Electronic Supplementary Material (ESI) for Metallomics.
This journal is © The Royal Society of Chemistry 2018

Table S3. Putative binding sites for transcription factors involved in stress response in 0dMT1 and OdMT2 regulatory regions'.

OdMT1 [

Matnx Family Detailed Family Information
s

atrix

tailed Matrix Information Tissue Opt. Startposllton End nosmon Anchorposmon Strand Core sim. Matrix sim. Mat. sim. - opt. Sequence
| 0,994 0004 [TA

Det
|Asperg./Neurospora-activ. of genes induced by nitrogen | FSNIT2.01__|Activator of nitrogen-regulated genes | 099 -
X VSPPARG.03 _[Peroxisome proliferalor-activated receplor gamma, DR sftes [Adipose Tissue Connective Tissue Digestive System Liver 0383 19 41 30 - 0,849
VSTHRB.03 _[Thyrold hormone receptor, beta (ER6 - everted repeat, spacer 6) [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System System Liver Nervous System Parathyroid Glands Pituftary Gland Skeleton Thyroid Gland | 0,75 18 a2 30 + n‘vgs 0,791
VSNFATC1.01_|Nudlear factor of activated T-cells, cyloplasmic, calcineurin-dependent 1, dimeric binding site [Blood Cells Cardiovascular System Cartilage Connective Tissue Heart Immune System Leukocytes Lymphocytes Myeloid Cells 0.78 705 123 114 - 0,831 0,794
VSRXRF VSRARG.01 _[Relinoic acid receplor gamma, homodimer DRZ binding site [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System Integumentary Sysiem Liver Nervous System Paralhyroid Glands Piuftary Gland Skefeton Thyroid Giand | 0,84 708 132 120 - 7 0,935
K fact FSHSF01__[Feat shock factor (yeast) ; 122 154 138 + 08 089
PSHSFB3.01 _|Heat stress Iranscmphon factor B3 ; 127 149 138 - 1 0,864
VSHEAT VSHSF2.02__|Heat shock fact [Ubiquitous ; 126 150 138 + 1 0,959
FSMREF Metal regulatory element factors. FSCUSE.0T__|Copper- slgnzhng e\emem ANT1/ACET recognition sequence ; 173 187 780 B 94
caalEnhancer Binding Protein EBPD.01_|CCAAT/enhancer binding protein (CIEBP), delta [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hemalopoielic System Immune System Liver Myeloid Cells Phagocytes X 781 95 788 + 972
feat shock factors HSFB3.01__[Heat stress transcription factor B-3 ; 78 200 189 - 0845 886
caal/Enhancer Binding Protein CEBPE.OT__|[CCAAT/enhancer binding protein (C/EBP). epsiion [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoietic System Immune System Liver Myeloid Cells Phagocytes N 182 196 189 - 0816 822
caat/Enhancer Binding Protein CEBPB.01__[CCAAT/enhancer binding protein beta [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hematopoietic System Immune System Liver Myeloid Cells Phagocytes ; 191 205 198 + 0,94 957
caallEnhancer Binding Profein CEBPE 01 _[CCAAT/enhancer binding protein (CIEBP). epsiion [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoielic System Immune System Liver Myeloid Cells Phagocyles ; 792 206 99 - 0.77 799
ungal basic leucine zipper family FSYAPT feast activator protein of the basic leudine zipper (BZIP) family , 197 211 201 - 771
-box mndmg factors VSMAX.03 __|MYC associated factor X lubiquitous 204 220 212 - 911
Sperg activ. of genes induced by nitrogen | __FSNIT2.01 __|Activator of nitrogen-regulated genes. X 216 222 219 - ,994
luclear factor of acivaled T-cells VSNFATS. [Nuclear faclor of activated T-cells 5 [Biood Cells Cardiovascular System Cartilage Conneciive Tissue Hearl immune System Leukocytes Lymphocytes Myeloid Cells ; 226 244 235 - 878
VSNFAT uclear factor of activated T-cells VSNFATC1.01 _|Nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 1, dimeric binding site [Blood Cells C: ystem Cartilage Connective Tissue Heart Immune System Leukocytes Lymphocytes Myeloid Cells . 230 248 239 - 841
feast heal factors FSHSF1.01__[Trmeric heat shock transcription factor [ ; 224 256 240 - 969
VSNFAT luclear factor of activated T-cells VSNFATCT.01_|Nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 1, dimeric binding site [Biood Cefls Cardiovascular System Cartiage Connective Tissue Heart Immune System Leukocytes Lymphocytes Myeloid Cells . 235 253 244 + 898
[ VSRORA _—|v-ERB and RAR-relaled orphan receptor aipha VSRORA 02 _|RAR:related orphan receptor aipha. homodimer ORS binding ste [Blood Cells Brain Central Nervous System Endocrine System Immune System LeuKocytes Lymphocytes Nervous System Pineal Gland ; 234 258 246 + 576
VSRXRF RXR heterodimer binding sites VSRXR_RXR.01_[Retinoid X receptor homodimer, DR1 s [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System System Liver Nervous System Parathyroid Glands Phiuitary Gland Skeleton Thyroid Gland | 0, 250 274 262 + 0833 785
ISDHSF TSHSF.0T__[Heal shock factor (Drosophial . 250 278 266 - 7 778 a
VSVDR_RXR.05 |Bipariite binding site of VDR/RXR DR sites [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System System Liver Nervous System Parathyroid Glands Phiuitary Gland Skeleton Thyroid Gland | 0, 260 284 272 B 0,952 811 l9ccGAGGticaag
FSHSF01__[Feat shock factor (yeast) ; 257 269 - 08 872 [asactgecgagg T TCAagaagetigagetciaa
PSHEAT PSHSFA Heal siress ranscrpion factor A-4a (HSF21) X 262 284 + 1 892
VSHEAT VSHSF2.01__|Heat shock factor [ubiquitous ; 261 265 - 1 888
FSHSF01__|Heal shock factor ( easT) ; 258 290 + 1 872
PSHEAT actors PSHSFC1.01__[Heat shock transcription factor C1 ; 263 265 - 0,762 883
VBHSF2.03 _[Feal shock factor 2 lUbiquitous ; 262 286 - 0.764 78
VSHSF1.05 _|Heat shock factor 1 lubiquitous ; 267 291 - 0,807 932
FSYAP1.02__|Yeasl aclivalor protein of the basic leucine zipper (bZIP) fam 93 333 353 313 - 934
VSFXRE.0T _|Famesoid X - activated receptor (RXRIFXR dimer). IR1 sites [Digestive System Gallbladder Liver 35T 363 357 - 842
VSCEBPG.01__|CCAAT/enhancer binding protein (C/EBP), gamma [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hemalopoielic System Immune System Liver Myeloid Cells Phagocyles 84 367 381 374 + 982
VSCEBPG .01 _|CCAAT/enhancer binding protein (C/EBP). gamma [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hematopoietic System Immune System Liver Myeloid Cells Phagocytes 84 368 382 375 - 961
VSMARE 03 _|Binding sites for with small Maf-proteins [Antibody-Producing Cells Blood Cels Blood Piatelets Bone Marrow Cells Digestive System Ear Endocrine System Eye Hematopoletic System Immune System Isiets of Langerhans Liver Pancreas ; 385 409 397 + 081 868
Fleal shock factors VSHSFT.04__|Heat shock factor 1 lUbiquitous . 394 718 706 + 0, 817
[Feat shock factors PSHSFB3. Heal stress transcription factor B-3 ; 467 481 73 + 0,801 843
[CcaatlEnhancer Binding Protein VSCEBPA CCAATTenhancer binding protein aipha [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hematopoietic System Immune System Liver Wyeloid Cells Phagocytes X 766 480 73 0, .902
[CcaatEnhancer Binding Protein VSCEBPA. CAAT/enhancer binding profein aipha [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoielic System Immune System Liver Myeloid Cells Phagocyles ; 790 504 57 - 94
[AHR-amt heterodimers and AHR-refated factors VSAHRARN ryT hydrocarbon 7 Amt heterodimers, fixed core [Digestive System Liver ; 507 525 73 - 0,75 .79
[Glucocorlicold modulatory element binding proteins VSGNEB2.01_[Glucocorticoid modulatory element binding protein .75 511 525 i + 0,768 .75
[CcaatiEnhancer Binding Protein VSCEBPA.01__|[CCAAT/enhancer binding protein alpha [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hematopoietic System Immune System Liver Wyeloid Cells Phagocytes .94 515 529 522 + 7 .92
[CcaatEnhancer Binding Protein VSCEBPE.02__|CCAAT/enhancer binding profein (C/EBP), epsdon [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoielic System Immune System Liver Myeloid Cells Phagocyles 97 516 530 523 - T 9T
VSCEBP [CcaatlEnhancer Binding Protein VSCEBPG. (CIEBP), gami [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hematopoietic System Immune System Liver Myeloid Cells Phagocytes 84 526 540 533 - 0.75 X
RXR RXR heterodimer binding sites _RXR ceplor Steroder DRSS [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System Integumentary System Liver Nervous System Paraihyroid Glands Piluitary Gland Skeleton Thyroid Gland 562 586 574 + 0,791 X
PSHEAT [Heat shock factors 83 576 598 587 + X
VSCEBP [Ccaal/Enhancer Binding Protein eta [Adipose Tissue Bone Marrow Cells Connective Tissue Digestive System Hemalopoielic System Immune System Liver Myeloid Cells Phagocyles 94 580 594 587 969
VSAPTR [MAF and AP related factors nts [Antibody-Producing Cells Blood Cells Blood Platelets Bone Marrow Cells Digestive System Ear Endocrine System Eye Hematopoletic System Immune System Islets of Langerhans Liver Pancreas .76 613 &7 625 - 89T
F$SXBP [S.cerevisiae, Xhol site-binding protein I FSXBP1.02 ess-induced transcriptional repressor 91 680 692 686 - 937
FSSXBP [S.cerevisiae, Xhol site-binding protein I FSXBP1.02 duced transcriptional repressor .91 681 693 687 + .937
HEAT [Feat shock factors VSHSF1.05__|Heat shock factor 1 [Ubiquitous .92 683 707 695 + 0801 926
VSHEAT [Feal shock factors VSHSF1.04__|Heal shock factor 1 jubiquitous .76 686 710 698 - 0,973 779
FSSXBP [S-cerevisiae, thl Site-binding protein T FSXBP1.02__[Stress-induced transcriptional repressor 091 693 705 599 - 7 0935
FSSXBP |S.cerevisiae, Xhol site-binding protein I FSXBP1.02 duced repressor 0,91 694 706 700 + T 0949
[Veast heat shock factors FSHSF.01___|Heal shock factor (yeast) ; 684 716 T - 7 931
PSHEAT actors PSHSFC1.01__|Heat shock transcription factor C1 ; 689 7 7 + 0775 902
VSHEAT VSHSF2.03__|Heal shock factor 2 [ubiquitous ; 688 712 T - 0,768 763
FSHSF01 __[Feat shock factor (yeast) ; 685 77 7 + 08 904
PSHEAT PSHSFC1.01__[Heal shock transorplon fator OT ; 690 712 T - 0,775 902
HEAT actors VSHSFT.01__|Heat shock fact [ubiquitous ; 689 713 7 + T 889
ISDHSF [Drosophila heat shock factors TSFSF 07— [Hear shock Tacter (Drosaphﬂ )] ; 696 720 T + T 774
FSYNIT [Asperg /Neurospora-activ. of genes induced by nitrogen | FSNIT2.01 _|Aclivalor of nitrogen-regulated genes 099 747 753 750 - 7 0,994 Saag
PSHEAT [Feat shock factors PSHSE.0T__|Heat shock element 0,81 740 762 751 + 1 0,831 0,021 __|aceacaataicaAGAAGaNa:
PSHEAT [Feal shock factors PSHSFAGB,01 _|Heal stress transcription factor A-6b 0,81 741 763 752 - 7 0,368 0,058 cliaall T TC Tigatatiti
VSEBOX [E-box binding factors VSMNT01__|MAX binding protein [ubiquitous 0,84 802 818 810 - 0,753 0,841 0,001 ___|acaaaCAGGlgcecaaa
R [CAMP-responsive element binding proteins VSXBPT.01__[X-box-binding protein 1 [Brain Central Nervous System Endocrine System Nervous System Pineal Giand 0,88 830 850 810 + 7 0,904
B [Fungal basic leucine zipper famly FSHACT 01 _[bZIP transcription factor (ATFICREBT homolog) thal regulates the unfolded protein response 093 832 852 842 7 0,974
PSHEAT [Heat shock factors PSHSFABB.01 _|Heal stress ranscription factor A-6b 081 857 874 863 - 1 0843
[Feat shock factors VSHSF1.01__|Heal shock factor 1 [Ubiquitous 084 851 875 863 + 7 0,85
VSNFAT [Nuclear factor of actvated T-cells VSNFATC1.01_|Nuclear factor of activated T-cels, yloplasmic, calcineurin-dependent 1, dimeric binding site [Blood Cells Cardiovascular System Cartilage Connective Tissue Heart Immune System Leukocytes Lymphocyies Myeloid Cells .78 866 884 875 - 0834 0,794
VSGMEB [Glucocorticoid modulatory efement binding proteins VSGMEB2.01_[Glucocorticoid modulatory element binding profein 2 .75 876 890 883 + 0.798 0,756
Yeast heat shock factors FSHSF1.01 _[Trmeric heat shock transcription factor .95 881 973 897 +
F$BZIP Fungal basic leucine zipper family FSHACT.02__[bZIP transcription factor (ATF/CREB1 homolog) that regulates the unfolded protein response 83 o1t 931 921 + 7
PSHEAT [Feat shock factors PSHSFC1.01 _|Heal shock iranscription factor CT 86 918 940 929 + 876
PSHEAT [Heat shock factors 1_|Heat shock transcription factor C1 86 919 3] 930 - 877
[ 15CEBP ___|Drosophila C/EBP ke bZIP iranscription faciors [Siow border cells 91 538 950 ) - 947
F$BZIP Fungal basic leucine zipper family [Veast activator protein of the basic leucine zipper (bZIP) family 93 937 957 o7 - 0,967 974
PSHEAT [Feat shock factors T_[Heal stress transcription factor B-3 83 942 964 953 + 0,801 832
VSPERO [Peroxisome proliferator-activated receptor VBPPARG.03 _|Peroxisome prolferalor-activated receplor gamma, DRY sites [Adipose Tissue Conneciive Tissue Digesiive System Liver 083 954 976 965 + 1 0,898
VSRXRF [RXR heterodimer binding sites VSRXRA01 __[Relinoid X receplor aipha homodimer, DR sites [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System System Liver Nervous System Parathyroid Glands Pituitary Gland Skeleton Thyroid Gland | 0,83 957 981 969 + T 0,852 0022 agtictcaa
VSRORA V-ERB and RAR-related orphan receplor alpha VSRORAT.01 _|RAR refated orphan receplor alphat [Blood Cells Brain Central Nervous System Endocrine System immune System Leukocytes Lymphocytes Nervous Syslom Pieal Gland 053 960 984 972 + 7 0,957 0027 |anacasaaaGGTCagticicaaaac
VSIRFF [interferon requfatory factors VSIRF1.01__[nferferon regulatory factor 1 [Antibody-Producing Cells Antigen-Presenting Cells Blood Cells Bone Marrow Cells stem Immune System Leukocytes Lymphocytes Monocytes Myeloid Cells Phagocytes 087 972 9% 984 + 1 0932 0,062 {GAAAactacaa
0dMT2 |
1SCEBP [Brosophila C/EBP Tike bZIP transcription factors ISSLB0. [Siow border cells 91 2 a £ + 092 07 [aATTGlcaaagaa
F$BZIP Fungal basic leucine zipper family [Veast activator protein of the basic leucine zipper (bZIP) family .93 57 7. 67 - T
[ VSIRFF___[Interferon regulatory factors Interferon regulatory factor 2 Antibody-Producing Cells Amlgen Presenting Cells Blood Cells Bone Marrow Cells Hematopoietic System Immune System Leukocytes Lymphocytes Monocytes Myeloid Cells Phagocytes .87 88 2 100 - .88
[ VSIRFF __[interferon reguiatory factors ody- roducing Cells Antigen-Presenting Cells Biood Cells Bone Marrow Cells Hematopoetic System Immune System Leukocytes Lymphocytes Monocytes Nyeloid Cells Phagocyles .54 94 06 - .969
[__VSIRFF___|interferon regulatory factors factor Producing Cells Ar resenting Cells Blood Cells Bone Marrow Cells Hematopoletic System Immune System Leukocytes Lymphocytes Monocytes Myeloid Cells Phagocyles ; 10 7] 122 - 887
[ VSIRFF__[interferon regulatory factors 5 mducmg Cells Antigen-Presenting Cells Biood Cells Bone Marrow Cells Hematopoetic System Immune System Leukocytes Lymphocytes Monocytes Nyeloid Cells Phagocyles ; 125 £ 737 - 876
[__VSAPIR ___|MAF and AP1 related factors MAFK.01__|V-maf m o sa niibody. g Cells Blood Cells Blood Platelets Bone Marrow Cells Digestive System Ear Endocrine System Eye Hematopoletic System Immune System Islets of Langerhans Liver Pancreas ; 737 i 149 + 0767 824
[ VSCEBP _[CcaaUEnhancer Binding Protein Adipose T\ssue Bone Wiarrow Cells Connecive Tissue Digestive System Hemalopoietic System immune System Liver Myeloid Cells Phagocytes X 752 66 159 + 7 987
[Heat shock factors PSHSE 01 elemen ; 171 193 82 - 1 822
[Heat shock factors ; 779 201 90 - 0833 |08t
[Interferon regulatory factors RF—S) [Antibody-Producing Cells Antigen-Presenting Cells Biood Cells Bone Marrow Cels System Immune System Leukocytes Lymphocytes Monocytes Myeloid Cells Phagocytes ; 200 224 212 - 1 ,934 84
X 228 240 254 - 7 964 04
Metal regulatory element factors FSCUSE.01 IS ience ) 233 247 240 - 1 ,902 22
[Fungal basic leucine zipper family FSCING.01__[bZIP ranscriptional factor of the yAP-1 family thal mediales plefotropic drug resistance and sall lolerance 0389 238 258 228 + 0,956 066
[CAMP-responsive element binding proteins, VSE4BP4.01__|E4BP4, bZIP domain, transcriptional repressor [Brain Central Nervous System Endocrine System Nervous System Pineal Gland 08 240 260 250 - 0,769 0817 017
[CAMP-responsive element binding proteins, VSE4BP4.01__|E4BPA, bZIP domain, transcriplional repressor [Brain Central Nervous System Endocrine System Nervous System Pineal Gland 08 241 261 251 + 0,758 0,865 065
[Fungal basic leucine zipper family FSCING.01__[bZIP transcriptional factor of the yAP-1 family that mediates pleiotropic drug resistance and saft tolerance 0,89 243 263 253 - 0909 019
actors VSHSF1.05__|Heat shock factor 1 [ubiquitous ; 261 285 = 0844 0,941 ,021__|ticaagetiigaagtiC TAGaaaaa
Shock factors FSHSF01 _|Heal shook factor ; 262 294 - 7 .75 [igctigeaaliTTCTagaacticaaagol
PSHEAT factors PSHSFC1.01__[Heat shock transcnpuun factor CT ; 267 289 + 995 ,135___citigaagtiCTAGaaaaatige
VSHEAT VSHSF2.03__|Heal shock factor 2 lubiquitous . 266 290 - 755 005 |igeaaliitictAGAACticaaage
FSHSF01 __[Feat shock factor (ye: ; 263 295 + 917 .067___|caagcttigaag T TCTagaaaaatigeaageag
PSHEAT PSHSFCT.01_|Heal shock transcnpnon factor CT [ ; 268 290 - 99T 137 |igeaaltitC TAGaacticaaa
VSHEAT HSF2.03__|Heat shock fact . 267 291 763 013 cttigaagtictAGAAaaattgcaa
Hoat shodk factor 1 ; 272 296 - 0844 94T 021 JielgctigeaatitiCTAGaactt
VSRXRF RXR heterodimer binding sites Refinoid X receptor homcdlmev‘ DR1 Sites [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System Integumentary Sysiem Liver Nervous System Paraihyroid Glands Pituitary Gland Skeleton Thyroid Gland | 0.7 296 320 308 - 0,889 .786 00 cagacancacaGTTCaaaaalgct
[ VSGREF __[Glucocorticoid responsive and related elements GRE.03___|Glucocorticoid receptor, IR3 si [Breast Endocrine System Leydig Cells Ovary Prostate Testis Urogenital System 8 355 373 364 + 1 907 027 [cictigcaaal TG T Tetg:
FSSXBP S cerevisiae, Xhul Site-binding profein T T[S cerevisae Xho\ sie binding prmem T, Stressinduced expression 5 202 714 208 + 1 .9 064 lgogcTCGAageag
Fleat shock fact [Gbiquitous .7 406 430 418 - T 7 018 |coegatlclgCGAGaaclgeticga
interferon-s sumulalea Tesponse element [Antibody-Producing Cells Antigen-Presenting Cells Blood Cells Bone Marrow Cells Hemalopolelic System immune System Leukocytes Lymphocyies Monocytes Myeloi Cells Phagocyles ; 446 70 758 - T X 054 JaacciacgasalciGAAACTTHaa
[BTB/POZbZIP transcription factor BACHT forms heterodimers with the small Miaf protein family [Antibody-Producing Cells Blood Cels Blood Piatelets Bone Marrow Cells Digestive System Ear Endocrine System Eye Hematopoletic System Immune System Isiets of Langerhans Liver Pancreas ; 768 492 480 - 075 X 022 __|taittaT GATicataaagcaaac
.01 _|BTBIPOZ-bZIP transcription factor BACHT forms heterodimers with the small Maf protein family [Antibody-Producing Cells Blood Cells Blood Platelets Bone Marrow Cells Digestive System Ear Endocrine System Eye Hematopoletic System Immune System Isiets of Langerhans Liver Pancreas ; 270 794 787 - 0.75 X 022 [tigeliaTGAAcataaaalaaca
E.02_|CCAAT/enhancer binding protein (C/EBP). epsilon [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoletic System Immune System Liver Myeloid Cells Phagocyles X 558 572 565 + 0.96 005 |tgclitGGAAalG
[Nuclear factor of activated T-cells 5 [Biood Cells Cardiovascular System Cartilage Connective Tissue Heart Immune System Leukocytes Lymphocytes Myeloid Cells 87 562 580 571 + T .92 055 [UiGGAAalclgetaaal
VSPERO | [PPARIRXR heterodimers, DRT sites [Adipose Tissue Connective Tissue Digestive System Liver 076 566 588 577 + 0,769 0,762 0002 [ogaaatcigetasaTGG Tcaaca
VSRXRF s SRXRA.01__|Retinoid X receplor alpha homodimer, DR sites [Bone and Bones Brain Central Nervous System Connective Tissue Digestive System Ear Endocrine System System Liver Nervous System Parathyroid Glands Pllultary Giand Skeleton Thyroid Gland | 0,83 569 593 581 + 7 0,846 0016 |[aalclgelaaalGGTCaacalcice
egalive" giuco ents VBIRT_NGRE.01 [Repressive binding sites for glucocorticoid receptor (IR1) [Adrenal Glands Brain Ceniral Nervous System Endocrine System Nervous System Eil 587 601 504 - 516 006 [ccallcliGGAGalg
[Slow border cells 91 600 612 606 - 982 .072___|cATTGGtaaaacc
rotein CCAAT/enhancer binding protein beta [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hemalopoielic System Immune System Liver Myeloid Cells Phagocytes .54 599 613 606 + 957 .077___|iggtitaGCAAlga
PSHSFATA.01_|Arabidopsis thaliana class A heat shock factor 1a .75 608 630 619 - 784 034 |gaataaaCTTCaccaaatcatig
VSCEBPB.02__|CCAAT/enhancer binding protein beta [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hematopoiefic System Immune System Liver Myeloid Cells Phagocytes .91 650 664 657 + .995 .085 gctiiTGTGaaagat
VSPREO1 _|Progesterone receptor binding site, IR3 stes [Breast Endocrine System Leydig Cells Ovary Prostate Testis Urogenital System 84 695 713 704 - 867 .027___|cigatgoagggTGTTetig
VSCEBP! CCAAT/enhancer binding protein beta [Adipose Tissue Bone Marrow Cells Conneclive Tissue Digestive System Hemalopoielic System Immune System Liver Myeloid Cells Phagocytes .54 775 789 782 - 984 044 ltalgliaaGAAATal
FSCING [bZIP transcriptional factor of the yAP-1 family that medates pleiotropic drug resistance and sl tolerance 89 795 815 805 - 0,867 ,904 ,014___[ttagatcaataatiTAAACaa
VSIRFZ. Interferon regulatory factor (IRF)-refated protein (NF-EM5, PIP, LSIRF, ICSAT) [Antibody-Producing Cells Anligen-Presenting Cells Blood Cells Bone Marrow Cells Hematopoietic System Immune System Leukocytes Lymphocytes Monocyles Myeloid Cells Phagocyles .94 829 853 841 - 7 .96 02 JcaticlalglaaacGAAAgaagaac
VSE4BP4.01__|EA4BP4, bZIP domain, transcriptional repressor [Brain Central Nervous System Endocrine System Nervous System Pineal Gland ; 835 855 815 - 1 827 027 __|aacatictatGTAAacgaaag
VSRORA.02__|RAR:related orphan recepior alpha, homodimer DRS binding stte System Immune System Leukocytes Lymphocytes Nervous Sysiem Pineal Gland .75 877 901 889 - 7 .779 029 |glagaacaaGGTClggeggagaica
esp VSGRE.03 receptor, IR3 sites [Breast Endocrine System Leydig Cells Ovary Prostate Testis Urogenital System 88 883 901 892 + 1 883 003 GTTctac
FSCST6.01__|Chromosome stabilly, bZIP transcription factor of the ATFICREB family (ACAZ) 0,85 889 909 899 + T 0,861
Wi VSE4BP4.01__|E4BP4, bZIP domain, ranscriptional repressor [Brain Ceniral Nervous System Endocrine System Nervous System Pineal Gland 08 892 912 902 + 1 0,302
F$BZIP FSYAPT.01__|Yeast activalor protein of the basic leucine zipper (bZIP) family 0,76 894 914 904 - 1 0816
faclors FSMGAT.01__[Heal shock lranscription factor Mgal [ 088 895 927 Eil] + 05826 0,898

“Colour code hiahliahts the bindina sites for transcriotion factors showed in Fiaure 2 and Fiaure S1. Overlanoina bindina sites are boxed



