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Supplemental Table

Table S1. Target genes of miR-125a predicted by MR-microT method

No miRNA miRNA Sequence Gene Ensembl ID Gene Symbol microT Score
1 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000133816 MICAL2 0.998
2 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000102908 NFATS 0.992
3 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000102935 ZNF423 0.990
4 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000197372 ZNF675 0.987
5 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000149932 TMEM219 0.987
6 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000043143 JADE2 0.985
7 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000155506 LARPI 0.981
8 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000198963 RORB 0.979
9 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000178217 SH2D4B 0.976
10 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000166135 HIF1AN 0.976
11 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000146676 PURB 0.973
12 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000279317 AC006994.2 0.970
13 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000172943 PHF8 0.966
14 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000275034 TP53TG3E 0.966
15 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000100325 ASCC2 0.964
16 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000188211 NCR3LGI1 0.962
17 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000213462 ERV3-1 0.959
18 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000163807 KIAA1143 0.957
19 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000204103 MAFB 0.955
20 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000166263 STXBP4 0.953
21 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000163249 CCNYLI1 0.952
22 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000205456 TP53TG3D 0.947
23 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000046774 MAGEC2 0.946
24 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000091622 PITPNM3 0.945
25 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000173436 MINOS1 0.940
26 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000066427 ATXN3 0.938
27 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000132842 AP3BI1 0.929
28 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000205659 LIN52 0.928
29 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000278848 TP53TG3F 0.926
30 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000188807 TMEM201 0.926
31 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000074706 IPCEF1 0.923
32 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000114861 FOXP1 0.923
33 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000112182 BACH2 0.922
34 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000183632 TP53TG3 0.922
35 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000121579 NAAS50 0.919
36 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000185565 LSAMP 0.919
37 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000110900 TSPANI11 0.918
38 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000114735 HEMKI1 0.915
39 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000182175 RGMA 0914
40 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000160785 SLC25A44 0914
41 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000134030 CTIF 0.910
42 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000149639 SOGA1 0.909
43 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000125347 IRF1 0.909
44 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000197013 ZNF429 0.909
45 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000177595 PIDDI 0.908
46 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000122133 PAEP 0.906
47 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000179532 DNHDI1 0.906
48 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000173230 GOLGBI1 0.906
49 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000196950 SLC39A10 0.905
50 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000205476 CCDC85C 0.905
51 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000078043 PIAS2 0.904
52 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000241644 INMT 0.904
53 miR-125a-5p >UCCCUGAGACCCUUUAACCUGUGA  ENSG00000113552 GNPDA1 0.904
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