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3,21E+07 3,55E+07 1,72E+07 2,47E+07 2,50E+07 2,58E+05 2,71E+05 8,63E+04 1,46E+05 2,20E+05 | >tr|S5Y1P6|S5Y1P6_PARAH Paracoccus aminophilus JCM 768€ Succinate dehydrogenase flavoprotein subuni 0 11,689 8,56E+07 5 2 2 2 40 4,5 65,202 S5Y1P6;Q59661;A1AZ17;A0A2H5E\ S5Y1P6;Q59661;A1AZI7;A0A2HSEWL2 14 1,01 0,00052
1,91E+06 1,67E+06 1,12E+06 1,48E+06 6,90E+05 1,61E+07 8,81E+06 5,69E+06 2,99E+06 1,26E+07 >tr| AOA136M6D6 | AOA136M6D6_9BACT Candidatus Brocadia sinica Putative cytochrome ¢ 0 13,613| 2,57E+09 8 2 2 2 7 51 53,545 A0A136M6D6;A0A0CIPEXS5;A0A1\ AOA136M6D6;A0A0CIPEXS;A0A1VEM 43 0,20 0,00429
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 9,71E+04 2,15E+04 1,65E+05 >tr| AOA1L9BSU1|AOA1L9BSUL_9RHOB Paracoccus sp. SM22M-07 Enolase 0 12,115/ 1,18E+08 4 2 2 2 19 7,1 45,162 |AOA1L9BSU1;A0A110GT77;,A0A0DEAOA1LIBSU1;A0A1I0GT77;A0A0D6TGE 48 4,46 0,11830
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,21E+06 1,04E+06 2,30E+05 3,61E+05 2,62E+05 >tr| AOA1I4MJAS |AOA1I4MJAS_9PROT Nitrosomonas communis Ketol-acid reductoisomerase (NADP(+)) 0 11,669 1,37E+08 5 2 2 2 26 8,3 37,091 | ADA1I14MJAS;A0A1I4KYWS;A0A1I3 AOALI4AMIAS;A0ALI4KYWS;A0A1I3K16 52 0,40 0,01787
3,66E+07 2,98E+07 2,70E+07 3,46E+07 1,30E+07 1,73E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 | >tr| AOA114SW40| AOA114SW40_9PROT Nitrosomonas communis Phosphoribulokinase 0 11,383 5,84E+07 2 2 2 2 33 9 32,494 | AOA114SW40;A0A114NEMO;A0A1IZ AOA1I4SW40;A0A1I4NEMO;A0A1I3KY( 58 -0,36 0,34662
8,23E+05 2,01E+06 0,00E+00 8,47E+05 7,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 | >tr| AOA256WVX3 | AOA256WVX3_9BACT Nitrospira sp. UW-LDO-01 Pyruvate ferredoxin oxidoreductase 0 16,557 4,33E+08 8 2 2 2 14 26,1 9,9126 | AOA256WVX3;A0ATWIIRC4;A0A1AOA256WVX3;A0A1W9IRC4;A0A1IWII| 92|  #ZAHL! 0,00000
5,14E+05 3,62E+05 3,33E+05 4,82E+05 6,65E+04 9,39E+05 2,22E+06 3,62E+05 1,65E+06 1,75E+06 >tr| AOA1W9IV85| AOA1WIIV85_9BACT Nitrospira sp. ST-bin5 10 kDa chaperonin 0 23,793 1,39E+08 4 4 4 2 16 37,4 10,993 AOATWIIV85;A0A0K2GAU8;A0A1\AOA1W9IIV85;A0A0K2GAUS;A0ATW1I¢ 103 0,90 0,00288
0,00E+00 0,00E+00 3,92E+05 4,71E+05 4,29E+05 9,55E+05 7,00E+05 4,05E+05 1,52E+05 0,00E+00 | >tr| AOAOK2GG72 | AOAOK2GG72_NITMO Nitrospira moscoviensis Carboxy-terminal-processing protease 0/ 11,287 2,79E+08 3 2 2 2 11 6,3 47,922 |AOAOK2GG72;A0A136JQ63;D8PHN AOAOK2GG72;A0A136)Q63;D8PHM3;A 112 2,17 0,03509
5,27E+05 7,43E+05 5,52E+05 7,70E+05 6,65E+05 0,00E+00 0,00E+00 0,00E+00 2,47E+05 1,94E+05 | >tr| AOAIW9J574 | AOA1W9J574_9BACT Nitrospira sp. ST-bin5 Iron-sulfur cluster assembly scaffold protein I 0 323,31 2,21E+08 15 2 2 2 15 18,9 13,779 AOA1W9J574;A0A1W11185;A0A25 AOA1W9)574;A0A1W11185;A0A256W 120 5,94 H#ZAHL!
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,05E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 | >tr| D8P8HO | D8P8HO_9BACT Nitrospira defluvii Transcription termination/antitermination pr¢ 0/ 11,546/ 1,11E+08 2 2 2 2 13 7,4 42,058 D8P8HO;AOA1IW1HVM7;A0A1W9): DBP8HO;A0AIW1HVM7;A0A1W9J4LS; 122 2,32 0,34665
3,24E+05 5,96E+05 0,00E+00 3,89E+05 9,25E+04 1,47E+07 1,07E+07 4,26E+06 1,04E+07 1,44E+07 >tr| AOA136JNW2 | AOA136JNW2_9BACT Nitrospira sp. OLB3 Rubrerythrin 0 323,31 3,57E+09 27 2 2 2 14 27 15,607 AOA136JNW2;A0A0K2GJA4,D8P87 AOA136JNW2;A0A0K2GJA4;D8P878;A( 124 3,31 0,00042
8,57E+05 1,06E+06 3,15E+05 6,89E+05 3,36E+05 1,70E+06 1,05E+06 1,34E+05 5,59E+05 9,65E+05 | >tr| D8P870| D8P870_9BACT Nitrospira defluvii Peroxiredoxin 0 28,169 1,45E+09 10 2 2 2 4 10,3 17,523 D8P870;A0A1W1HVZ2;A0A136JNV D8P870;A0A1W1HVZ2;A0A136JNWE;/ 147 5,00 0,00986
2,89E+05 5,07E+05 4,55E+05 3,05E+05 1,85E+05 9,58E+05 1,16E+06 0,00E+00 6,06E+05 0,00E+00 | >tr| AOAOS4L7J5 | AOAOS4L7J5_9BACT Candidatus Nitrospira nitrosa Glutaredoxin 0 11,489 1,85E+08 2 2 2 2 7 21,5 12,246 AOA0S4L7)5;,A0ATWIG8BN9;A0A1V AOA0SAL7)5;A0A1WIG8NI;A0AIWIG 159 3,12 0,05243
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,73E+05 4,27E+05 0,00E+00 0,00E+00 0,00E+00 >tr| AOAOS4LG89 | AOAOS4LG89_9BACT Candidatus Nitrospira nitrosa Uncharacterized protein 0 15,415 1,42E+08 10 2 2 2 6 25,4 14,42 AOA0S4LG89;A0A256X1N2;A0ATWAOA0SALG89;A0A256X1N2;A0A1WIHE 164 4,83 0,18965
0,00E+00 2,50E+05 2,00E+05 2,20E+05 1,98E+05 3,93E+05 3,54E+05 3,83E+05 2,80E+05 2,77E+05 >tr | AOA256XON8| AOA256XON8_9BACT Nitrospira sp. UW-LDO-01 Isocitrate dehydrogenase (NADP(+)) 0 19,833 1,16E+08 2 2 2 2 14 4,8 81,47 |/AOA256X0N8;A0A0S4LI35;A0A1W¢A0A256XON8;A0A0SALI35;A0ATWIG6| 166 -1,21 0,00000
1,73E+06 2,24E+06 1,74E+06 1,75E+06 1,06E+06 0,00E+00 3,11E+06 1,49E+06 1,71E+06 0,00E+00 >tr|D8P754|D8P7S4_9BACT Nitrospira defluvii Uncharacterized protein 0 34,869 1,24E+09 5 2 2 2 6 26,4 8,2885|D8P754;,A0A1TW1HWW8;A0A136J1D8P754;,A0A1W1HWW8;A0A136JT69;) 184 5,26 0,06318
8,60E+06 8,20E+06 3,17E+06 4,16E+06 3,77E+06 3,71E+06 4,37E+06 9,12E+05 2,10E+06 3,19E+06 >tr| D8PAF3 | D8PAF3_9BACT Nitrospira defluvii Uncharacterized protein 0 13,864 8,82E+08 13 2 2 2 4 7,4 19,505 D8PAF3;A0A1W1HTV4;A0A136JXY DSPAF3;A0A1IW1HTV4;A0A136JXY2;A( 188 2,05 0,00160
4,96E+05 5,84E+05 4,35E+05 4,05E+05 4,63E+05 4,32E+05 7,02E+05 0,00E+00 0,00E+00 0,00E+00 | >tr| AOA136K854 | AOA136K854_9BACT Nitrospira sp. OLB3 DNA-directed RNA polymerase subunit alpha 0 11,254| 3,76E+07 2 2 2 2 3 6 36,512 | ADA136K854;D8PCY0;AOA1IW1HREAO0A136K854;D8PCY0;A0A1W1HRE6 193 -0,79|  #ZAHL!
9,97E+06 9,33E+06 6,76E+06 7,80E+06 7,66E+06 5,78E+05 3,66E+05 0,00E+00 0,00E+00 6,68E+05 >tr| AOA136KBG3 | AOA136KBG3_9BACT Nitrospira sp. OLB3 Putative RNA-binding protein RbpA 0 13,647 2,04E+08 3 3 2 2 6 35,5 11,445 AOA136KBG3;A0A1W9)834;,A0A1V AOA136KBG3;A0A1W9)834 196 4,33 0,05088
5,02E+05 5,56E+05 1,71E+06 3,04E+06 1,59E+06 2,34E+06 2,23E+06 0,00E+00 1,30E+06 2,04E+06 >tr| AOA136KDL4|AOA136KDL4_9BACT Nitrospira sp. OLB3 Cytochrome c peroxidase 0 12,192 3,48E+08 8 2 2 2 4 4,8 54,114 A0A136KDL4;A3WXMS;A0A0K2GE AOA136KDL4;A3WXMS5;A0A0K2GE90;/ 198 -0,40|  #ZAHL!
3,93E+06 4,71E+06 2,81E+06 4,64E+06 2,87E+06 0,00E+00 4,32E+04 0,00E+00 1,06E+05 1,40E+05 >tr| AOA136KDZ6| AOA136KDZ6_9BACT Nitrospira sp. OLB3 Peptidyl-prolyl cis-trans isomerase 0 19,598 6,49E+08 15 2 2 2 14 15,7 23,224 A0A136KDZ6;A0ATWIGPF4;A0A1\AOA136KDZ6;A0A1WIGPF4;A0A1WIJ¢ 199 7,22 0,07494
1,02E+06 2,28E+06 9,28E+05 3,32E+06 2,28E+06 2,50E+05 7,91E+05 3,78E+05 7,08E+05 1,10E+06 >tr| AOA1E4DGY7|AOA1E4DGY7_9BACT Nitrospira sp. SCN 59-13 Serine protease 0 37,664 2,13E+08 10 2 2 2 6 8,8 53,262 AOA1E4DGY7;A0A1W1I0C2;A0A17 AOA1E4DGY7;A0A1W1I0C2;A0A177QA 210 1,20 0,00276
2,06E+06 2,81E+06 1,25E+06 1,01E+06 1,25E+06 3,44E+06 2,55E+06 1,01E+06 1,16E+06 4,57E+05 >tr| AOA238WGNO| AOA238WGNO_9RHOB | Paracoccus sediminis NitT/TauT family transport system substrate-k 0 13,978 2,06E+08 8 2 2 2 17 7,1 34,84 AOA238WGNO;AOAIN7KLG7;A0A1 AOA238WGNO;AOAIN7KLG7;A0A1L9B 219 0,24 0,01390
7,90E+05 9,21E+05 6,83E+05 9,39E+05 6,40E+05 0,00E+00 0,00E+00 3,43E+05 4,46E+05 2,72E+05 >tr | AOA1G7BKE7 | AOA1G7BKE7_9RHOB Paracoccus isoporae ATP synthase subunit alpha 0 96,726 1,49E+08 2 4 4 2 33 10,6 55,101 AOA1G7BKE7;A0A2E3CCH9;A0A2D AOA1G7BKE7;A0A2E3CCHY;A0A2D8X2 238 2,21 0,04795
1,78E+06 1,71E+06 1,44E+06 1,90E+06 1,35E+06 2,16E+07 1,84E+07 8,86E+06 1,87E+07 2,50E+07 | >tr| AOA114UY44|AOA114UY44_9PROT Nitrosomonas nitrosa 30S ribosomal protein S7 0 161,78 8,85E+08 11 2 2 2 26 16 17,956 AOA114UY44;,A0A1H3NRM1;A0A1HAOA1I14UY44;A0A1H3NRM1;A0ATH3KN 249 -1,45 0,00013
7,90E+05 1,00E+06 9,56E+05 1,41E+06 6,11E+05 5,96E+05 5,03E+05 3,66E+05 3,06E+05 3,53E+05 >tr| AOA1I4TAA1|AOA1I4TAAL_9PROT Nitrosomonas nitrosa Ribose-phosphate pyrophosphokinase 0/ 11,567| 3,89E+07 2 2 2 2 27 7,9 34,799 | AOA1I4TAA1;A0A1H3HK92;A0A110 AOA1I4TAAL;AO0A1H3HK92;A0A1I0EK8 261 -2,18 H#ZAHL!
3,67E+07 5,26E+07 2,43E+07 4,07E+07 2,55E+07 3,92E+06 5,00E+05 2,26E+06 3,35E+06 3,42E+06 >tr| AOA1H8EX84 | AOA1HBEX84_9RHOB Paracoccus alcaliphilus Amino acid ABC transporter substrate-binding 0 70,212 3,53E+08 8 2 2 2 15 9,9 29,44/ AOA1H8EX84;A0A2D2COL2;A0A2H AOA1HSEX84;A0A2D2C0L2;A0A2H5F 3] 275 -0,64 0,00228
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,53E+05 3,42E+05 3,66E+05 5,91E+05 5,59E+05 >tr| AOA238Y272|AOA238Y2Z2_9RHOB Paracoccus sediminis Aconitate hydratase 0 16,898 1,09E+08 14 2 2 2 40 3,5 99,539 |A0A238Y272;A0A1H8GA10;Q35VV A0A238Y272;A0A1H8GA10;,Q35VV1;Q 276 -1,75 0,00004
8,19E+04 6,92E+04 5,31E+04 0,00E+00 5,38E+04 1,90E+06 1,46E+06 1,39E+05 2,24E+06 1,80E+06 >tr| AOA1H8KNX3 | AOA1H8KNX3_9RHOB Paracoccus alcaliphilus MoxR-like ATPase 0 11,778 2,26E+08 3 2 2 2 29 10,1 32,827 |AOA1H8KNX3;A1AZG6;A0A2D2COC AOATHBKNX3;A1AZG6;A0A2D2C007;A| 281 -1,47 0,00324
3,58E+05 9,14E+05 6,19E+05 9,33E+06 1,65E+05 5,88E+06 6,50E+06 3,90E+06 5,86E+06 7,69E+06 >tr| AOA1IVOGXN9 | AOA1VOGXN9_9RHOB Paracoccus yeei Nitrous-oxide reductase 0 73,05/ 1,67E+09 22 2 2 2 4 4 70,504 | AOA1VOGXN9;A0A1I3AAL6;A0A2D AOA1VOGXN9;A0A1I3AAL6;A0A2D2C2] 299 -0,42 0,00001
3,71E+05 3,47E+05 7,94E+05 0,00E+00 4,99E+05 3,58E+05 1,75E+05 2,41E+05 7,13E+05 5,67E+05 | >tr| AOA2H5EZC3 | AOA2H5EZC3_9RHOB Paracoccus zhejiangensis Polyribonucleotide nucleotidyltransferase 0 14,262| 8,23E+07 10 2 2 2 17 4,8 77,107 |AOA2H5EZC3;A0A1I13B5N7;S5YFW: AOA2HS5EZC3;A0A113B5N7;S5YFW1;A0 300 -3,15 0,00357
7,13E+05 6,46E+05 0,00E+00 5,30E+05 0,00E+00 1,35E+08 1,81E+08 9,55E+07 1,20E+08 1,15E+08 >tr|AOALI3IIN1|AOA1I3IIN1_9PROT Nitrosomonas sp. Nm34 Nitrosocyanin 0 323,31 1,54E+10 69 2 2 2 4 18,2 16,298 AOA1I31IN1;A0A114NZ49;A0A0F7KI AOA1I31IN1;A0A114NZ49;A0A0F7KKNS| 304 0,99 0,00002
1,96E+06 2,70E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr | AOA1I4KSY5 | AOA1I4KSYS_9PROT Nitrosomonas nitrosa PAS domain S-box-containing protein 0 14,528 9,42E+07 7 2 2 2 15 17,3 17,419 AOA1I14KSY5;A0A1HIS0K9;F9ZGQ1 AOA1I4KSY5;A0A1HISOKI;FIZGQ1;F8C 306/ #ZAHL! 0,00000
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,26E+06 1,35E+06 7,16E+05 1,27E+06 1,27E+06 >tr| AOA1I14KYU4|AOA1I14KYU4_9PROT Nitrosomonas nitrosa protein HfIK 0 58503 1,81E+08 5 2 2 2 2 7,4 44,408 | AOA114KYU4;A0A1H3FM86 AOA114KYU4;A0ATH3FM86 310 -1,55 0,00001
8,25E+05 1,46E+06 3,41E+06 1,15E+06 1,17E+06 7,32E+05 9,24E+05 7,18E+05 7,90E+05 7,25E+05 | >tr| AOA114L308 | AOA114L308_9PROT Nitrosomonas nitrosa ATP-dependent zinc metalloprotease FtsH 0/ 25,112 1,33E+08 2 2 2 2 29 5,2 70,567 |/AOA114L308;A0A114MGZ7;A0A113J AOA1I4L308;A0A114MGZ7;A0A113J4M( 315 -4,74 H#ZAHL!
1,37E+07 1,74E+07 1,42E+07 2,02E+07 1,68E+07 4,98E+05 2,11E+05 2,87E+05 1,65E+05 3,75E+05 | >tr | AOA114L4C3 | AOA114L4C3_9PROT Nitrosomonas nitrosa Trigger factor 0 11,941 5,29E+07 3 2 2 2 2 7,1 49,671 | AOA114L4C3;A0A1H3HQV8 AOA114L4C3;A0A1H3HQV8 319 -1,86|  #ZAHL!
4,22E+05 6,37E+05 5,25E+05 4,43E+05 2,16E+05 5,39E+05 2,14E+05 0,00E+00 8,45E+04 0,00E+00 >tr| AOA114LC70|AOA114LC70_SPROT Nitrosomonas nitrosa Putative glucose-6-phosphate 1-epimerase 0/ 49,137| 5,53E+08 13 2 2 2 1 9 32,793 |AOA1I4LC70 AO0A114LC70 322 5,24 0,13535
0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,02E+04 2,01E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr | AOA114LCL8 | AOA1I4LCL8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 12,996 4,68E+07 2 2 2 2 1 16,1 22,346 AOA1I4LCL8 AOA1I4LCL8 323 6,26/  #ZAHL!
3,02E+05 4,84E+05 2,78E+05 2,29E+05 3,93E+05 0,00E+00 2,57E+05 0,00E+00 1,28E+05 7,27E+04 | >tr| AOA1I4LFK8 | AOA1I4LFK8_9PROT Nitrosomonas nitrosa Glucose/arabinose dehydrogenase, beta-prop 0 86,183 4,44E+07 4 2 2 2 1 9,3 41,449 |AOA1I4LFK8 AOA1I4LFK8 324 2,14 H#ZAHL!
1,35E+07 1,58E+07 1,23E+07 1,55E+07 1,68E+07 0,00E+00 0,00E+00 0,00E+00 1,05E+05 0,00E+00|>tr| AOA114LL47 | AOA1I4LLA7_9PROT Nitrosomonas nitrosa Dienelactone hydrolase 0| 28,146/ 9,65E+07 9 2 2 2 1 13,5 25,78 ADA1I4LLAT7 AO0A114LL47 328 6,51 0,34705
0,00E+00 2,88E+05 1,01E+05 1,55E+05 0,00E+00 2,64E+05 9,41E+04 0,00E+00 7,94E+04 5,32E+04 | >tr| AOA1I14LLU2 | AOA1I4LLU2_9PROT Nitrosomonas nitrosa N-acetylneuraminic acid mutarotase 0/ 218,64| 1,90E+08 13 2 2 2 1 15,5 36,257 |AOA1I4LLU2 AO0A114LLU2 329 4,20 0,05853
9,08E+06 1,14E+07 7,82E+06 9,06E+06 9,10E+06 2,60E+08 3,07E+08 2,73E+08 2,44E+08 3,28E+08 | >tr| AOA114LZL7 | AOA114LZL7_SPROT Nitrosomonas nitrosa CHRD domain-containing protein 0/ 32,899| 1,35E+10 15 2 2 2 1 21,7 18,734 |A0A114LZL7 AOA114LZL7 335 0,48 0,00000
1,53E+06 3,26E+06 3,38E+06 1,20E+06 2,97E+06 4,56E+05 6,14E+05 2,37E+05 5,21E+05 7,26E+05 >tr | AOA114MQW9 |AOA1I4MQW9_9PROT  Nitrosomonas nitrosa Uncharacterized protein 0 12,737 1,66E+08 7 2 2 2 2 13,4 22,388 AOA114MQW9;A0A1I3HTS7 AOA114AMQW9;A0A1I3HTS7 342 3,58 0,00025
9,86E+06 1,81E+07 1,33E+07 1,40E+07 4,60E+06 0,00E+00 0,00E+00 9,27E+04 0,00E+00 0,00E+00 >tr| AOA1I4N2X8 | AOA1I4N2X8_9PROT Nitrosomonas nitrosa Glucokinase 0 19,053 3,98E+07 5 2 2 2 1 10,2 36,272 AOA1I4N2X8 AOA1I4N2X8 346 5,12 0,34706
1,35E+06 2,58E+06 2,32E+06 1,88E+06 1,86E+06 1,05E+06 1,16E+06 3,56E+05 1,42E+06 9,21E+05 | >tr | AOA1I4NDH3 | AOA1I4NDH3_9PROT Nitrosomonas nitrosa Reactive intermediate/imine deaminase 0 323,31 6,98E+08 18 2 2 2 9 22,9 14,088 AOA1I14NDH3;Q82TN3;Q0AFT1;A0/AOA1I4NDH3;Q82TN3;Q0AFT1;A0A1I0 350 4,07 0,00055
7,55E+06 1,09E+07 8,16E+06 1,18E+07 4,52E+06 6,25E+07 5,54E+07 2,06E+07 3,01E+07 5,07E+07 >tr | AOA1I4NHR2 | AOA1I4NHR2_9PROT Nitrosomonas nitrosa Bacterial nucleoid protein Hbs 0 323,31 1,03E+09 16 2 2 2 4 30 9,1096 |AOA114NHR2;A0A1H3I10K1;A0A1H: AOA1I4NHR2;A0A1H3I0K1;A0A1H3HVI 352 -0,83 0,00055
1,69E+07 2,30E+07 8,44E+06 5,03E+06 1,55E+07 1,93E+05 1,18E+05 1,55E+05 0,00E+00 0,00E+00 | >tr| AOA1I4NQJ8|AOA1I4NQJ8_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,167 2,13E+08 2 2 2 2 2 28,2 8,8851 AOA114NQJ8;A0A1H3I1546 AOA1I4NQJ8;A0A1H3I546 357 7,83 0,04753
1,09E+06 8,63E+05 5,69E+05 5,57E+05 1,04E+06 2,67E+05 3,26E+05 1,30E+05 2,54E+05 3,02E+05 | >tr| AOA1I4NY11|AOA1I4NY11_9PROT Nitrosomonas nitrosa Probable cytosol aminopeptidase 0/ 12,576/ 4,08E+07 5 2 2 2 17 5,6 53,271 |A0A114NY11;A0A114PHL2;A0A1I311AOA1I4NY11;A0A1I14PHL2;A0A1I3IUFS; 363 -3,33 H#ZAHL!
1,41E+05 1,16E+05 8,01E+04 8,59E+04 1,68E+05 2,06E+06 2,19E+06 1,13E+06 1,18E+06 1,84E+06 >tr| AOA1I14P6X5| AOA1I4P6X5_9PROT Nitrosomonas nitrosa 30S ribosomal protein S2 0 37,373] 1,61E+08 15 2 2 2 1 13,6 27,161 AOA114P6X5 AOA1I4P6X5 368 -1,44|  #ZAHL!
1,64E+06 3,22E+06 1,97E+06 2,61E+06 8,36E+05 7,88E+06 4,83E+06 0,00E+00 3,86E+05 2,16E+05 >tr| AOA114P9J6 | AOA114P9J6_9PROT Nitrosomonas nitrosa Urease subunit gamma 0 21,055/ 5,00E+08 8 2 2 2 3 35 10,943 A0A114P9J6;A0A112DQY2;A0A1H8| AOA114P9J6;A0A112DQY2;A0ATHBRUA 369 2,70 0,13133
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 8,04E+05 9,15E+05 9,20E+05 6,62E+05 7,27E+04 >tr| AOA114PAT8 | AOA1I4PAT8_9PROT Nitrosomonas nitrosa 4-hydroxy-tetrahydrodipicolinate synthase 0/ 15,513| 1,95E+08 17 2 2 2 7 10,3 31,317 |/AOA1I4PAT8;A0A1I3HUS1;A0A1H3 AOA1I4PAT8;A0A1I3HUS1;A0ATH3NXL 370 1,14 0,00269
1,42E+05 2,09E+05 1,58E+05 1,27E+05 1,12E+05 2,78E+05 2,96E+05 1,34E+05 2,74E+05 3,09E+05 | >tr| AOA114PC75| AOA114PC75_9PROT Nitrosomonas nitrosa Multicopper oxidase with three cupredoxin d 0 27,957| 6,41E+07 5 2 2 2 1 3,8 119,74 AOA114PC75 AOA114PC75 373 -1,71 0,00004
0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,27E+05 5,28E+05 6,11E+05 0,00E+00 8,93E+05 2,17E+06 >tr| AOA1I4PHL3|AOA1I4PHL3_9PROT Nitrosomonas nitrosa Peptidase propeptide and YPEB domain-contg 0/ 13,685 7,10E+07 5 2 2 2 1 32 11,106 AOA114PHL3 AOA1I4PHL3 375 1,25 0,04905
0,00E+00 0,00E+00 4,42E+04 0,00E+00 1,60E+05 9,64E+04 1,19E+05 0,00E+00 0,00E+00 0,00E+00 >tr| AOA1I4PHR3 | AOA1I4PHR3_9PROT Nitrosomonas nitrosa Thioredoxin reductase 0 21,412 1,64E+07 3 2 2 2 16 13,9 33,856 | AOA114PHR3;A0A1IN6FVU3;A0A28(A0A1I4PHR3;A0AIN6FVU3;A0A286A9! 376 3,09 0,14432
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,31E+05 6,66E+04 3,12E+05 4,09E+04 4,28E+05 >tr| AOA114PJT6|AOALI4PIT6_9PROT Nitrosomonas nitrosa Arginine biosynthesis bifunctional protein Arg| 0| 53,242 1,76E+08 7 2 2 2 24 8,3 43,901 AOA1I4PJT6;F9ZIE6;A0A286A322;A AOALI4PIT6;FIZIE6;A0A286A322;A0A2 379 2,64 0,01714
5,62E+06 6,28E+06 0,00E+00 6,38E+06 0,00E+00 2,26E+06 2,33E+06 9,27E+05 2,21E+06 1,24E+06 >tr| AOA1I4PKL9| AOA1I4PKL9_9PROT Nitrosomonas nitrosa ATP synthase subunit beta 0 323,31 6,78E+08 27 6 6 2 9 22,7 50,04 AOA1I4PKL9;A0ATH3KSV7;A0A113) AOA1I4PKL9;A0A1H3KSV7;A0A1I3JSM! 381 1,11 0,00029
4,45E+05 6,19E+05 6,15E+05 3,69E+05 0,00E+00 0,00E+00 2,73E+05 0,00E+00 0,00E+00 1,89E+05 >tr| AOA1I4PUA9| AOA1I4PUA9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 15,469 2,41E+07 2 2 2 2 5 14,3 17,167 AOA114PUA9;A0A1I3IMI9;A0A1G8(AOA1I4PUA9;A0A1I3IMI9;A0A1G8COJE 389 2,26]  #ZAHL!
2,16E+07 2,19E+07 1,56E+07 1,49E+07 1,42E+07 0,00E+00 1,62E+05 0,00E+00 0,00E+00 0,00E+00 >tr| AOA1I4PXB7| AOA1I4PXB7_9PROT Nitrosomonas nitrosa NAD(P)H dehydr (quinone) 0 19,104 2,55E+08 6 2 2 2 1 21,5 21,241 AOA114PXB7 AOA114PXB7 391 7,44  #ZAHL!
2,90E+06 2,23E+06 0,00E+00 1,76E+06 1,48E+06 0,00E+00 1,70E+06 6,29E+06 0,00E+00 8,12E+06 >tr| AOA1I4PXN1|AOA1I4PXN1_9PROT Nitrosomonas nitrosa Uncharacterized protein 0/ 100,25| 3,37E+09 18 2 2 2 1 17 15,964 | AOA1I4PXN1 AOA1I4PXN1 392 4,85 0,09142
3,77E+06 4,75E+06 3,22E+06 4,14E+06 3,06E+06 4,42E+05 1,93E+05 0,00E+00 0,00E+00 0,00E+00 >tr| AOA114PXQ7| AOA1I4PXQ7_9PROT Nitrosomonas nitrosa 'WD40-like Beta Propeller Repeat 0 35948 1,05E+08 7 2 2 2 5 10,7 39,319 |A0A114PXQ7;A0A1HIGFY6;,A0A0S: A0A114PXQ7;A0A1HIGFY6;A0A0S3AH| 393 3,81 0,18322
5,68E+06 4,01E+06 3,43E+06 3,29E+06 5,50E+06 2,38E+06 0,00E+00 1,84E+06 1,15E+06 1,52E+06 >tr| AOA114Q2E0| AOA114Q2EO0_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 11,221 2,23E+08 4 2 2 2 1 14,5 18,293 AOA114Q2E0 AOA114Q2E0 398 1,61 0,00867
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,91E+05 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr| AOA114QG95 | ADA114QG95_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 25,009 1,55E+08 8 2 2 2 1 43,4 10,418 AODA114QG95 AOA114QG95 404 5,58 0,34666
5,03E+06 5,73E+06 3,41E+06 6,37E+06 3,65E+06 3,10E+06 3,46E+06 8,53E+05 1,25E+06 1,77E+06 >tr| AOA114QKP9|AOA114QKP9_9PROT Nitrosomonas nitrosa Peptidylprolyl isomerase 0 134,19 1,19E+09 21 2 2 2 3 9,1 29,266 AOA114QKP9;A0A114QR82;A0A0F7 AOA1I14QKP9;A0A114QR82;A0A0F7KHJ 406 2,72 0,00356
3,25E+05 4,13E+05 4,52E+05 3,56E+05 3,09E+05 4,26E+07 1,06E+07 1,15E+07 7,51E+06 1,02E+07 >tr| AOA114QQM3|AOA114QQM3_9PROT Nitrosomonas nitrosa 50S ribosomal protein L22 0 119,62 7,78E+08 23 2 2 2 1 31,8 11,968 AOA114QQM3 AOA1l14QQM3 409 -0,80 0,03633
5,25E+05 5,13E+05 2,94E+05 0,00E+00 2,50E+05 8,89E+06 7,42E+06 2,60E+06 6,37E+06 5,78E+06 >tr| AOA1I14QRKO|AOA1I4QRKO_9PROT Nitrosomonas nitrosa 50S ribosomal protein L15 0 258,3| 3,98E+08 8 2 2 2 5 18,9 15,725 AOA114QRK0;B1Y8B8;Q82X73;A0A AOA114QRKO0;B1Y8B8;Q82X73;A0A117) 413 -0,27|  #ZAHL!
0,00E+00 3,35E+05 0,00E+00 0,00E+00 2,93E+05 4,47E+06 5,90E+05 4,54E+06 4,30E+06 9,53E+05 | >tr| AOA114QT32|A0A114QT32_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit alpha 0 16,937| 3,22E+08 7 2 2 2 1 8,4 36,812 |A0A114QT32 AO0A114QT32 416 -2,29 0,01086
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,33E+06 3,25E+06 1,78E+06 2,92E+06 3,50E+06 >tr| AOA114R245 | AOA1I4R245_9PROT Nitrosomonas nitrosa Carbonic anhydrase 0 29,197 2,91E+08 9 2 2 2 1 12,3 28,891 AOA114R245 AOA114R245 419 1,42 0,00006
0,00E+00 5,56E+06 0,00E+00 7,26E+06 5,39E+06 1,06E+06 8,76E+05 8,85E+05 1,32E+06 2,09E+06 >tr| AOA114S4N1|AOA1I4S4N1_9PROT Nitrosomonas nitrosa protein TolB 0 15,757 1,49E+08 7 2 2 2 1 7,1 47,924 AOA114S4N1 AOA1I454N1 431 #ZAHL! #ZAHL!
3,59E+07 3,55E+07 4,29E+07 3,77E+07 3,45E+07 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr| AOA1I4SHM7|AOA1I4SHM7_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 14,739 1,02E+08 7 2 2 2 1 14,8 22,322 AOA1I4SHM7 AOA1I4SHM7 438  #ZAHL! 0,00000
7,01E+07 1,10E+08 1,04E+08 4,58E+07 9,84E+07 9,44E+04 2,52E+05 9,60E+04 1,22E+05 1,68E+05 >tr| AOA114SKM8| AOA1I4SKM8_9PROT Nitrosomonas nitrosa Nucleoid-associated protein SAMN05421880 _| 0 14,442 9,15E+07 6 2 2 2 15 25,9 11,834 AOA114SKM8;Q82X61;Q0AIG3;A0A AOA1I14SKM8;Q82X61;Q0AIG3;A0A1NE 439 4,07 0,00112
4,96E+05 3,13E+05 0,00E+00 0,00E+00 0,00E+00 4,85E+06 4,85E+06 1,36E+07 1,33E+07 6,32E+06 >tr| AOA1I4SRA2 | AOA1I4SRA2_9PROT Nitrosomonas nitrosa Bacterioferritin 0 222,38/ 5,72E+08 12 2 2 2 1 16,9 18,029 AOA1I4SRA2 AOA1I4SRA2 442 -1,05 0,00269
1,22E+07 2,51E+07 2,00E+07 9,20E+06 4,24E+06 5,92E+05 3,98E+05 1,02E+05 3,97E+05 4,80E+05 >tr| AOA114SXI11|AOA114SXI1_9PROT Nitrosomonas nitrosa Iron(1ll) transport system substrate-binding pr 0| 142,93| 1,70E+08 6 2 2 2 11 7,7 37,568 AOA1I4SXI1;A0A0S3ANM4;F9ZKL2; AOALI4SXI1;A0A0S3ANM4;FIZKL2;F8G 446 2,02 0,00127
3,06E+05 7,41E+05 4,26E+05 6,48E+05 0,00E+00 6,41E+05 8,01E+05 3,37E+05 4,51E+05 1,04E+06 >tr| AOA1I4TA78|AOA1I4TA78_9PROT Nitrosomonas nitrosa 50S ribosomal protein L25 0 12,729 3,63E+08 6 2 2 2 1 12,9 22,011 AOA1I4TA78 AOA1I4TA78 448 3,18 0,00080
1,28E+07 2,27E+07 6,00E+06 1,44E+07 0,00E+00 6,01E+05 4,00E+05 1,80E+05 0,00E+00 2,58E+05 | >tr| AOA114TS02 | AOA114TS02_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 41,158 6,28E+07 9 2 2 2 1 23,4 18,554 AOA114TS02 AOA114TS02 451 1,75 0,02194
1,54E+06 2,77E+06 5,32E+05 3,62E+05 0,00E+00 2,19E+07 1,51E+07 1,10E+07 1,52E+07 2,18E+07 | >tr| AOA1I4TUX8| AOA1I4TUX8_9PROT Nitrosomonas nitrosa Cytochrome ¢ 0 323,31 6,41E+09 46 2 2 2 1 36,5 10,9 AOA1I4TUX8 AOA1I4TUX8 454 3,53 0,00004
1,32E+07 2,67E+07 2,61E+07 1,72E+07 3,47E+06 2,25E+05 9,11E+04 3,22E+04 0,00E+00 0,00E+00 >tr|AOA114U3C2|AOA114U3C2_9PROT Nitrosomonas nitrosa Aspartyl/glutamyl-tRNA(Asn/GIn) amidotransi 0 13,708 4,76E+07 4 2 2 2 20 6,9 53,032 AOA114U3C2;A0A114DAZ8;F97))3;F AOA114U3C2;A0A114DAZ8;F97))3;F8GL 459 1,83  #ZAHL!
7,48E+07 1,44E+08 6,17E+07 8,89E+07 1,06E+08 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 >tr|AOA114U7U5|AOA114U7U5_9PROT Nitrosomonas nitrosa Ankyrin repeat 0 14,808 2,52E+07 3 2 2 2 1 15,2 31,365 |A0A114U7US AOA114U7U5 461  #ZAHL! #ZAHL!
3,51E+05 1,05E+06 7,54E+05 5,53E+05 0,00E+00 7,04E+04 1,64E+05 6,86E+04 6,86E+04 7,85E+04 | >tr| AOA114UIH3 | AOA114UIH3_9PROT Nitrosomonas nitrosa DNA-directed RNA polymerase subunit beta 0| 113,27| 4,06E+07 3 5 5 2 1 4,9 156,82 |AOA114UIH3 AO0A114UIH3 466 -5,33 H#ZAHL!
2,61E+07 3,45E+07 2,45E+07 2,58E+07 2,82E+07 2,66E+07 2,53E+07 1,57E+07 1,73E+07 2,21E+07 | >tr| AOA114UWXO0| AOA114UWXO0_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit C 0| 284,46/ 1,20E+09 31 2 2 2 10 10,7 31,574 A0A114UWX0;Q79B03;A0A1IN6J6R AOA114UWX0;Q79B03;A0A1N6J6R2;Q 470 -1,32 0,00001
1,96E+07 2,02E+07 1,85E+07 2,01E+07 1,91E+07 8,13E+06 9,88E+06 4,36E+06 9,60E+06 8,49E+06 >tr| AOA114VIW9|AOA1I4VIW9_9PROT Nitrosomonas nitrosa Elongation factor Tu 0 323,31 9,88E+08 21 4 4 2 13 14,6 43,023 |/AOA114VIW9;A0A1H3RE67;A0A1G AOA1I4VIW9;A0ATH3REE7;A0A1G8IP| 473 -2,62 0,00004
7,23E+06 1,43E+07 1,32E+07 7,99E+06 1,12E+07 4,69E+06 5,64E+06 2,74E+05 3,90E+06 1,09E+06 >tr|Q3SRC7|Q3SRC7_NITWN Nitrobacter winogradskyi (strain AGlutamine synthetase 0 29,795/ 1,46E+09 20 2 2 2 6 6,4 52,589 Q3SRC7;Q1QL71;A0A1V4AHYN2;A0/Q3SRC7;Q1QL71;A0A1V4HYN2;A0A1Q 488 1,62 0,01709
1,47E+06 1,29E+06 1,04E+06 1,35E+06 6,83E+05 1,68E+05 4,32E+06 4,85E+04 9,59E+04 2,44E+06 >tr| Q3SRT3|Q3SRT3_NITWN Nitrobacter winogradskyi (strain AK(+)-insensitive pyrophosphate-energized pro 0 143,36/ 2,99E+08 6 2 2 2 15 54 71,98 |Q3SRT3;Q1QLC2;A0A1V4HZ43;A0/ Q3SRT3;Q1QLC2;A0A1V4HZ43;A0A1Q, 496 0,30 H#ZAHL!
6,47E+07 7,47E+07 7,38E+07 8,24E+07 5,47E+07 1,97E+05 2,60E+05 1,22E+05 7,44E+04 5,63E+05 >sp|Q3SQJ5|CH602_NITWN Nitrobacter winogradskyi (strain A60 kDa chaperonin 2 0 201,99 7,44E+07 8 9 7 2 6 18,7 57,872/Q3sQJ5;Q1QK71;A0A1V4HWW2;A Q35QJS5;Q1QK71;A0A1VAHWW2;A3W/ 505 -0,13|  #ZAHL!
1,36E+08 1,49E+08 1,55E+08 1,39E+08 1,26E+08 2,01E+06 3,25E+05 5,46E+04 6,86E+05 9,23E+04 | >tr | AOA1V6LWY3 | AOA1V6LWY3_9BACT Candidatus Brocadia sapporoensis Phage tail protein 0 11,904 2,40E+08 5 2 2 2 1 5,6 52,746 AOA1V6LWY3 AOA1V6LWY3 508 0,76 0,11842
7,55E+06 9,09E+06 5,52E+06 8,01E+06 4,46E+06 2,55E+07 2,65E+07 9,37E+06 2,43E+07 2,17E+07 | >tr| D8P8X4 | D8P8X4_9BACT Nitrospira defluvii Uncharacterized protein 0 82,355 2,29E+09 43 2 2 2 4 37,7 8,7831|D8P8X4;A0A1W1HVC4;A0A0K2GJE D8P8X4;A0A1W1HVC4;A0A0K2GJ68;A 515 1,71 0,00013
6,42E+07 7,12E+07 6,78E+07 7,56E+07 6,00E+07 0,00E+00 5,34E+04 1,23E+04 0,00E+00 5,12E+04 >tr| D8PI59| D8PI59_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, alpha subuni 0 120,29 2,16E+07 3 8 8 2 8 8,7 131,61 D8PI59;A0A1W1HYC2;A0A136JKY7 D8PI59;A0A1W1HYC2;A0A136JKY7;A0 518 1,02  #ZAHL!
0,00E+00 1,49E+06 1,65E+06 7,14E+05 0,00E+00 0,00E+00 3,22E+04 0,00E+00 0,00E+00 0,00E+00 >tr| D8PH62 | D8PH62_9BACT Nitrospira defluvii Putative Polysaccharide export protein 0 12,77| 1,09E+08 5 2 2 2 2 14,2 24,797 |D8PH62;A0A1W1HZE4 D8PH62;A0A1W1HZE4 520 8,02 H#ZAHL!
2,88E+07 2,09E+07 1,53E+07 2,09E+07 1,97E+07 2,01E+05 2,52E+05 3,59E+04 1,63E+05 1,81E+05 >tr| AOA1W11680| ACA1IW11680_9BACT Nitrospira japonica DNA-directed RNA polymerase subunit beta 0 14,217 1,08E+08 8 3 2 2 12 3 154,52 AOATW11680;A0A1W9ISM8;A0A1\AOA1W11680;A0ATW9IISM8;A0A1WIC 528 -0,93 0,00167
1,20E+06 1,58E+06 7,97E+05 1,30E+06 7,72E+05 1,69E+07 1,56E+07 7,00E+06 1,13E+07 1,11E+07 >tr| AOA1W1IA41|AOAIW1IA41_9BACT Nitrospira japonica Uncharacterized protein 0 99,519| 9,25E+09 16 2 2 2 1 7,9 26,585 AOAIW1IA41 AOAIW1IA41 532 3,52 0,00012
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,65E+05 0,00E+00 1,01E+06 0,00E+00 3,39E+05 | >tr | AOATW9GRC8| AOA1WIGRC8_9BACT Nitrospira sp. SG-bin1 Osmotically inducible protein OsmC 0 323,31 5,83E+08 12 2 2 2 1 22 14,971 AOATWIGRC8 AOATWIGRC8 541 5,29 0,08691
2,37E+06 1,90E+06 1,59E+06 1,46E+06 1,07E+06 7,19E+05 2,01E+05 1,81E+06 5,01E+06 9,65E+06 >tr | AOAIW9J7A5| AOAIW9J7A5_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 15,556 2,58E+08 9 2 2 2 6 9,4 28,332 AOATW9J7A5;A0A136JQL7;A0ATWAOA1W9J7AS5;A0A136JQL7;A0A1W9IIB, 550 -1,52 0,08284
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,59E+06 7,40E+06 4,59E+06 6,25E+06 6,71E+06 >tr| AOA2H5EWY1|AOA2HSEWY1_9RHOB Paracoccus zhejiangensis 60 kDa chaperonin 0 323,31 1,69E+09 27 7 3 2 34 15,3 57,771 AOA2H5EWY1;A0A2A2GHN6;Q974 AOA2HSEWY1;A0A2A2GHN6,Q97462;/ 560 -0,57 0,00000
1,80E+05 1,21E+05 6,82E+04 1,67E+05 1,23E+05 4,49E+05 5,82E+05 0,00E+00 0,00E+00 0,00E+00 | >tr| AOA2G1YZQ9|A0A2G1YZQ9_9RHOB Paracoccus sp. ATP synthase subunit beta 0 17,755 7,90E+07 3 4 2 2 2 13,1 50,448 AOA2G1YZQ9;A0AIN7MME2 AO0A2G1YZQ9;A0AIN7MME2 565 1,22 0,14592
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,61E+07 1,89E+07 9,05E+06 1,35E+07 1,65E+07 >tr| AOA2G1Z4R4|AOA2G1Z4R4_9RHOB Paracoccus sp. Transcriptional regulator 0 11,233 8,19E+08 3 2 2 2 41 19,6 12,255 A0A2G174R4;S5XRT9;Q3SRC8;Q1C(A0A2G174R4;S5XRT9;Q3SRC8;Q1QL72 567 -0,25 0,00002
1,03E+05 1,59E+05 0,00E+00 9,13E+04 6,88E+04 8,28E+05 1,01E+06 6,46E+05 7,76E+05 9,43E+05 >tr| AOA2H5F246 | AOA2H5F246_9RHOB Paracoccus zhejiangensis Formate dehydrogenase 0/ 12,264 9,77E+08 5 2 2 2 2 2,6 109,92 |AOA2H5F246;A0A1IN7IPA7 AOA2HS5F246;A0A1IN7JPA7 571 1,94 0,00000
1,55E+07 1,67E+07 1,53E+07 1,61E+07 9,50E+06 1,62E+06 2,66E+06 1,26E+06 0,00E+00 1,13E+05 >sp|B1Y3S9|ATPA_LEPCP Leptothrix cholodnii (strain ATCC SATP synthase subunit alpha 0 16,466 1,12E+09 12 3 2 2 2 6,1 54,569 B1Y3S59;1475I1 B1Y3S9 582 2,60 0,05178
6,68E+06 5,80E+06 4,24E+06 4,88E+06 7,32E+06 5,06E+05 6,38E+05 2,13E+05 3,62E+05 5,69E+05 >tr| S5XXR5 | S5XXR5_PARAH Paracoccus aminophilus JCM 768€ Chaperone protein Dnak 0 65097 1,32E+08 10 6 6 2 36 11,7 69,102 | S5XXR5;A0A1X7L3Z7;A0A1N6QS32 SSXXR5;A0A1X7L3Z27;A0A1N6QS32;A0 620 -0,94 0,00032
1,23E+05 1,26E+05 8,98E+04 0,00E+00 6,80E+04 7,56E+05 1,05E+06 2,36E+06 5,63E+05 6,93E+05 >tr|S5YYG4|S5YYG4_PARAH Paracoccus aminophilus JCM 768€ 505 ribosomal protein L14 0 20,07, 1,01E+08 8 3 3 3 49 34,4 13,423 S5YYG4;A1B037;A0A2H5EYS0;A0A|S5YYG4;A1B037;A0A2H5EYS0;A0A2G1 20 0,73 0,01074
1,13E+08 1,07E+08 9,19E+07 1,08E+08 1,02E+08 4,77E+05 2,83E+05 1,04E+05 3,71E+05 2,93E+05 | >tr| AOA114VG17 |AOA114VG17_9PROT Nitrosomonas communis DNA-directed RNA polymerase subunit beta 0/ 279,51 1,10E+08 5 4 4 3 28 5,2 151,81 |A0A114VG17;A0A114UIA8;A0A1I3NAOA1I4VG17;A0A114UIA8;A0A1I13MB8I 61 H#ZAHL! H#ZAHL!
1,80E+06 1,61E+06 1,95E+06 1,68E+06 1,74E+06 1,57E+06 4,11E+05 1,34E+06 1,85E+06 1,90E+06 >tr|AOA114Q9J8 | AOA114Q9)8_9PROT Nitrosomonas nitrosa Acyl carrier protein 0 46,449 3,29E+08 12 3 3 3 6 49,4 9,1509 |ADA114Q9)8;A0A1H3ISD4;A0A1G8 A0A114Q9)8;A0A1H3ISD4;A0A1G8DT8 68 3,86 0,00079
7,17E+05 7,89E+05 7,99E+05 8,69E+05 7,02E+05 0,00E+00 1,88E+06 0,00E+00 0,00E+00 9,87E+06 >tr| AOAOK2GF07 | AOAOK2GFO7_NITMO Nitrospira moscoviensis Rubrerythrin 0 27,053| 4,30E+08 11 3 3 3 2 22 15,701 AOAOK2GFO07;A0A2C9CI92 AOAOK2GF07 111 2535] 0,25450
1,50E+06 2,08E+06 1,25E+06 1,58E+06 1,27E+06 1,08E+07 8,19E+06 3,18E+06 4,40E+06 6,50E+06 >tr| AOAIW9G6C0 | AOAIWIG6CO_9BACT Nitrospira sp. SG-bin2 Uncharacterized protein 0 323,31 2,69E+09 70 3 3 3 5 14,2 34,071 AOA1W9G6C0;A0A0K2GGES;A0A1 AOATWIG6CO;A0A0K2GGES;AOATWII 114 3,01 0,00120
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,34E+05 1,11E+05 8,34E+04 9,89E+04 2,14E+05 >tr|F9ZFQ9|F9ZFQ9_9PROT Nitrosomonas sp. AL212 Rubrerythrin 0 17,683 1,84E+08 7 3 3 3 11 18,7 15,15 F9ZFQY;F8GF27;A0A114DMZ7;A0A F9ZFQ9;F8GF27;A0A114DMZ7;A0A1H9 129 5,15 0,00745
2,56E+06 3,25E+06 1,55E+06 1,21E+06 2,00E+06 4,21E+07 4,03E+07 1,49E+07 3,00E+07 2,87E+07 | >tr|F9ZIM7|F9ZIM7_9PROT Nitrosomonas sp. AL212 Glyceraldehyde-3-phosphate dehydrogenase 0 27,456 5,97E+09 8 3 3 3 37 10,5 36,078 |F9ZIM7;F8GHX2;A0A285C095;A0A F9ZIM7;F8GHX2;A0A285C095;A0A1NE 137 -0,28 0,00021
0,00E+00 0,00E+00 3,57E+04 0,00E+00 0,00E+00 1,96E+07 1,20E+07 5,44E+06 1,68E+07 1,46E+07 >tr| D8PGGO|D8PGGO_9BACT Nitrospira defluvii Cold shock protein CspA 0 323,31 3,06E+09 9 3 3 3 15 31,9 7,8498 D8PGGO;A0A256WYR4;A0A1WIG(D8PGGO;A0A256WYR4;A0A1WIGQR8 169 3,80 0,00047
1,42E+07 1,64E+07 9,59E+06 1,65E+07 1,34E+07 6,12E+07 4,13E+07 2,61E+07 4,00E+07 5,40E+07 | >tr| D8PDK8 | D8PDK8_9BACT Nitrospira defluvii Thioredoxin 0 323,31 5,49E+09 19 3 3 3 15 22,6 12,714 D8PDK8;A0A1W1HQC3;A0A136JQ/ D8PDK8;AOAIW1HQC3;A0A136/Q12;A 178 1,64 0,00008




2,42E+06 2,17E+06 9,17E+05 0,00E+00 2,26E+06 0,00E+00 9,98E+05 0,00E+00 0,00E+00 0,00E+00 >tr|AOA114KU12|AOA1I4KU12_9PROT Nitrosomonas nitrosa Isocitrate dehydrogenase [NADP] 0 18,867 2,09E+08 6 3 3 3 1 9,6 45,928 AOA1I4KU12 AOA1I4KU12 308 2,95 0,34664
1,35E+05 9,43E+04 8,48E+04 8,94E+04 1,32E+05 2,95E+05 1,99E+05 1,35E+05 4,42E+04 1,44E+05 >tr|AOA1I4L271|AOA1I4L271_9PROT Nitrosomonas nitrosa Phosphate ABC transporter substrate-binding 0 25,94 1,47E+08 8 3 3 3 8 13 36,599 A0A114L271;A0A0F7KBJ1;A0A1I4Q AOALI4L271 314 3,01 0,00417
7,30E+06 9,87E+06 4,65E+06 7,50E+06 6,46E+06 1,65E+08 1,50E+08 5,72E+07 1,20E+08 1,12E+08 >tr| AOA1I4L3)7|AOA1I4L3)7_9PROT Nitrosomonas nitrosa Dissimilatory nitrite reductase (NO-forming), ( 0 251,32 6,28E+09 116 3 3 3 7 11,7 39,397 AOA114L3)7;A0A285BWT3;F9ZGQS AOA1I4L3)7 316 -1,75 0,00019
1,76E+06 2,45E+06 2,59E+06 1,88E+06 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,35E+05 0,00E+00 >tr| AOA1I4L4F3 | AOALI4L4F3_9PROT Nitrosomonas nitrosa Phospholipid transport system substrate-bind 0 32,113| 7,15E+07 8 3 3 3 1 19,6 23,761 AOA1I4L4F3 AOA1I4L4F3 320 S 0,34693
1,20E+08 1,62E+08 1,32E+08 1,17E+08 1,10E+08 6,64E+05 4,68E+05 2,32E+05 3,83E+05 6,43E+05 >tr| AOA114LLO8 | AOA1I4LLO8_9PROT Nitrosomonas nitrosa Apoptosis-inducing factor, C-term 0 19,579| 7,65E+07 7 3 3 3 1 11,2 43,74 AOA114LLO8 AOA1I4LLO8 327 -0,55 0,00036
1,38E+05 1,04E+05 8,02E+04 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,79E+05 2,56E+05 2,58E+05 >tr| ADA114M5U7|AOA1I4M5U7_9PROT Nitrosomonas nitrosa Malate dehydrogenase 0 20,039 9,65E+07 6 3 3 3 5 13,4 35,956 A0A114M5U7;F8GE84;A0A1I12AZM AOA1I4MSU7 336 3,28 0,04486
2,54E+08 2,99E+08 1,87E+08 2,58E+08 2,86E+08 3,24E+05 6,42E+04 3,89E+04 5,88E+05 7,25E+05 | >tr| AOA1I14M6F6| AOALI4AM6EF6_9PROT Nitrosomonas nitrosa Cytochrome c-type biogenesis protein CcmH 0 323,31 5,15E+08 37 3 3 3 1 9,9 48,123 AOA1I4MEF6 AOA1I4M6EF6 337 3,50 0,03488
6,66E+06 4,00E+06 3,12E+06 7,74E+06 3,03E+06 0,00E+00 0,00E+00 1,29E+05 3,62E+05 2,49E+05 >tr| AOA1I4MRP1|AOA1I4MRP1_9PROT Nitrosomonas nitrosa Uncharacterized protein Yjbl, contains pentap 0 323,31 1,55E+08 12 3 3 3 1 18,5 27,233 AOA1I14MRP1 AOA1I4MRP1 343 4,47 0,06973
4,60E+06 3,66E+06 3,45E+06 4,61E+06 4,85E+06 2,19E+06 2,83E+06 1,09E+06 1,99E+06 2,47E+06 >tr| AOALI4NES55|AOALI4NES5_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 38,082 1,77E+08 7 3 3 3 8 19,8 25,246 AOA1I4NES5;A0A1145X72;A0A1I3K AOA1I4NESS5 351 -3,10 H#ZAHL!

3,82E+06 4,64E+06 4,17E+06 5,07E+06 2,41E+06 1,33E+06 2,82E+06 9,62E+05 2,21E+06 3,23E+06 >tr| AOA1I4PKO5 | AOA1I4PKO5_9PROT Nitrosomonas nitrosa ATP synthase gamma chain 0 106,38 2,96E+08 18 3 3 3 27 17,4 32,795 AOA114PKO05;A0A1G5SCT9;Q82XP3 AOA1I4PK05;A0A1G5SCT9;Q82XP9;Q0: 380 -0,62 0,00117
2,71E+07 3,18E+07 2,30E+07 2,20E+07 2,68E+07 4,00E+04 0,00E+00 4,39E+05 0,00E+00 5,59E+05 >tr| AOA1I4PT58| AOA1I4PT58_9PROT Nitrosomonas nitrosa 3-isopropylmalate dehydrogenase 0 20,923 1,66E+08 6 3 3 3 10 12,7 38,028 AOA1I4PT58;A0A114N588;A0A1I13C AOALI4PTS8 388 2,89 0,12376
5,29E+04 4,84E+04 4,46E+04 3,13E+04 4,78E+04 2,17E+07 1,46E+07 9,13E+06 1,43E+07 1,30E+07 >tr| AOA1I4PWRO|AOA1I4PWRO_SPROT Nitrosomonas nitrosa Uncharacterized protein 0 185,02 2,71E+09 58 3 3 3 1 25 18,368 AOA1I4PWRO AOA1I4PWRO 390 1,87 0,00010
3,09E+07 1,97E+07 1,13E+07 5,39E+07 6,11E+06 2,46E+06 6,82E+05 1,90E+06 1,90E+06 3,25E+06 >tr| AOA1I4PYC6|AOA1I4PYC6_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 17,244 1,19E+08 4 3 3 3 6 19,3 23,753  AOA114PYC6;A0A1G5SBM3;A0A1G AOA1I4PYCE;A0A1G5SBM3;A0A1G7YB) 394 -1,75 0,00126
1,68E+05 2,39E+05 1,84E+05 2,22E+05 1,94E+05 0,00E+00 3,67E+05 0,00E+00 8,15E+04 3,11E+05 >tr|ADA114Q279|A0A114Q279_9PROT Nitrosomonas nitrosa Heat shock protein Hsp20 0 22,395 7,60E+06 5 3 3 3 1 28,2 19,388 A0DA114Q279 AOA114Q279 397 H#ZAHL! H#ZAHL!

2,73E+05 3,77E+05 2,28E+05 3,50E+05 3,68E+05 3,13E+06 2,95E+06 2,11E+06 2,67E+06 4,29E+06 >tr| AOA114QB85 | AOA114QB85_9PROT Nitrosomonas nitrosa 5-methyltetrahydropteroyltriglutamate--hom 0 323,31 1,43E+09 25 3 3 3 1 53 86,39 |A0A114QB85 AOA114QB85 402 0,19 0,00003
1,09E+06 2,14E+06 1,17E+06 1,39E+06 1,47E+06 5,31E+06 6,13E+06 3,02E+05 4,00E+06 1,12E+06 >tr|AOA114QS20|A0A114QS20_9PROT Nitrosomonas nitrosa 308 ribosomal protein S4 0 59,349 2,71E+08 11 3 3 3 1 23,1 20,805 A0A114QS20 AO0A114Q520 415 -1,12 0,01859
9,23E+06 4,78E+06 1,25E+07 4,24E+06 4,53E+06 9,72E+05 1,43E+06 2,92E+05 1,25E+06 8,60E+05 >tr| AOA1I4R1A5|AOA1I4R1A5_9PROT Nitrosomonas nitrosa Pyridoxal phosphate homeostasis protein 0 323,31 3,47E+08 11 3 3 3 8 20,2 26,294 AOA1I4R1AS5;A0A1I4KTR3;A0A1I3HAOALI4R1AS 418 2,19 0,00115
8,61E+06 1,17E+07 8,08E+06 2,07E+07 1,33E+07 5,92E+06 3,93E+06 2,98E+06 5,16E+06 6,35E+06 >tr| AOA1I4RGD5 | AOA1I4RGD5_9PROT Nitrosomonas nitrosa Glutamate dehydrogenase 0 323,31 9,28E+08 40 3 3 3 14 12,8 48,543 | AOA1I4RGDS5;A0A114T2L4;A0A1H3 AOA1I4RGD5;A0A114T2L4;A0A1H3IW3 421 -1,67 0,00005
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 7,14E+05 5,81E+05 0,00E+00 7,67E+04 0,00E+00 | >tr | AOA1I4RHLI | AOA1I4RHL9_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 34,808 7,60E+08 8 3 3 3 1 9,3 60,081 AOA1I4RHL9 AOA1I4RHL9 422 4,74 0,11358
1,13E+05 9,48E+04 9,45E+04 1,20E+05 0,00E+00 3,99E+05 9,26E+05 1,20E+05 3,80E+05 1,02E+05 >tr| AOA1I4RSAS5 | AOA1I4RSA5_9PROT Nitrosomonas nitrosa Probable glycine dehydrogenase (decarboxyla 0 23,223| 6,18E+07 7 3 3 3 10 10,4 53,109 AOA1I4RSAS5;A0A1I4QHC8;A0A1I31 AOALI4RSAS 425 -3,24 H#ZAHL!

2,18E+07 2,70E+07 2,58E+07 3,12E+07 2,26E+07 8,64E+05 8,15E+05 3,49E+05 3,45E+05 7,78E+05 >tr| AOA1I4RSB1|AOA1I4RSB1_9PROT Nitrosomonas nitrosa Polyribonucleotide nucleotidyltransferase 0 31,994 1,07E+08 8 3 3 3 19 6,4 76,886 AOA1I4RSB1;A0A1H3MGYS;A0A1I4AOA1I4RSB1 426 -2,88 H#ZAHL!

5,69E+05 6,73E+05 6,89E+05 6,86E+05 8,63E+05 3,56E+06 1,82E+06 7,63E+05 2,66E+06 2,29E+06 >tr| ADA1I4STI8| AOA1I4STI8_9PROT Nitrosomonas nitrosa OmpA-OmpF porin, OOP family 0 54,033] 9,94E+08 11 3 3 3 1 17,8 25,966 AOA1I4STI8 AOA1LI4STI8 444 2,43 0,00135
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,24E+06 1,78E+06 1,36E+06 1,07E+06 8,52E+05 >tr| AOA114SYWO|AOA114SYWO_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 107,4] 4,61E+08 19 3 3 3 1 55 72,973 AOA1I4SYWO AOA1I4SYWO 447 -0,11 0,00004
3,11E+07 5,66E+07 8,97E+07 2,12E+07 4,30E+07 1,32E+07 9,76E+06 7,68E+06 1,05E+07 1,06E+07 >tr|AOA1I4TRU7|AOA1I4TRU7_9PROT Nitrosomonas nitrosa 50 ribosomal protein L19 0 83,126 1,36E+09 46 3 3 3 19 30,2 14,591 AOA1I4TRU7;B1YOH8;A0A1I0BWO: AOALI4TRU7 450 1,46 0,00000
4,32E+05 3,26E+05 4,18E+05 5,18E+05 4,08E+05 7,03E+04 9,56E+04 0,00E+00 0,00E+00 1,15E+05 >tr| AOA1I4U3F4|AOA1I4U3F4_9PROT Nitrosomonas nitrosa NAD(P)-dependent dehydrogenase, short-cha 0 46,23| 2,18E+08 16 3 3 3 1 18,5 25,39 AOA1I4U3F4 AOA1I4U3F4 460 557 0,04759
4,06E+05 3,99E+05 3,90E+05 3,58E+05 3,10E+05 6,52E+05 5,23E+05 1,47E+05 3,44E+05 4,09E+05 >tr| AOA1I14UYV9|AOA1I4UYV9_9PROT Nitrosomonas nitrosa Elongation factor G 0 20,943 1,31E+08 9 3 3 3 10 7,5 77,422 AOA114UYV9;A0A1I4TEC4;A0ALI3J|AOALI4UYV9;A0ALI4TEC4;A0ALI3IWCE 472 -0,70 #ZAHL!

0,00E+00 0,00E+00 0,00E+00 4,47E+06 0,00E+00 5,81E+06 1,31E+07 8,70E+06 4,83E+06 6,11E+06 >sp|Q3SVI1|ATPB_NITWN Nitrobacter winogradskyi (strain AATP synthase subunit beta 0 323,31 3,63E+09 16 5 5 3 4 15,1 50,822 /Q35VJ1;,Q1QQS8;A3WRA3;A0A1V4Q35VI1;Q1QQS8;A3WRA3;A0A1V4I26( 507 1,39 0,00087
8,16E+05 1,35E+06 1,03E+06 8,95E+05 1,27E+06 7,23E+05 1,14E+06 3,59E+05 8,28E+05 7,02E+05 | >tr| ADAIW9GQI2 | AOAIW9GQI2_9BACT Nitrospira sp. SG-binl Molybdopterin synthase sulfur carrier subunit 0 22,018 3,88E+08 12 3 3 3 13 36,7 9,8232 | ADA1WIGQI2;D8PE88;A0A256XONAOAIWIGQI2 540 4,30 0,00033
1,65E+06 1,75E+06 0,00E+00 1,66E+06 1,45E+06 2,86E+07 2,66E+07 1,36E+07 2,34E+07 2,43E+07 | >tr| AOA1IW9J7H6 | AOAIW9J7H6_9BACT Nitrospira sp. ST-bin5 Uncharacterized protein 0 323,31 4,10E+09 31 3 3 3 9 23,9 31,737 AOA1W9J7H6;D8PI81;A0AIW1HYS AOA1WIJ7H6;D8PI81;A0A1W1HY98 551 1,54 0,00002
3,18E+07 3,38E+07 2,34E+07 2,53E+07 1,39E+07 2,38E+05 1,98E+04 0,00E+00 6,61E+05 2,13E+06 >sp|B1XXY9|CH60_LEPCP Leptothrix cholodnii (strain ATCC £60 kDa chaperonin 0 64,601 297E+08 7 8 5 3 1 16,4 57,309 BIXXY9 B1XXY9 575 1,17 0,16419
4,45E+06 3,29E+06 2,89E+06 3,31E+06 3,05E+06 6,90E+06 7,37E+06 1,05E+06 6,75E+06 9,36E+06 >tr|B1Y7HO|B1Y7HO_LEPCP Leptothrix cholodnii (strain ATCC £ Elongation factor Tu 0 39,243 1,41E+09 21 4 3 3 1 13,6 42,881 B1Y7HO B1Y7HO 589 -0,07 0,00194
8,79E+06 2,77E+06 8,51E+06 8,59E+06 5,13E+06 2,26E+07 1,97E+07 1,41E+07 2,05E+07 2,27E+07 |>tr| D8PI25| D8PI25_9BACT Nitrospira defluvii Metal-binding protein SmbP 0 167,77| 7,41E+09 48 5 5 4 4 40,7 12,027 D8PI25;A0A1W1HYF8;A0A136JVQ(D8PI25;A0A1W1HYF8;A0A136JVQ0 187 2,69 0,00000
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,90E+05 5,84E+05 6,62E+04 3,73E+05 3,23E+04 >tr| AOA136K960 | AOA136K960_9BACT Nitrospira sp. OLB3 3-oxoacyl-ACP reductase 0 124,74 6,22E+08 16 4 4 4 1 20 29,179 A0A136K960 AOA136K960 194 4,52 0,02477
1,64E+06 2,38E+06 1,72E+06 1,40E+06 1,86E+06 1,75E+06 1,07E+06 7,10E+05 1,56E+06 1,87E+06 >tr|AOA114LQ74|A0A1I4LQ74_9PROT Nitrosomonas nitrosa Chaperone protein Dnak 0 189,7| 4,75E+08 24 5 5 4 17 11,2 70,259 AOA114LQ74;A0A1I3HHP9;A0A1H3 AOA114LQ74;A0A1I3HHP9;A0ATH3LR8 331 -0,08 0,00022
6,67E+06 8,96E+06 6,73E+06 0,00E+00 5,79E+06 1,43E+07 1,47E+07 6,15E+06 1,11E+07 1,46E+07 >tr| AOALI4LYZ5 | AOA1I4LYZ5_9PROT Nitrosomonas nitrosa Thioredoxin 0 323,31 2,91E+09 63 4 4 4 14 38 12,074 AOA1I4LYZS5;A0A1I3KSR3;A0A1H3F AOA1I4LYZS 334 3,10 0,00008
9,16E+05 1,44E+06 1,65E+06 6,86E+05 1,19E+06 5,24E+05 7,17E+05 1,29E+05 2,58E+05 0,00E+00 >tr| AOA1I4N348 | AOA1I4N348_9PROT Nitrosomonas nitrosa Polyketide cyclase / dehydrase and lipid trans| 0 34,294 3,10E+08 11 4 4 4 3 27,9 19,103 AOA114N348;A0A1H3PHI3;A0A1G AOA1I4N348 347 4,17 0,03739
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 1,29E+06 1,82E+05 0,00E+00 0,00E+00 0,00E+00 >tr| AOALI4NVP1|AOA1I4NVP1_9PROT Nitrosomonas nitrosa Cytochrome P460 0 219,76] 1,03E+09 12 4 4 4 8 29,3 19,675 AOA1I4NVP1;A0A1G8C1J4;A0A1H: AOALI4NVP1;A0A1G8C1I4;,A0A1H3Q1I 360 5,96 0,27555
0,00E+00 1,62E+05 0,00E+00 1,06E+05 0,00E+00 3,27E+06 3,04E+06 1,43E+06 3,55E+06 3,78E+06 >tr| ADA114P0Q2| AOA1I14P0Q2_9PROT Nitrosomonas nitrosa Outer membrane protein (Porin) 0 33,599 3,35E+08 8 4 4 4 4 14,1 42,445  AOA114P0Q2;A0A1H3POB0O;A0ALGIAOALI4P0Q2 365 -1,36 0,00009
4,74E+05 7,08E+05 5,89E+05 2,75E+05 6,00E+05 1,85E+06 1,55E+06 2,34E+06 2,72E+06 2,24E+06 >tr| AOA1I4PHA3| AOA1I4PHA3_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 266,66 7,74E+08 31 4 4 4 1 11,4 64,688 AOA1I4PHA3 AOA1I4PHA3 374 1,01 0,00001
4,78E+06 4,78E+06 4,63E+06 4,03E+06 4,65E+06 1,28E+06 2,43E+06 2,70E+05 1,52E+06 3,04E+06 >tr| AOA1I4PKQ9| AOA1I4PKQ9_9PROT Nitrosomonas nitrosa ATP synthase subunit alpha 0 233,99 4,08E+08 18 8 8 4 3 18,9 55,566 AOA114PKQ9;A0A1H3HC84;A0A1G AOA1I4PKQY;A0ATH3HC84;,A0A1G7Z2] 382 -0,62 0,00732
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 6,06E+05 0,00E+00 2,20E+06 1,71E+06 >tr|AOA1I4PRM3|AOA1I4PRM3_9PROT Nitrosomonas nitrosa Peptidyl-prolyl cis-trans isomerase 0 23538 8,29E+08 20 4 4 4 5 29,6 20,416 AOA1I4PRM3;A0A1I4NS5T1;A0A1I3|AOALI4PRM3 384 4,28 0,07963
4,37E+06 2,70E+06 2,53E+06 2,85E+06 1,59E+06 1,17E+07 6,36E+06 9,15E+06 4,05E+06 5,49E+06 >tr| AOA1I4SWH2 | AOA1I4SWH2_9PROT Nitrosomonas nitrosa Cytochrome c553 0 87,536 6,08E+08 25 4 4 4 1 20,8 23,395 AOA1I4SWH2 AOALI4SWH2 445 0,45 0,00068
7,31E+05 6,14E+05 0,00E+00 0,00E+00 0,00E+00 2,98E+06 1,03E+07 8,02E+06 1,17E+07 3,66E+06 >tr| AOA114UICO|ADA1I4UICO_9PROT Nitrosomonas nitrosa 50S ribosomal protein L1 0 92,089 1,48E+09 20 5 5 4 14 26,8 24,384 AOA114UIC0;A0A117J9H2;A0A1G5S AOA1I4UICO 464 0,75 0,00297
2,41E+06 4,94E+05 8,13E+05 3,10E+06 2,46E+05 3,78E+06 2,73E+06 1,72E+06 3,06E+06 2,73E+06 >tr| AOA114KYZ1|AOA1I4KYZ1_9PROT Nitrosomonas nitrosa 2-isopropylmalate synthase 0 53,052 5,01E+08 27 5 5 5 27 15,1 55,81 AOA1I4KYZ1;FOZFH6;A0ATHSNIP1; AOA1I4KYZ1;FOZFH6;,A0A1HENIP1;A0A 311 -1,85 0,00003
4,81E+06 8,24E+06 7,37E+06 6,72E+06 0,00E+00 1,79E+07 1,45E+07 1,06E+07 1,18E+07 9,12E+06 >tr| AOA114L480| AOA114L480_9PROT Nitrosomonas nitrosa 60 kDa chaperonin 0 323,31 3,40E+09 53 4 14 5 13 29,8 57,596 AOA114L480;A0A114CC81;F9ZHHY; AOA1I4L480;A0A114CC81 318 -0,38 0,00003
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 4,07E+05 2,36E+06 1,51E+06 6,01E+05 3,66E+06 >tr| AOALI4LHC4|AOA1I4LHC4_9PROT Nitrosomonas nitrosa Triosephosphate isomerase 0 32331 1,87E+09 5 5 5 5 8 30,7 27,188 AOA1I4LHC4;A0A1I3GYW1;A0A1H! AOALI4LHCA 325 4,25 0,02157
3,69E+06 1,81E+06 2,41E+06 2,45E+06 3,20E+06 5,41E+05 3,72E+05 0,00E+00 9,47E+04 3,12E+05 >tr| ADA114QI56 | AOA114QI56_9PROT Nitrosomonas nitrosa Small metal-binding protein 0 224,42 4,90E+08 16 5 5 5 1 30,2 12,576 AOA114QI56 AOA1l4QI56 405 5198} 0,02645
1,98E+07 2,31E+07 2,31E+07 1,29E+07 1,56E+06 7,20E+05 4,47E+05 2,94E+05 4,16E+05 0,00E+00 >tr|ADA114QLQ4|ADA114QLQ4_9PROT Nitrosomonas nitrosa Uncharacterized protein 0 40,768 5,57E+08 12 5 5 5 1 29,4 24,456 AOAll4QLQ4 AOAll4QLQ4 408 4,84 0,01236
0,00E+00 0,00E+00 0,00E+00 0,00E+00 0,00E+00 3,17E+06 3,05E+06 4,25E+05 1,17E+06 8,09E+05 | >tr| ADA11452G6 | AOA1I452G6_9PROT Nitrosomonas nitrosa Tyrosinase 0 323,31 8,46E+08 18 5 5 5 5 18,5 53,507 A0A11452G6;A0A285BUS8;A0A1I3|A0A1I4S2G6 429 2,47 0,01750
1,25E+06 0,00E+00 0,00E+00 1,13E+06 0,00E+00 1,57E+08 1,21E+08 5,30E+07 1,02E+08 1,54E+08 >tr| AOA1145356 | ADA1145356_9PROT Nitrosomonas nitrosa Nitrosocyanin 0 323,31 1,06E+10 84 5 5 5 7 50,7 14,701 AOA114S356;A0A1H3P5Q5;A0A1G{AOA1145356,A0A1H3P5Q5;A0A1G8GNV 430 0,66 0,00028
0,00E+00 0,00E+00 0,00E+00 5,82E+05 0,00E+00 2,75E+07 3,16E+07 1,31E+07 1,74E+07 2,62E+07 | >tr| D8PI40| D8PI40_9BACT Nitrospira defluvii Putative Nitrate oxidoreductase, beta subunit| 0 32331 7,15E+09 100 6 6 6 102 20 49,985 | D8PI40;A0A1W9J2R7;A0A1W9GZ5 D8PI40;A0A1W9J2R7;A0ATIWIGZ52;A( 89 0,17 0,00014
2,96E+05 0,00E+00 0,00E+00 2,88E+05 2,12E+05 3,79E+06 2,56E+06 2,01E+06 3,41E+06 2,29E+06 >tr| ADA114L4S9|AOA1I4L4S9_9PROT Nitrosomonas nitrosa PAP2 superfamily protein 0 38423 4,82E+09 21 6 6 6 1 17,3 44,725 |AOA114L4S9 AOA114L459 321 3,80 0,00003
5,34E+06 5,15E+06 5,04E+06 7,14E+06 9,74E+06 7,01E+06 4,13E+06 2,27E+06 4,97E+06 5,47E+06 >tr| AOA114PZ40| AOA1I14PZ40_9PROT Nitrosomonas nitrosa Succinate--CoA ligase [ADP-forming] subunit k 0 108,61 8,38E+08 52 6 6 6 29 25,2 42,497 |AOA114PZ40;A0A1H3GNT2;A0A1G A0A1I4PZ40;A0A1H3GNT2;A0A1G7YC| 395 -0,92 0,00029
1,51E+07 1,43E+07 1,81E+07 1,81E+07 1,67E+07 7,38E+06 7,12E+06 4,21E+06 5,97E+06 5,65E+06 >tr| AOA114Q3H1|AOA1I4Q3H1_9PROT Nitrosomonas nitrosa Carboxyl-terminal processing protease 0 182,95 1,54E+09 32 6 6 6 23 18,1 51,606 AOA114Q3H1;A0A1H3HZH2;A0A1H AOA114Q3H1;A0ATH3HZH2;A0A1H2TL 399 -0,19 0,00001
6,02E+07 7,77E+07 4,01E+07 4,83E+07 3,94E+07 4,46E+06 3,63E+06 2,83E+06 2,25E+06 3,21E+06 >tr| AOA1I4SEQ6|AOA1I4SEQ6_9PROT Nitrosomonas nitrosa 4-cresol dehydrogenase (Hydroxylating) 0 286,02| 1,39E+09 53 6 6 6 1 21,2 56,977 AOA1I4SEQ6 AOA1I4SEQ6 434 1,34 0,00002
0,00E+00 1,83E+05 0,00E+00 0,00E+00 0,00E+00 2,51E+06 4,13E+06 9,22E+05 1,93E+06 2,72E+06 >tr| AOAIW9GANS5 | AOATWIGANS5_9BACT Nitrospira sp. SG-binl Chaperone protein Dnak 0 120,35| 1,93E+09 52 7 7 7 22 14,2 69,549 AOATWIG4NS5;A0A1W11822;A0A1/AOA1WIGANS5;A0A1W11822;A0A136KI| 201 1,87 0,00162
5,38E+05 6,09E+05 4,47E+05 7,02E+05 1,41E+05 4,58E+07 7,84E+07 3,48E+07 4,83E+07 4,27E+07 >tr| AOA1I4UWT6|AOALI4UWT6_9PROT Nitrosomonas nitrosa Ammonia monooxygenase subunit B 0 266,68 6,86E+09 52 7 7 7 32 22,1 47,031 | AOA1I4UWT6;A0A1H3ROP7;A0A1CAOALI4UWTE;A0A1H3ROP7;A0A1G8H)) 469 -2,37 0,00015
4,11E+05 7,29E+05 4,26E+05 3,97E+05 3,44E+04 3,00E+06 2,14E+06 9,81E+05 6,98E+05 1,73E+06 >tr|AOA114PBG3|AOA114PBG3_9PROT Nitrosomonas nitrosa Cytochrome c peroxidase 0 323,31 1,91E+09 76 9 9 9 8 27,4 37,154 AOA114PBG3;A0A1H3N220;A0A1G AOA1I4PBG3 371 g1 0,00324




