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Monomer conversion is calculated as follows. The same calculation applies for all three 
monomer types.

% 𝑐𝑜𝑛𝑣 = (1 ‒  
2𝐻𝑎

𝐻𝑏 + 𝑐 ‒ 2𝐻𝑎
) ∗ 100

S1. 1H NMR spectrum of DMAEMA polymerization in t-BuOH.
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S2. 1H NMR spectrum of DEAEMA polymerisation in t-BuOH.

S3. 1H NMR spectrum of DPAEMA polymerisation in bulk.



S4. Evolution of Mn vs. conversion of PDEAEMA, bulk and in tert-butanol via RAFT 
polymerisation at 70°C. DMAEMA: [M]0 : [CTP]0 : [I]0 = 318:5:1.

S5. Evolution of Mn vs. conversion of PDPAEMA, bulk and in tert-butanol via RAFT 
polymerisation at 70°C. DMAEMA: [M]0 : [CTP]0 : [I]0 = 318:5:1.



S6. Number-based MWDs of the polymerisation of DEAEMA in bulk and in tert-butanol 
via RAFT polymerisation at 70°C. [M]0 : [CTP]0 : [I]0 = 318:5:1.



S7. Number-based MWDs of the polymerisation of DPAEMA in bulk and in tert-butanol 
via RAFT polymerisation at 70°C. [M]0 : [CTP]0 : [I]0 = 318:5:1.



S8. 1H NMR spectrum of PDMAEMA based macro-RAFT agent.

S9. 1H NMR spectrum of PDEAEMA based macro-RAFT agent.



S10. 1H NMR spectrum of PDPAEMA based macro-RAFT agent.

S11. Number-based MWDs of PDEAEMA macro-RAFT agents before and after chain-
extension. [macro-RAFT]:[ACVA] = 5, in tert-butanol at 70°C.



S12. GPC-UV traces of PDPAEMA macro-RAFT agents before and after chain-extension. 
[macro-RAFT]:[ACVA] = 5, in tert-butanol at 70°C.



S13. Number-based MWDs of DE1, DE2, DE3 macro-RAFT agents before and after chain-
extension. [macro-RAFT]:[ACVA] = 5, in tert-butanol at 70°C after 16h.



S14. GPC-UV-RI traces of DP1, DP2 and DP3 macro-RAFT agents before and after chain-
extension. [macro-RAFT]:[ACVA] = 5, in tert-butanol at 70°C after 16h.
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S15. Multi-peak fitting of the RI chain-extension trace of DM1.
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S16. Multi-peak fitting of the RI chain-extension trace of DM2.



3 4 5 6

0.000

0.002

0.004

No
rm

al
ize

d 
de

te
ct

or
 re

sp
on

se

Log(Mn)

 DM3 C.Ext RI

S17. Multi-peak fitting of the RI chain-extension trace of DM3.


