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Material & Methods

 HPLC and MS analysis of modified aptamers
HPLC analysis was performed using ACQUITY UPLC H-Class system (Waters) 

with ACQUITY UPLC Oligonucleotide BEH C18 Column (1.7 µm, 2.1 mm × 100 mm, 

50 °C) determined by 260 nm absorbance. The sample was eluted (0.5 mL/min) with 

buffer A (15 mM trietylamine, 400 mM hexafluoro-2-propanol prepared in water) and 

buffer B (15 mM trietylamine, 400 mM hexafluoro-2-propanol prepared in MeOH) with 

the following: 0 min 5% B, 4 min 40% B, 4.5 min 80% B, 9.5 min 80% B, 10 min 5% 

B, 13 min 5% B. 

MS analysis was performed using Xevo G2-S QTof (Waters) (negative mode).
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Table S1 Sequences of library, primers, and aptamers. 

* : Underlined T are substituted for dUad by one primer PCR.



Figure S1 Purification confirmation of recombinant eVP24. Purified recombinant 

eVP24 was subjected to SDS-polyacrylamide gel electrophoresis (12% acrylamide). 

After electrophoresis, gel was stained with coomassie brilliant blue (CBB).
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Figure S2 Confirmation of specificity of VPKS-2 and -5. The aptamers (1 nM)/FLAG-

KPNA1 (4 nM) mixture was subjected to CE. (a) Electropherogram obtained for VPKS-

2. (b) Electropherograme obtained for VPKS-5.
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Figure S3 HPLC analysis of modified aptamers. (a) 5’-FAM-VPKS-1. Purity was 

estimated to be 81%. (b) 5’-FAM-VPKS-2. Purity was estimated to be 90%. (c) 5’-

FAM-VPKS-4. Purity was estimated to be 94%. (d) 5’-FAM-VPKS-5. Purity was 

estimated to be 94%. (e) 5’-FAM-VPKS-6. Purity was estimated to be 92%.
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Figure S4 MS analysis of 5’-FAM-VPKS-1

[M−H]−, Calcd. [M−H]−, Found. [M−2H+Na]−, Calcd. [M−2H+Na]−, Found.

70mer 24832 24834 24855 24855

71mer 25145 25146 25168 25164

Figure S5 MS analysis of 5’-FAM-VPKS-2

[M−H]−, Calcd. [M−H]−, Found. [M−2H+Na]−, Calcd. [M−2H+Na]−, Found.

70mer 23700 23702 23722 23723

71mer 24013 24015 24035 24033
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Figure S6 MS analysis of 5’-FAM-VPKS-4

[M−H]−, Calcd. [M−H]−, Found. [M−2H+Na]−, Calcd. [M−2H+Na]−, Found.

70mer 24291 24292 24313 24314

71mer 24604 24605 24626 24623

Figure S7 MS analysis of 5’-FAM-VPKS-5

[M−H]−, Calcd. [M−H]−, Found. [M−2H+Na]−, Calcd. [M−2H+Na]−, Found.

70mer 23748 23750 23770 23772

71mer 24062 24603 24084 24080
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Figure S8 MS analysis of 5’-FAM-VPKS-6

[M−H]−, Calcd. [M−H]−, Found. [M−2H+Na]−, Calcd. [M−2H+Na]−, Found.

70mer 24330 24332 24352 24354

71mer 24644 24645 24666 24662
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