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Figure ESI-1. Fractionation of whole blood incubated with cisplatin 
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Figure ESI-2. Workflow for calculation of reaction yields of incubation of proteins 

standards with carboplatin using different approaches (A and B). 
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Figure ESI-3. Preparation and characterization of natcarboplatin-HSA calibrant and 
194carboplatin-HSA spike 
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Figure ESI-4. Incubation of ERM®- DA470k/IFCC serum with carboplatin and Double 

Species-specific IDA HPLC-ICPMS for quantification of Pt-HSA adducts in the model 

sample 
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