;A0A1K2F025;A0A1I5MKY4;A0A099ET11;A0A238USG0;A0A1M7H3W8;A0A1I5M1Q7;A0A1H6LWC7;A0A1E4EQD9;A0A1L9BM62;A0A1H2ZK76;A0A1G9H593;A0A1G5FKV7;A0A0D6TFI2;A0A099GJW9;A0A099FI20;A0A2D8WW27;A0A1W6D025;A0A1X7KRJ3;A0A1I2Y6A9;A0A0V0Q020;A0A2G1Z0M6;A0A239PRV9;A0A1G7GFX0;A0A1I0F500;A0A1N7KWK9;A0A1N6PXV4;A0A099F934;A0A2H5F5Y8;A0A1V0GNM2;A0A1H8KPA6A0A2H5EWY1;A0A2A2GHN6;Q9Z462;A1B877;A0A1K2F025;A0A1I5MKY4;A0A099ET11;A0A238USG0;A0A1M7H3W8;A0A1I5M1Q7;A0A1H6LWC7;A0A1E4EQD9;A0A1L9BM62;A0A1H2ZK76;A0A1G9H593;A0A1G5FKV7;A0A0D6TFI2;A0A099GJW9;A0A099FI20;A0A2D8WW27;A0A1W6D025;A0A1X7KRJ3;A0A1I2Y6A9;A0A0V0Q020;A0A2G1Z0M6;A0A239PRV9;A0A1G7GFX0;A0A1I0F500;A0A1N7KWK9;A0A1N6PXV4;A0A099F934560 -0,57 0,00000

1,80E+05 1,21E+05 6,82E+04 1,67E+05 1,23E+05 4,49E+05 5,82E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A2G1YZQ9|A0A2G1YZQ9_9RHOB Paracoccus sp. ATP synthase subunit beta 0 17,755 7,90E+07 3 4 2 2 2 13,1 50,448 A0A2G1YZQ9;A0A1N7MME2 A0A2G1YZQ9;A0A1N7MME2 565 1,22 0,14592

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,61E+07 1,89E+07 9,05E+06 1,35E+07 1,65E+07 >tr|A0A2G1Z4R4|A0A2G1Z4R4_9RHOB Paracoccus sp. Transcriptional regulator 0 11,233 8,19E+08 3 2 2 2 41 19,6 12,255 A0A2G1Z4R4;S5XRT9;Q3SRC8;Q1QL72;I4Z626;B1Y8D0;B1Y6V3;B1XYB9;A3WZB5;A1BAI1;A0A2H5EYG7;A0A2E3CFD0;A0A2A2GI94;A0A239PNZ9;A0A238Y440;A0A1X7KU98;A0A1W6CUY2;A0A1V4HYQ9;A0A1V0GPU5;A0A1Q3KAP1;A0A1N7PLM3;A0A1N6ULU1;A0A1M7DH92;A0A1M3CKT5;A0A1L9BQB1;A0A1K2CAL2;A0A1I5FB91;A0A1I2XFP6;A0A1H9Y5V6;A0A1H8NKD6;A0A1H6KDF0;A0A1G9DLP1;A0A1G6TLN1;A0A1G5FAC8;A0A1E4ETA4;A0A0V0Q0Z9;A0A0D6TFN4;A0A099G7F7;A0A099FDA4;A0A099F2Z6;A0A099F1G0A0A2G1Z4R4;S5XRT9;Q3SRC8;Q1QL72;I4Z626;B1Y8D0;B1Y6V3;B1XYB9;A3WZB5;A1BAI1;A0A2H5EYG7;A0A2E3CFD0;A0A2A2GI94;A0A239PNZ9;A0A238Y440;A0A1X7KU98;A0A1W6CUY2;A0A1V4HYQ9;A0A1V0GPU5;A0A1Q3KAP1;A0A1N7PLM3;A0A1N6ULU1;A0A1M7DH92;A0A1M3CKT5;A0A1L9BQB1;A0A1K2CAL2;A0A1I5FB91;A0A1I2XFP6;A0A1H9Y5V6;A0A1H8NKD6;A0A1H6KDF0;A0A1G9DLP1;A0A1G6TLN1;A0A1G5FAC8;A0A1E4ETA4;A0A0V0Q0Z9;A0A0D6TFN4;A0A099G7F7;A0A099FDA4;A0A099F2Z6;A0A099F1G0567 -0,25 0,00002

1,03E+05 1,59E+05 0,00E+00 9,13E+04 6,88E+04 8,28E+05 1,01E+06 6,46E+05 7,76E+05 9,43E+05 >tr|A0A2H5F246|A0A2H5F246_9RHOB Paracoccus zhejiangensis Formate dehydrogenase 0 12,264 9,77E+08 5 2 2 2 2 2,6 109,92 A0A2H5F246;A0A1N7JPA7 A0A2H5F246;A0A1N7JPA7 571 1,94 0,00000

1,55E+07 1,67E+07 1,53E+07 1,61E+07 9,50E+06 1,62E+06 2,66E+06 1,26E+06 0,00E+00 1,13E+05 >sp|B1Y3S9|ATPA_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) ATP synthase subunit alpha 0 16,466 1,12E+09 12 3 2 2 2 6,1 54,569 B1Y3S9;I4Z5I1 B1Y3S9 582 2,60 0,05178

6,68E+06 5,80E+06 4,24E+06 4,88E+06 7,32E+06 5,06E+05 6,38E+05 2,13E+05 3,62E+05 5,69E+05 >tr|S5XXR5|S5XXR5_PARAH Paracoccus aminophilus JCM 7686 Chaperone protein DnaK 0 65,097 1,32E+08 10 6 6 2 36 11,7 69,102 S5XXR5;A0A1X7L3Z7;A0A1N6QS32;A0A1L9BP89;A0A2E3CHJ1;A0A1I3B0C4;A1B4E9;A0A2G1Z6C8;A0A1V0GT91;A0A1N7JSC8;A0A1K1Y9I2;A0A1I5H591;A0A1G5EAQ9;A0A0V0Q5C5;A0A099FBI7;A0A099F5M4;A0A239PL44;A0A1H8IDN6;A0A238VDB0;A0A1H9YZX2;Q3SW76;Q1QRU1;A3WSF3;A0A1V4I2S6;A0A1Q3K8V6;A0A1M3CAU2;A0A1W6CYC3;A0A1G6Z4U9;A0A099FB26;A0A1M7J336;A0A1H6MR82;A0A1G9C491;A0A0D6TBY7;A0A1H2XPK2;A0A099GK59;A0A2A2GKU6S5XXR5;A0A1X7L3Z7;A0A1N6QS32;A0A1L9BP89;A0A2E3CHJ1;A0A1I3B0C4;A1B4E9;A0A2G1Z6C8;A0A1V0GT91;A0A1N7JSC8;A0A1K1Y9I2;A0A1I5H591;A0A1G5EAQ9;A0A0V0Q5C5;A0A099FBI7;A0A099F5M4;A0A239PL44;A0A1H8IDN6;A0A238VDB0;A0A1H9YZX2;Q3SW76;Q1QRU1;A3WSF3;A0A1V4I2S6;A0A1Q3K8V6;A0A1M3CAU2;A0A1W6CYC3;A0A1G6Z4U9;A0A099FB26;A0A1M7J336;A0A1H6MR82;A0A1G9C491;A0A0D6TBY7;A0A1H2XPK2;A0A099GK59;A0A2A2GKU6620 -0,94 0,00032

1,23E+05 1,26E+05 8,98E+04 0,00E+00 6,80E+04 7,56E+05 1,05E+06 2,36E+06 5,63E+05 6,93E+05 >tr|S5YYG4|S5YYG4_PARAH Paracoccus aminophilus JCM 7686 50S ribosomal protein L14 0 20,07 1,01E+08 8 3 3 3 49 34,4 13,423 S5YYG4;A1B037;A0A2H5EYS0;A0A2G1Z334;A0A238UQC5;A0A1X7KHD6;A0A1V0GRB0;A0A1N6XHJ1;A0A1L9BVA9;A0A1K2BTG4;A0A1I2XSZ2;A0A1I0IGQ6;A0A1H8M0A1;A0A1G5J7L0;A0A1E4ESD7;A0A0V0Q2K2;A0A0D6TES4;A0A099FIZ6;A0A099F6M8;Q3SSV6;Q1QN20;A3WVT3;A0A2A2GL38;A0A239Q2B9;A0A1W6CXA2;A0A1V4I0N0;A0A1N7N3Z5;A0A1M7I3V2;A0A1H6MJK4;A0A1G9MWK8;A0A1G6W2P0;A0A099G7P0;A0A099FCS5;A0A1M3CAK7;D8PCW2;A0A256WSM9;A0A1W9IZU8;A0A1W9IVW9;A0A1W9HB89;A0A1W9GGW6;A0A1W9GBH5;A0A1W1I692;A0A1W1HR22;A0A177QJ64;A0A136K869;A0A0S4LGT8;A0A0S4L6H6;A0A0S4KWB5;A0A0K2G9V3S5YYG4;A1B037;A0A2H5EYS0;A0A2G1Z334;A0A238UQC5;A0A1X7KHD6;A0A1V0GRB0;A0A1N6XHJ1;A0A1L9BVA9;A0A1K2BTG4;A0A1I2XSZ2;A0A1I0IGQ6;A0A1H8M0A1;A0A1G5J7L0;A0A1E4ESD7;A0A0V0Q2K2;A0A0D6TES4;A0A099FIZ6;A0A099F6M8;Q3SSV6;Q1QN20;A3WVT3;A0A2A2GL38;A0A239Q2B9;A0A1W6CXA2;A0A1V4I0N0;A0A1N7N3Z5;A0A1M7I3V2;A0A1H6MJK4;A0A1G9MWK8;A0A1G6W2P0;A0A099G7P0;A0A099FCS520 0,73 0,01074

1,13E+08 1,07E+08 9,19E+07 1,08E+08 1,02E+08 4,77E+05 2,83E+05 1,04E+05 3,71E+05 2,93E+05 >tr|A0A1I4VG17|A0A1I4VG17_9PROT Nitrosomonas communis DNA-directed RNA polymerase subunit beta 0 279,51 1,10E+08 5 4 4 3 28 5,2 151,81 A0A1I4VG17;A0A1I4UIA8;A0A1I3MB80;A0A1H3Q3Q8;A0A1H2Z1Q9;A0A1G8GYT8;A0A0F7KDD2;Q82T75;A0A1I0EN40;A0A1H3PEW0;A0A1H3NJ05;A0A1G5SHK6;F9ZFE0;F8GL02;A0A286AGB9;A0A285BVW3;A0A1N6GF94;A0A1I4GRX9;A0A1I2GFH3;A0A1I0G0A2;A0A1H9RQ56;A0A1H9GF65;A0A1H8IQN3;A0A1H5Y413;A0A0S3AK20;Q0AF53;A0A1I7J9K2;A0A1G4WS23A0A1I4VG17;A0A1I4UIA8;A0A1I3MB80;A0A1H3Q3Q8;A0A1H2Z1Q9;A0A1G8GYT8;A0A0F7KDD2;Q82T75;A0A1I0EN40;A0A1H3PEW0;A0A1H3NJ05;A0A1G5SHK6;F9ZFE0;F8GL02;A0A286AGB9;A0A285BVW3;A0A1N6GF94;A0A1I4GRX9;A0A1I2GFH3;A0A1I0G0A2;A0A1H9RQ56;A0A1H9GF65;A0A1H8IQN3;A0A1H5Y413;A0A0S3AK20;Q0AF53;A0A1I7J9K2;A0A1G4WS2361 #ZAHL! #ZAHL!

1,80E+06 1,61E+06 1,95E+06 1,68E+06 1,74E+06 1,57E+06 4,11E+05 1,34E+06 1,85E+06 1,90E+06 >tr|A0A1I4Q9J8|A0A1I4Q9J8_9PROT Nitrosomonas nitrosa Acyl carrier protein 0 46,449 3,29E+08 12 3 3 3 6 49,4 9,1509 A0A1I4Q9J8;A0A1H3ISD4;A0A1G8DT87;A0A0F7KF85;A0A1H3HLE5;A0A1I3L6I5A0A1I4Q9J8;A0A1H3ISD4;A0A1G8DT87;A0A0F7KF85;A0A1H3HLE5;A0A1I3L6I568 3,86 0,00079

7,17E+05 7,89E+05 7,99E+05 8,69E+05 7,02E+05 0,00E+00 1,88E+06 0,00E+00 0,00E+00 9,87E+06 >tr|A0A0K2GF07|A0A0K2GF07_NITMO Nitrospira moscoviensis Rubrerythrin 0 27,053 4,30E+08 11 3 3 3 2 22 15,701 A0A0K2GF07;A0A2C9CI92 A0A0K2GF07 111 2,35 0,25450

1,50E+06 2,08E+06 1,25E+06 1,58E+06 1,27E+06 1,08E+07 8,19E+06 3,18E+06 4,40E+06 6,50E+06 >tr|A0A1W9G6C0|A0A1W9G6C0_9BACT Nitrospira sp. SG-bin2 Uncharacterized protein 0 323,31 2,69E+09 70 3 3 3 5 14,2 34,071 A0A1W9G6C0;A0A0K2GGE5;A0A1W9I9K4;A0A1W1HZX3;A0A0S4KV42A0A1W9G6C0;A0A0K2GGE5;A0A1W9I9K4;A0A1W1HZX3114 3,01 0,00120

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,34E+05 1,11E+05 8,34E+04 9,89E+04 2,14E+05 >tr|F9ZFQ9|F9ZFQ9_9PROT Nitrosomonas sp. AL212 Rubrerythrin 0 17,683 1,84E+08 7 3 3 3 11 18,7 15,15 F9ZFQ9;F8GF27;A0A1I4DMZ7;A0A1H9MEA3;A0A1H9C8D7;A0A1H8S008;A0A1H3DVT5;A0A0S3AFT3;A0A1H9Z2S9;A0A1H8E3N4;A0A1H5TKI2F9ZFQ9;F8GF27;A0A1I4DMZ7;A0A1H9MEA3;A0A1H9C8D7;A0A1H8S008;A0A1H3DVT5;A0A0S3AFT3;A0A1H9Z2S9;A0A1H8E3N4;A0A1H5TKI2129 5,15 0,00745

2,56E+06 3,25E+06 1,55E+06 1,21E+06 2,00E+06 4,21E+07 4,03E+07 1,49E+07 3,00E+07 2,87E+07 >tr|F9ZIM7|F9ZIM7_9PROT Nitrosomonas sp. AL212 Glyceraldehyde-3-phosphate dehydrogenase 0 27,456 5,97E+09 8 3 3 3 37 10,5 36,078 F9ZIM7;F8GHX2;A0A285C095;A0A1N6GYW2;A0A1H5SHS3;A0A0S3AHS1;A0A1I4CJJ9;A0A1I0EBP1;A0A1H9NUB6;A0A1H8BND5;A0A1H3E4S1;A0A1G5SFY4;Q4JDJ1;Q0AFR0;A0A1I7EV75;A0A1G4V1R5;A0A1H8P1N2;A0A1I2EN39;B1Y7P8;A0A1I4PUY8;A0A1I4LWZ3;A0A1I3JYG4;A0A1H3MRN1;A0A1H3FBL7;A0A1H2VZZ0;A0A1G8D1M3;A0A0F7KG00;Q82XE7;A0A1I0AMA5;Q4JDJ3;Q4JDJ2;A0A136M4M5;A0A0M2V370;A0A0C9Q1G9;A0A1W9ITL5;A0A1W1I5J2;A0A0S4L8U2F9ZIM7;F8GHX2;A0A285C095;A0A1N6GYW2;A0A1H5SHS3;A0A0S3AHS1;A0A1I4CJJ9;A0A1I0EBP1;A0A1H9NUB6;A0A1H8BND5;A0A1H3E4S1;A0A1G5SFY4;Q4JDJ1;Q0AFR0;A0A1I7EV75;A0A1G4V1R5;A0A1H8P1N2;A0A1I2EN39;B1Y7P8;A0A1I4PUY8;A0A1I4LWZ3;A0A1I3JYG4;A0A1H3MRN1;A0A1H3FBL7;A0A1H2VZZ0;A0A1G8D1M3;A0A0F7KG00;Q82XE7;A0A1I0AMA5;Q4JDJ3;Q4JDJ2137 -0,28 0,00021

0,00E+00 0,00E+00 3,57E+04 0,00E+00 0,00E+00 1,96E+07 1,20E+07 5,44E+06 1,68E+07 1,46E+07 >tr|D8PGG0|D8PGG0_9BACT Nitrospira defluvii Cold shock protein CspA 0 323,31 3,06E+09 9 3 3 3 15 31,9 7,8498 D8PGG0;A0A256WYR4;A0A1W9GQR8;A0A1W9GN69;A0A1W1HNS6;A0A1E4DPF5;A0A0S4LNZ6;A0A1W9J070;A0A1W1I9F6;A0A1W9ISF1;A0A1W9G753;A0A0S4LSW1;A0A0K2GBE9;A0A136JV49;A0A0S4KYB8D8PGG0;A0A256WYR4;A0A1W9GQR8;A0A1W9GN69;A0A1W1HNS6;A0A1E4DPF5;A0A0S4LNZ6169 3,80 0,00047

1,42E+07 1,64E+07 9,59E+06 1,65E+07 1,34E+07 6,12E+07 4,13E+07 2,61E+07 4,00E+07 5,40E+07 >tr|D8PDK8|D8PDK8_9BACT Nitrospira defluvii Thioredoxin 0 323,31 5,49E+09 19 3 3 3 15 22,6 12,714 D8PDK8;A0A1W1HQC3;A0A136JQ12;A0A0S4KWN0;A0A1W9GH59;A0A1W9GN95;A0A1W9GI54;A0A177QKQ4;A0A256WUL2;A0A1W9J639;A0A1W9IKY6;A0A1W1I741;A0A0S4LRQ3;A0A0S4LMK5;A0A0K2GBA9D8PDK8;A0A1W1HQC3;A0A136JQ12;A0A0S4KWN0178 1,64 0,00008

Condition 1 Condition 2
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2,42E+06 2,17E+06 9,17E+05 0,00E+00 2,26E+06 0,00E+00 9,98E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4KU12|A0A1I4KU12_9PROT Nitrosomonas nitrosa Isocitrate dehydrogenase [NADP] 0 18,867 2,09E+08 6 3 3 3 1 9,6 45,928 A0A1I4KU12 A0A1I4KU12 308 2,95 0,34664

1,35E+05 9,43E+04 8,48E+04 8,94E+04 1,32E+05 2,95E+05 1,99E+05 1,35E+05 4,42E+04 1,44E+05 >tr|A0A1I4L271|A0A1I4L271_9PROT Nitrosomonas nitrosa Phosphate ABC transporter substrate-binding protein, PhoT family0 25,94 1,47E+08 8 3 3 3 8 13 36,599 A0A1I4L271;A0A0F7KBJ1;A0A1I4QMN0;A0A1I3HN94;A0A1H3NLP8;A0A1H3IBP4;A0A1G8GDL5;A0A1H3I9N0A0A1I4L271 314 3,01 0,00417

7,30E+06 9,87E+06 4,65E+06 7,50E+06 6,46E+06 1,65E+08 1,50E+08 5,72E+07 1,20E+08 1,12E+08 >tr|A0A1I4L3J7|A0A1I4L3J7_9PROT Nitrosomonas nitrosa Dissimilatory nitrite reductase (NO-forming), copper type apoprotein0 251,32 6,28E+09 116 3 3 3 7 11,7 39,397 A0A1I4L3J7;A0A285BWT3;F9ZGQ9;A0A1I2F5V9;A0A1H9F0A7;A0A1H5SSX7;A0A0S3AFD2A0A1I4L3J7 316 -1,75 0,00019

1,76E+06 2,45E+06 2,59E+06 1,88E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,35E+05 0,00E+00 >tr|A0A1I4L4F3|A0A1I4L4F3_9PROT Nitrosomonas nitrosa Phospholipid transport system substrate-binding protein0 32,113 7,15E+07 8 3 3 3 1 19,6 23,761 A0A1I4L4F3 A0A1I4L4F3 320 5,31 0,34693

1,20E+08 1,62E+08 1,32E+08 1,17E+08 1,10E+08 6,64E+05 4,68E+05 2,32E+05 3,83E+05 6,43E+05 >tr|A0A1I4LL08|A0A1I4LL08_9PROT Nitrosomonas nitrosa Apoptosis-inducing factor, C-term 0 19,579 7,65E+07 7 3 3 3 1 11,2 43,74 A0A1I4LL08 A0A1I4LL08 327 -0,55 0,00036

1,38E+05 1,04E+05 8,02E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,79E+05 2,56E+05 2,58E+05 >tr|A0A1I4M5U7|A0A1I4M5U7_9PROT Nitrosomonas nitrosa Malate dehydrogenase 0 20,039 9,65E+07 6 3 3 3 5 13,4 35,956 A0A1I4M5U7;F8GE84;A0A1I2AZM0;A0A1I0EQ05;A0A1H8I7F9A0A1I4M5U7 336 3,28 0,04486

2,54E+08 2,99E+08 1,87E+08 2,58E+08 2,86E+08 3,24E+05 6,42E+04 3,89E+04 5,88E+05 7,25E+05 >tr|A0A1I4M6F6|A0A1I4M6F6_9PROT Nitrosomonas nitrosa Cytochrome c-type biogenesis protein CcmH 0 323,31 5,15E+08 37 3 3 3 1 9,9 48,123 A0A1I4M6F6 A0A1I4M6F6 337 3,50 0,03488

6,66E+06 4,00E+06 3,12E+06 7,74E+06 3,03E+06 0,00E+00 0,00E+00 1,29E+05 3,62E+05 2,49E+05 >tr|A0A1I4MRP1|A0A1I4MRP1_9PROT Nitrosomonas nitrosa Uncharacterized protein YjbI, contains pentapeptide repeats0 323,31 1,55E+08 12 3 3 3 1 18,5 27,233 A0A1I4MRP1 A0A1I4MRP1 343 4,47 0,06973

4,60E+06 3,66E+06 3,45E+06 4,61E+06 4,85E+06 2,19E+06 2,83E+06 1,09E+06 1,99E+06 2,47E+06 >tr|A0A1I4NE55|A0A1I4NE55_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 38,082 1,77E+08 7 3 3 3 8 19,8 25,246 A0A1I4NE55;A0A1I4SX72;A0A1I3KXI1;A0A1H3MEX9;A0A1H3GIJ5;A0A1H2QCF5;A0A1G8BPC6;A0A0F7KE20A0A1I4NE55 351 -3,10 #ZAHL!

3,82E+06 4,64E+06 4,17E+06 5,07E+06 2,41E+06 1,33E+06 2,82E+06 9,62E+05 2,21E+06 3,23E+06 >tr|A0A1I4PK05|A0A1I4PK05_9PROT Nitrosomonas nitrosa ATP synthase gamma chain 0 106,38 2,96E+08 18 3 3 3 27 17,4 32,795 A0A1I4PK05;A0A1G5SCT9;Q82XP9;Q0AJB1;A0A1I7I3Z1;A0A1I0C2Y9;A0A1H3KTP7;A0A1G4VX41;A0A1I4PCB2;A0A1I3JRN4;A0A1H3KU90;A0A1H3HBR5;A0A1H2V765;A0A1G7Z2N6;A0A0F7KDK3;F9ZDG4;F8GH93;A0A285BYF8;A0A1N6FGP6;A0A1I2AJS4;A0A1H8NU05;A0A1H5RS81;A0A0S3AGN3;A0A1I3X4K0;A0A1H9ZEK8;A0A1H9MZ42;A0A1H8BYL1A0A1I4PK05;A0A1G5SCT9;Q82XP9;Q0AJB1;A0A1I7I3Z1;A0A1I0C2Y9;A0A1H3KTP7;A0A1G4VX41380 -0,62 0,00117

2,71E+07 3,18E+07 2,30E+07 2,20E+07 2,68E+07 4,00E+04 0,00E+00 4,39E+05 0,00E+00 5,59E+05 >tr|A0A1I4PT58|A0A1I4PT58_9PROT Nitrosomonas nitrosa 3-isopropylmalate dehydrogenase 0 20,923 1,66E+08 6 3 3 3 10 12,7 38,028 A0A1I4PT58;A0A1I4N588;A0A1I3GCS9;A0A1H3K9P6;A0A1H3F489;A0A1H2PXL4;A0A1G7YRD8;A0A1G5SE19;A0A0F7KII8;B1XY43A0A1I4PT58 388 2,89 0,12376

5,29E+04 4,84E+04 4,46E+04 3,13E+04 4,78E+04 2,17E+07 1,46E+07 9,13E+06 1,43E+07 1,30E+07 >tr|A0A1I4PWR0|A0A1I4PWR0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 185,02 2,71E+09 58 3 3 3 1 25 18,368 A0A1I4PWR0 A0A1I4PWR0 390 1,87 0,00010

3,09E+07 1,97E+07 1,13E+07 5,39E+07 6,11E+06 2,46E+06 6,82E+05 1,90E+06 1,90E+06 3,25E+06 >tr|A0A1I4PYC6|A0A1I4PYC6_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 17,244 1,19E+08 4 3 3 3 6 19,3 23,753 A0A1I4PYC6;A0A1G5SBM3;A0A1G7YBI7;A0A1I1WVW2;A0A1G4V158;A0A1H5V0G0A0A1I4PYC6;A0A1G5SBM3;A0A1G7YBI7 394 -1,75 0,00126

1,68E+05 2,39E+05 1,84E+05 2,22E+05 1,94E+05 0,00E+00 3,67E+05 0,00E+00 8,15E+04 3,11E+05 >tr|A0A1I4Q279|A0A1I4Q279_9PROT Nitrosomonas nitrosa Heat shock protein Hsp20 0 22,395 7,60E+06 5 3 3 3 1 28,2 19,388 A0A1I4Q279 A0A1I4Q279 397 #ZAHL! #ZAHL!

2,73E+05 3,77E+05 2,28E+05 3,50E+05 3,68E+05 3,13E+06 2,95E+06 2,11E+06 2,67E+06 4,29E+06 >tr|A0A1I4QB85|A0A1I4QB85_9PROT Nitrosomonas nitrosa 5-methyltetrahydropteroyltriglutamate--homocysteine methyltransferase0 323,31 1,43E+09 25 3 3 3 1 5,3 86,39 A0A1I4QB85 A0A1I4QB85 402 0,19 0,00003

1,09E+06 2,14E+06 1,17E+06 1,39E+06 1,47E+06 5,31E+06 6,13E+06 3,02E+05 4,00E+06 1,12E+06 >tr|A0A1I4QS20|A0A1I4QS20_9PROT Nitrosomonas nitrosa 30S ribosomal protein S4 0 59,349 2,71E+08 11 3 3 3 1 23,1 20,805 A0A1I4QS20 A0A1I4QS20 415 -1,12 0,01859

9,23E+06 4,78E+06 1,25E+07 4,24E+06 4,53E+06 9,72E+05 1,43E+06 2,92E+05 1,25E+06 8,60E+05 >tr|A0A1I4R1A5|A0A1I4R1A5_9PROT Nitrosomonas nitrosa Pyridoxal phosphate homeostasis protein 0 323,31 3,47E+08 11 3 3 3 8 20,2 26,294 A0A1I4R1A5;A0A1I4KTR3;A0A1I3HZZ9;A0A1H3HPA4;A0A1H3HKT9;A0A1H2XIN6;A0A1G8HBJ0;A0A0F7KF38A0A1I4R1A5 418 2,19 0,00115

8,61E+06 1,17E+07 8,08E+06 2,07E+07 1,33E+07 5,92E+06 3,93E+06 2,98E+06 5,16E+06 6,35E+06 >tr|A0A1I4RGD5|A0A1I4RGD5_9PROT Nitrosomonas nitrosa Glutamate dehydrogenase 0 323,31 9,28E+08 40 3 3 3 14 12,8 48,543 A0A1I4RGD5;A0A1I4T2L4;A0A1H3IW31;A0A1H3HRX7;A0A1G8EBQ5;Q82U80;Q0AIP4;A0A1I7HXP4;A0A1I3KDC0;A0A1I0BKB3;A0A1H3HHL7;A0A1H2RVY8;A0A1G4VA42;A0A0F7KD92A0A1I4RGD5;A0A1I4T2L4;A0A1H3IW31;A0A1H3HRX7;A0A1G8EBQ5421 -1,67 0,00005

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,14E+05 5,81E+05 0,00E+00 7,67E+04 0,00E+00 >tr|A0A1I4RHL9|A0A1I4RHL9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 34,808 7,60E+08 8 3 3 3 1 9,3 60,081 A0A1I4RHL9 A0A1I4RHL9 422 4,74 0,11358

1,13E+05 9,48E+04 9,45E+04 1,20E+05 0,00E+00 3,99E+05 9,26E+05 1,20E+05 3,80E+05 1,02E+05 >tr|A0A1I4RSA5|A0A1I4RSA5_9PROT Nitrosomonas nitrosa Probable glycine dehydrogenase (decarboxylating) subunit 20 23,223 6,18E+07 7 3 3 3 10 10,4 53,109 A0A1I4RSA5;A0A1I4QHC8;A0A1I3HEY6;A0A1H3PQF5;A0A1H3HBG4;A0A1H2QSS8;A0A1G8G1Y4;A0A0F7KGP7;F8GET8;A0A1H8SMH5A0A1I4RSA5 425 -3,24 #ZAHL!

2,18E+07 2,70E+07 2,58E+07 3,12E+07 2,26E+07 8,64E+05 8,15E+05 3,49E+05 3,45E+05 7,78E+05 >tr|A0A1I4RSB1|A0A1I4RSB1_9PROT Nitrosomonas nitrosa Polyribonucleotide nucleotidyltransferase 0 31,994 1,07E+08 8 3 3 3 19 6,4 76,886 A0A1I4RSB1;A0A1H3MGY5;A0A1I4PQE4;A0A1I3ICT5;A0A1H3QI25;A0A1H2SKP2;A0A1G8GSH6;A0A0F7KFK9;A0A1I2GJB7;F8GHF8;A0A1H8KPA5;F9ZHV8;A0A285BUU9;A0A1H9DJR4;A0A1H5U0A2;A0A286AFU3;A0A0S3AM38;A0A1I0CLJ9;A0A1H8AZT7A0A1I4RSB1 426 -2,88 #ZAHL!

5,69E+05 6,73E+05 6,89E+05 6,86E+05 8,63E+05 3,56E+06 1,82E+06 7,63E+05 2,66E+06 2,29E+06 >tr|A0A1I4STI8|A0A1I4STI8_9PROT Nitrosomonas nitrosa OmpA-OmpF porin, OOP family 0 54,033 9,94E+08 11 3 3 3 1 17,8 25,966 A0A1I4STI8 A0A1I4STI8 444 2,43 0,00135

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,24E+06 1,78E+06 1,36E+06 1,07E+06 8,52E+05 >tr|A0A1I4SYW0|A0A1I4SYW0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 107,4 4,61E+08 19 3 3 3 1 5,5 72,973 A0A1I4SYW0 A0A1I4SYW0 447 -0,11 0,00004

3,11E+07 5,66E+07 8,97E+07 2,12E+07 4,30E+07 1,32E+07 9,76E+06 7,68E+06 1,05E+07 1,06E+07 >tr|A0A1I4TRU7|A0A1I4TRU7_9PROT Nitrosomonas nitrosa 50S ribosomal protein L19 0 83,126 1,36E+09 46 3 3 3 19 30,2 14,591 A0A1I4TRU7;B1Y0H8;A0A1I0BW03;A0A1H9QU36;A0A1H8AAD4;A0A1I4N2G8;A0A1I3GC01;A0A1H3JTS9;A0A1H3J574;A0A1G8APS6;A0A0F7KJJ6;A0A1H8L6J9;F8GJ17;F9ZEQ7;A0A285BXI2;A0A1I2CXW2;A0A0S3AG28;A0A1H5XBP7;A0A1I4AV60A0A1I4TRU7 450 1,46 0,00000

4,32E+05 3,26E+05 4,18E+05 5,18E+05 4,08E+05 7,03E+04 9,56E+04 0,00E+00 0,00E+00 1,15E+05 >tr|A0A1I4U3F4|A0A1I4U3F4_9PROT Nitrosomonas nitrosa NAD(P)-dependent dehydrogenase, short-chain alcohol dehydrogenase family0 46,23 2,18E+08 16 3 3 3 1 18,5 25,39 A0A1I4U3F4 A0A1I4U3F4 460 5,57 0,04759

4,06E+05 3,99E+05 3,90E+05 3,58E+05 3,10E+05 6,52E+05 5,23E+05 1,47E+05 3,44E+05 4,09E+05 >tr|A0A1I4UYV9|A0A1I4UYV9_9PROT Nitrosomonas nitrosa Elongation factor G 0 20,943 1,31E+08 9 3 3 3 10 7,5 77,422 A0A1I4UYV9;A0A1I4TEC4;A0A1I3JWC6;A0A0F7KF77;Q82T70;A0A1I0EXE1;A0A1H3NU03;A0A1H3NPF3;A0A1H2W5W9;A0A1G8GGU8A0A1I4UYV9;A0A1I4TEC4;A0A1I3JWC6;A0A0F7KF77472 -0,70 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 4,47E+06 0,00E+00 5,81E+06 1,31E+07 8,70E+06 4,83E+06 6,11E+06 >sp|Q3SVJ1|ATPB_NITWN Nitrobacter winogradskyi (strain ATCC 25391 / DSM 10237 / CIP 104748 / NCIMB 11846 / Nb-255) ATP synthase subunit beta 0 323,31 3,63E+09 16 5 5 3 4 15,1 50,822 Q3SVJ1;Q1QQS8;A3WRA3;A0A1V4I260Q3SVJ1;Q1QQS8;A3WRA3;A0A1V4I260 507 1,39 0,00087

8,16E+05 1,35E+06 1,03E+06 8,95E+05 1,27E+06 7,23E+05 1,14E+06 3,59E+05 8,28E+05 7,02E+05 >tr|A0A1W9GQI2|A0A1W9GQI2_9BACT Nitrospira sp. SG-bin1 Molybdopterin synthase sulfur carrier subunit 0 22,018 3,88E+08 12 3 3 3 13 36,7 9,8232 A0A1W9GQI2;D8PE88;A0A256X0M5;A0A1W9J465;A0A1W9GMJ9;A0A1W9GBF8;A0A1W1I8C2;A0A1W1HPF1;A0A136K039;A0A0S4LP82;A0A0S4KXD4;A0A0K2GCY2;A0A177QQ66A0A1W9GQI2 540 4,30 0,00033

1,65E+06 1,75E+06 0,00E+00 1,66E+06 1,45E+06 2,86E+07 2,66E+07 1,36E+07 2,34E+07 2,43E+07 >tr|A0A1W9J7H6|A0A1W9J7H6_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 323,31 4,10E+09 31 3 3 3 9 23,9 31,737 A0A1W9J7H6;D8PI81;A0A1W1HY98;A0A1W9GN01;A0A256WWS2;A0A1W9H2U2;A0A0S4LTM3;A0A0S4LCI5;A0A136JQM3A0A1W9J7H6;D8PI81;A0A1W1HY98 551 1,54 0,00002

3,18E+07 3,38E+07 2,34E+07 2,53E+07 1,39E+07 2,38E+05 1,98E+04 0,00E+00 6,61E+05 2,13E+06 >sp|B1XXY9|CH60_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) 60 kDa chaperonin 0 64,601 2,97E+08 7 8 5 3 1 16,4 57,309 B1XXY9 B1XXY9 575 1,17 0,16419

4,45E+06 3,29E+06 2,89E+06 3,31E+06 3,05E+06 6,90E+06 7,37E+06 1,05E+06 6,75E+06 9,36E+06 >tr|B1Y7H0|B1Y7H0_LEPCP Leptothrix cholodnii (strain ATCC 51168 / LMG 8142 / SP-6) Elongation factor Tu 0 39,243 1,41E+09 21 4 3 3 1 13,6 42,881 B1Y7H0 B1Y7H0 589 -0,07 0,00194

8,79E+06 2,77E+06 8,51E+06 8,59E+06 5,13E+06 2,26E+07 1,97E+07 1,41E+07 2,05E+07 2,27E+07 >tr|D8PI25|D8PI25_9BACT Nitrospira defluvii Metal-binding protein SmbP 0 167,77 7,41E+09 48 5 5 4 4 40,7 12,027 D8PI25;A0A1W1HYF8;A0A136JVQ0;A0A1W9J7F3D8PI25;A0A1W1HYF8;A0A136JVQ0 187 2,69 0,00000

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,90E+05 5,84E+05 6,62E+04 3,73E+05 3,23E+04 >tr|A0A136K960|A0A136K960_9BACT Nitrospira sp. OLB3 3-oxoacyl-ACP reductase 0 124,74 6,22E+08 16 4 4 4 1 20 29,179 A0A136K960 A0A136K960 194 4,52 0,02477

1,64E+06 2,38E+06 1,72E+06 1,40E+06 1,86E+06 1,75E+06 1,07E+06 7,10E+05 1,56E+06 1,87E+06 >tr|A0A1I4LQ74|A0A1I4LQ74_9PROT Nitrosomonas nitrosa Chaperone protein DnaK 0 189,7 4,75E+08 24 5 5 4 17 11,2 70,259 A0A1I4LQ74;A0A1I3HHP9;A0A1H3LR81;A0A1I4R9N2;A0A0F7KIL5;A0A1G8EYR8;F8GJ62;A0A1I3Z6B6;A0A1H3PYF9;A0A1N6HCU0;A0A1G5SB32;Q0AIY1;A0A1G4WDN2;A0A1I0A3M3;O06430;A0A1I0AZX0;A0A1I7H5X9A0A1I4LQ74;A0A1I3HHP9;A0A1H3LR81;A0A1I4R9N2;A0A0F7KIL5;A0A1G8EYR8;F8GJ62;A0A1I3Z6B6;A0A1H3PYF9331 -0,08 0,00022

6,67E+06 8,96E+06 6,73E+06 0,00E+00 5,79E+06 1,43E+07 1,47E+07 6,15E+06 1,11E+07 1,46E+07 >tr|A0A1I4LYZ5|A0A1I4LYZ5_9PROT Nitrosomonas nitrosa Thioredoxin 0 323,31 2,91E+09 63 4 4 4 14 38 12,074 A0A1I4LYZ5;A0A1I3K5R3;A0A1H3PMQ2;A0A1H3NJX2;A0A1H3LFV2;A0A1G8H798;A0A0F7KG68;F9ZKK9;A0A286ABR9;A0A285BV09;A0A1H8ZYU5;A0A1H8MTI2;A0A1H5U029;A0A0S3AKZ2A0A1I4LYZ5 334 3,10 0,00008

9,16E+05 1,44E+06 1,65E+06 6,86E+05 1,19E+06 5,24E+05 7,17E+05 1,29E+05 2,58E+05 0,00E+00 >tr|A0A1I4N348|A0A1I4N348_9PROT Nitrosomonas nitrosa Polyketide cyclase / dehydrase and lipid transport 0 34,294 3,10E+08 11 4 4 4 3 27,9 19,103 A0A1I4N348;A0A1H3PH93;A0A1G7XLC5A0A1I4N348 347 4,17 0,03739

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,29E+06 1,82E+05 0,00E+00 0,00E+00 0,00E+00 >tr|A0A1I4NVP1|A0A1I4NVP1_9PROT Nitrosomonas nitrosa Cytochrome P460 0 219,76 1,03E+09 12 4 4 4 8 29,3 19,675 A0A1I4NVP1;A0A1G8C1J4;A0A1H3Q1L8;A0A1H3J5S3;A0A1H3J510;A0A1I3IM37;A0A0F7KK26;A0A1I4K1G8A0A1I4NVP1;A0A1G8C1J4;A0A1H3Q1L8;A0A1H3J5S3360 5,96 0,27555

0,00E+00 1,62E+05 0,00E+00 1,06E+05 0,00E+00 3,27E+06 3,04E+06 1,43E+06 3,55E+06 3,78E+06 >tr|A0A1I4P0Q2|A0A1I4P0Q2_9PROT Nitrosomonas nitrosa Outer membrane protein (Porin) 0 33,599 3,35E+08 8 4 4 4 4 14,1 42,445 A0A1I4P0Q2;A0A1H3P0B0;A0A1G8GAU9;A0A1H3JES4A0A1I4P0Q2 365 -1,36 0,00009

4,74E+05 7,08E+05 5,89E+05 2,75E+05 6,00E+05 1,85E+06 1,55E+06 2,34E+06 2,72E+06 2,24E+06 >tr|A0A1I4PHA3|A0A1I4PHA3_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 266,66 7,74E+08 31 4 4 4 1 11,4 64,688 A0A1I4PHA3 A0A1I4PHA3 374 1,01 0,00001

4,78E+06 4,78E+06 4,63E+06 4,03E+06 4,65E+06 1,28E+06 2,43E+06 2,70E+05 1,52E+06 3,04E+06 >tr|A0A1I4PKQ9|A0A1I4PKQ9_9PROT Nitrosomonas nitrosa ATP synthase subunit alpha 0 233,99 4,08E+08 18 8 8 4 3 18,9 55,566 A0A1I4PKQ9;A0A1H3HC84;A0A1G7Z2T9A0A1I4PKQ9;A0A1H3HC84;A0A1G7Z2T9 382 -0,62 0,00732

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,06E+05 0,00E+00 2,20E+06 1,71E+06 >tr|A0A1I4PRM3|A0A1I4PRM3_9PROT Nitrosomonas nitrosa Peptidyl-prolyl cis-trans isomerase 0 235,38 8,29E+08 20 4 4 4 5 29,6 20,416 A0A1I4PRM3;A0A1I4N5T1;A0A1I3GEB0;A0A1H2PY43;A0A0F7KHC5A0A1I4PRM3 384 4,28 0,07963

4,37E+06 2,70E+06 2,53E+06 2,85E+06 1,59E+06 1,17E+07 6,36E+06 9,15E+06 4,05E+06 5,49E+06 >tr|A0A1I4SWH2|A0A1I4SWH2_9PROT Nitrosomonas nitrosa Cytochrome c553 0 87,536 6,08E+08 25 4 4 4 1 20,8 23,395 A0A1I4SWH2 A0A1I4SWH2 445 0,45 0,00068

7,31E+05 6,14E+05 0,00E+00 0,00E+00 0,00E+00 2,98E+06 1,03E+07 8,02E+06 1,17E+07 3,66E+06 >tr|A0A1I4UIC0|A0A1I4UIC0_9PROT Nitrosomonas nitrosa 50S ribosomal protein L1 0 92,089 1,48E+09 20 5 5 4 14 26,8 24,384 A0A1I4UIC0;A0A1I7J9H2;A0A1G5SHW8;Q0AF50;A0A1I4VG14;A0A1I3MBD1;A0A1H3Q3H7;A0A1H3PEE1;A0A1H3NI54;A0A1H2Z1V1;A0A1G8GYL4;A0A1G4WS14;A0A0F7K930;F8GKZ9A0A1I4UIC0 464 0,75 0,00297

2,41E+06 4,94E+05 8,13E+05 3,10E+06 2,46E+05 3,78E+06 2,73E+06 1,72E+06 3,06E+06 2,73E+06 >tr|A0A1I4KYZ1|A0A1I4KYZ1_9PROT Nitrosomonas nitrosa 2-isopropylmalate synthase 0 53,052 5,01E+08 27 5 5 5 27 15,1 55,81 A0A1I4KYZ1;F9ZFH6;A0A1H8NIP1;A0A0S3AJY8;Q820M0;A0A1H9ZM60;A0A285BX25;A0A1H5TSM9;A0A1H3KLV8;A0A1I4MJV7;A0A1H3FZH8;F8GKX2;A0A1I1YQI0;A0A1G5SGR1;Q0AGN5;A0A1I7FXR0;A0A1G4WRJ6;A0A1H9ZU57;A0A1H8DMX1;A0A1H3JZI5;A0A1G7ZJW9;A0A1I3K1C0;A0A1H9J892;A0A1H2WCW8;A0A0F7KEY3;A0A1N6HND0;A0A1I3YPZ2A0A1I4KYZ1;F9ZFH6;A0A1H8NIP1;A0A0S3AJY8;Q820M0;A0A1H9ZM60;A0A285BX25;A0A1H5TSM9;A0A1H3KLV8;A0A1I4MJV7;A0A1H3FZH8;F8GKX2;A0A1I1YQI0;A0A1G5SGR1311 -1,85 0,00003

4,81E+06 8,24E+06 7,37E+06 6,72E+06 0,00E+00 1,79E+07 1,45E+07 1,06E+07 1,18E+07 9,12E+06 >tr|A0A1I4L480|A0A1I4L480_9PROT Nitrosomonas nitrosa 60 kDa chaperonin 0 323,31 3,40E+09 53 14 14 5 13 29,8 57,596 A0A1I4L480;A0A1I4CC81;F9ZHH9;A0A285C1H2;A0A0S3AFK1;A0A1H9ZWG1;A0A1H9Q0E3;A0A1H8HY87;A0A1H3HR20;A0A1G7ZSG1;A0A1H3NHI4;A0A1H8RNS6;A0A1H5T089A0A1I4L480;A0A1I4CC81 318 -0,38 0,00003

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,07E+05 2,36E+06 1,51E+06 6,01E+05 3,66E+06 >tr|A0A1I4LHC4|A0A1I4LHC4_9PROT Nitrosomonas nitrosa Triosephosphate isomerase 0 323,31 1,87E+09 5 5 5 5 8 30,7 27,188 A0A1I4LHC4;A0A1I3GYW1;A0A1H3KWL0;A0A1G8E8N0;A0A1I4M0U4;A0A1H3GWI9;A0A0F7KC22;A0A1H3CH10A0A1I4LHC4 325 4,25 0,02157

3,69E+06 1,81E+06 2,41E+06 2,45E+06 3,20E+06 5,41E+05 3,72E+05 0,00E+00 9,47E+04 3,12E+05 >tr|A0A1I4QI56|A0A1I4QI56_9PROT Nitrosomonas nitrosa Small metal-binding protein 0 224,42 4,90E+08 16 5 5 5 1 30,2 12,576 A0A1I4QI56 A0A1I4QI56 405 5,93 0,02645

1,98E+07 2,31E+07 2,31E+07 1,29E+07 1,56E+06 7,20E+05 4,47E+05 2,94E+05 4,16E+05 0,00E+00 >tr|A0A1I4QLQ4|A0A1I4QLQ4_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 40,768 5,57E+08 12 5 5 5 1 29,4 24,456 A0A1I4QLQ4 A0A1I4QLQ4 408 4,84 0,01236

0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,17E+06 3,05E+06 4,25E+05 1,17E+06 8,09E+05 >tr|A0A1I4S2G6|A0A1I4S2G6_9PROT Nitrosomonas nitrosa Tyrosinase 0 323,31 8,46E+08 18 5 5 5 5 18,5 53,507 A0A1I4S2G6;A0A285BU58;A0A1I3WXE9;A0A1H3I5E5;A0A1G8BEW5A0A1I4S2G6 429 2,47 0,01750

1,25E+06 0,00E+00 0,00E+00 1,13E+06 0,00E+00 1,57E+08 1,21E+08 5,30E+07 1,02E+08 1,54E+08 >tr|A0A1I4S356|A0A1I4S356_9PROT Nitrosomonas nitrosa Nitrosocyanin 0 323,31 1,06E+10 84 5 5 5 7 50,7 14,701 A0A1I4S356;A0A1H3P5Q5;A0A1G8GMW4;A0A1I4D1G6;A0A1I0FN54;A0A1H9JRW9;A0A1H8BQU7A0A1I4S356;A0A1H3P5Q5;A0A1G8GMW4;A0A1I4D1G6430 0,66 0,00028

0,00E+00 0,00E+00 0,00E+00 5,82E+05 0,00E+00 2,75E+07 3,16E+07 1,31E+07 1,74E+07 2,62E+07 >tr|D8PI40|D8PI40_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, beta subunit 0 323,31 7,15E+09 100 6 6 6 102 20 49,985 D8PI40;A0A1W9J2R7;A0A1W9GZ52;A0A1W9GHM6;A0A1W9G4X2;A0A1W1I5Y1;A0A1W1HYC8;A0A136JVS5;A0A0S4LK29;A0A0S4L6A0;A0A0S4KR75;A0A0K2GJX9;A0A0K2GJ07;A0A0K2GHK9;A0A0K2G6W6;U6BPR1;U6BPQ0;U6BPA6;U6BPA3;U6BLT0;U6BLR7;U6BKS9;U6BPP1;U6BPN8;U6BPN3;U6BPM8;U6BPL3;U6BP79;U6BP76;U6BP69;U6BLQ2;U6BLP8;U6BLP6;U6BLP5;U6BLP1;U6BLN7;U6BLN4;U6BLN1;U6BLM0;U6BKR5;U6BKR0;U6BKP7;U6BKN8;U6BKN3;A0A0S4L217;A0A177QN53;U6BP91;U6BLR5;U6BLQ9;U6BKQ0;U6BPP5;U6BLR1;U6BP85;U6BLQ3;U6BPM3;U6BPL9;U6BP94;U6BP73;U6BLM5;U6BKP2;A0A089PLL5;U6BPT7;U6BPS5;U6BPS0;U6BLV4;U6BLT5;U6BLT4;U6BLS2;A0A1S5WLN4;A0A1S5WLL8;A0A1S5WLL2;A0A1S5WLL9;A0A1S5WLL6;A0A1S5WLL5;A0A1S5WLL4;U6BP99;U6BLS7;U6BLS1;U6BLQ7;U6BKS5;U6BKS0;U6BLP0;U6BP88;U6BP82;U6BLP9;U6BPB6;U6BPB0;U6BLU7;U6BLT8;U6BKT4;A0A1S5WLL1;A0A1W9H9X2;U6BPQ4;U6BLR2;A0A136JQK2;U6BPC7;U6BPB9;U6BLV0;U6BLU0;U6BLS9;U6BLS4;U6BKU2D8PI40;A0A1W9J2R7;A0A1W9GZ52;A0A1W9GHM6;A0A1W9G4X2;A0A1W1I5Y1;A0A1W1HYC8;A0A136JVS5;A0A0S4LK29;A0A0S4L6A0;A0A0S4KR75;A0A0K2GJX9;A0A0K2GJ07;A0A0K2GHK9;A0A0K2G6W6;U6BPR1;U6BPQ0;U6BPA6;U6BPA3;U6BLT0;U6BLR7;U6BKS9;U6BPP1;U6BPN8;U6BPN3;U6BPM8;U6BPL3;U6BP79;U6BP76;U6BP69;U6BLQ2;U6BLP8;U6BLP6;U6BLP5;U6BLP1;U6BLN7;U6BLN4;U6BLN1;U6BLM0;U6BKR5;U6BKR0;U6BKP7;U6BKN8;U6BKN3;A0A0S4L217;A0A177QN53;U6BP91;U6BLR5;U6BLQ9;U6BKQ0;U6BPP5;U6BLR1;U6BP85;U6BLQ3;U6BPM3;U6BPL9;U6BP94;U6BP73;U6BLM5;U6BKP2;A0A089PLL5;U6BPT7;U6BPS5;U6BPS0;U6BLV4;U6BLT5;U6BLT4;U6BLS2;A0A1S5WLN4;A0A1S5WLL8;A0A1S5WLL2;A0A1S5WLL9;A0A1S5WLL6;A0A1S5WLL5;A0A1S5WLL4;U6BP99;U6BLS7;U6BLS1;U6BLQ7;U6BKS5;U6BKS0;U6BLP0;U6BP88;U6BP82;U6BLP989 0,17 0,00014

2,96E+05 0,00E+00 0,00E+00 2,88E+05 2,12E+05 3,79E+06 2,56E+06 2,01E+06 3,41E+06 2,29E+06 >tr|A0A1I4L4S9|A0A1I4L4S9_9PROT Nitrosomonas nitrosa PAP2 superfamily protein 0 38,423 4,82E+09 21 6 6 6 1 17,3 44,725 A0A1I4L4S9 A0A1I4L4S9 321 3,80 0,00003

5,34E+06 5,15E+06 5,04E+06 7,14E+06 9,74E+06 7,01E+06 4,13E+06 2,27E+06 4,97E+06 5,47E+06 >tr|A0A1I4PZ40|A0A1I4PZ40_9PROT Nitrosomonas nitrosa Succinate--CoA ligase [ADP-forming] subunit beta 0 108,61 8,38E+08 52 6 6 6 29 25,2 42,497 A0A1I4PZ40;A0A1H3GNT2;A0A1G7YCD5;Q82TR4;A0A1I0D7I7;A0A1H8JH50;A0A1I4KWK2;A0A1H3P498;Q0AIE8;A0A1I7J6Z7;A0A1G4VCR9;A0A1H3I1C3;A0A1G5SCC5;F9ZCS9;F8GFB1;A0A286A6T1;A0A285BYE4;A0A1I3X6T2;A0A1I3I254;A0A1I2EBY7;A0A1I0FEZ0;A0A1H9P7Q1;A0A1H8ZGF8;A0A1H8CR61;A0A1H5VFP4;A0A1H2R9H5;A0A0S3AGX9;A0A0F7KEA5;A0A1N6GM10A0A1I4PZ40;A0A1H3GNT2;A0A1G7YCD5 395 -0,92 0,00029

1,51E+07 1,43E+07 1,81E+07 1,81E+07 1,67E+07 7,38E+06 7,12E+06 4,21E+06 5,97E+06 5,65E+06 >tr|A0A1I4Q3H1|A0A1I4Q3H1_9PROT Nitrosomonas nitrosa Carboxyl-terminal processing protease 0 182,95 1,54E+09 32 6 6 6 23 18,1 51,606 A0A1I4Q3H1;A0A1H3HZH2;A0A1H2TLW9;A0A1I4RY49;A0A1I3J811;A0A0F7KBA1;A0A1H3CEY5;F8GJP1;F9ZIJ5;A0A285C0Y5;A0A1I1ZZP7;A0A1H9CS91;A0A0S3AIF9;A0A1H8LEN3;A0A1H3HYA8;A0A1G8DMI4;A0A1H5YDD3;A0A1H9JFT9;A0A1I4EZC2;A0A1I0DSI1;A0A1H8EMD2;Q82TT8;A0A1I0DDZ6A0A1I4Q3H1;A0A1H3HZH2;A0A1H2TLW9;A0A1I4RY49;A0A1I3J811;A0A0F7KBA1399 -0,19 0,00001

6,02E+07 7,77E+07 4,01E+07 4,83E+07 3,94E+07 4,46E+06 3,63E+06 2,83E+06 2,25E+06 3,21E+06 >tr|A0A1I4SEQ6|A0A1I4SEQ6_9PROT Nitrosomonas nitrosa 4-cresol dehydrogenase (Hydroxylating) 0 286,02 1,39E+09 53 6 6 6 1 21,2 56,977 A0A1I4SEQ6 A0A1I4SEQ6 434 1,34 0,00002

0,00E+00 1,83E+05 0,00E+00 0,00E+00 0,00E+00 2,51E+06 4,13E+06 9,22E+05 1,93E+06 2,72E+06 >tr|A0A1W9G4N5|A0A1W9G4N5_9BACT Nitrospira sp. SG-bin1 Chaperone protein DnaK 0 120,35 1,93E+09 52 7 7 7 22 14,2 69,549 A0A1W9G4N5;A0A1W1I822;A0A136KFN4;A0A1W9IXG7;A0A256WZJ3;A0A0S4LQX2;A0A0K2GDF1;A0A0S4LSJ6;D8PE01;A0A1W1HQB4;A0A0S4KWA8;A0A1W9HC30;A0A177QS64;A0A1W9GB22;A0A1W9IXP7;A0A1V6LZX5;Q1Q6N6;A0A2C9CBQ3;A0A1V4ARD0;A0A136MDF7;A0A0M2US87;A0A0C9PIG0A0A1W9G4N5;A0A1W1I822;A0A136KFN4;A0A1W9IXG7;A0A256WZJ3;A0A0S4LQX2;A0A0K2GDF1;A0A0S4LSJ6;D8PE01;A0A1W1HQB4;A0A0S4KWA8;A0A1W9HC30;A0A177QS64;A0A1W9GB22;A0A1W9IXP7201 1,87 0,00162

5,38E+05 6,09E+05 4,47E+05 7,02E+05 1,41E+05 4,58E+07 7,84E+07 3,48E+07 4,83E+07 4,27E+07 >tr|A0A1I4UWT6|A0A1I4UWT6_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit B 0 266,68 6,86E+09 52 7 7 7 32 22,1 47,031 A0A1I4UWT6;A0A1H3R0P7;A0A1G8HXJ6;A0A0F7KEV5;A0A1I4WZ95;A0A1I3NKW8;A0A1H3PUR7;A0A0F7KD47;Q8VLJ2;Q04508;A0A1I0EZH7;A0A1H3QET7;A0A1G5SJ30;Q0ADP8;A0A1I7JFU2;A0A1G4WU22;A0A1P8VZN3;Q9AP84;F9ZI60;F8GI94;A0A285BUE4;A0A1N6JA39;A0A1N6I4M1;A0A1N6H0N5;A0A1I3YYT1;A0A1I1ZPT9;A0A1I0AZD9;A0A1H9QZI6;A0A1H8VKA9;A0A1H8F3A0;A0A1H5UXP0;A0A0S3AFP0A0A1I4UWT6;A0A1H3R0P7;A0A1G8HXJ6 469 -2,37 0,00015

4,11E+05 7,29E+05 4,26E+05 3,97E+05 3,44E+04 3,00E+06 2,14E+06 9,81E+05 6,98E+05 1,73E+06 >tr|A0A1I4PBG3|A0A1I4PBG3_9PROT Nitrosomonas nitrosa Cytochrome c peroxidase 0 323,31 1,91E+09 76 9 9 9 8 27,4 37,154 A0A1I4PBG3;A0A1H3N220;A0A1G8EQZ6;A0A1I4BT80;F8GDK1;F8GJV4;F8GKT6;A0A1G5SDP3A0A1I4PBG3 371 3,51 0,00324


