
Supporting information Fig. 1. Expression of M1 marker genes (IL-8, TNF-α, IL-1β, IL-12p40) (A) 

and M2 marker genes (MRC-1, CCL-18, DC-SIGN) (B) on M0 phenotype after stimulation with 

25, 50 and 100 µg/ml in vitro digested CRBO for 3 h. The bar graphs represent means ± SD from 

two independent replications. Different letters indicate statistically different among treatments 

at confidence interval of 95%.
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Supporting information Fig. 2. Expression of M1 marker genes (IL-8, TNF-α, IL-1β, IL-12p40) (A) 

and M2 marker genes (MRC-1, CCL-18, DC-SIGN) (B) on M1 phenotype after stimulation with 

25, 50 and 100 µg/ml in vitro digested CRBO for 3 h. The bar graphs represent means ± SD from 

two independent replications. Different letters indicate statistically different among treatments 

at confidence interval of 95%.





Supporting information Fig. 3 Expression of M1 marker genes (IL-8, TNF-α, IL-1β, IL-12p40) (A) 

and M2 marker genes (MRC-1, CCL-18, DC-SIGN) (B) on M2 phenotype after stimulation with 

25, 50 and 100 µg/ml in vitro digested CRBO for 3 h. The bar graphs represent means ± SD from 

two independent replications. Different letters indicate statistically different among treatments 

at confidence interval of 95%.




