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Figure S1. The ESI-MS spectra of LR042 (A) and DR042 (B)
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Figure S2. The "H NMR spectra of LR042 (upper) and DR042 (lower)
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Figure S3. The '3C NMR spectra of LR042 (upper) and DR042 (lower)
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Figure S5. The IR spectra of LR042 (upper) and DR042 (lower)
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Figure S6. The HPLC purity analysis for LR042 (A) and DR042 (B). The eluent is
MeOH:CH;CN=1:1 for 10 min.

Table S1. Inhibitory effect (ICso, pM) of DR042 and '*’I on human cancer cells after

72 h of treatment.

1Cso (uM)
Comp. HepG2 SW480 A549 HaCaT
DR042 >20 >20 >20 >20
DR042 =20 20 20 20

with 1251
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Figure S7. The fitting curve (A) and calculating results (B) of LR042 treated with

HepG2 cells
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Figure S8. The fitting curve (A) and calculating results (B) of LR042 with !> treated
with HepG2 cells



0.80+
0.754
0.70+
0.65-
0.604

0.554

0.50

LR0O42 for SW480

0.0

Figure S9. The fitting curve (A) and calculating results (B) of LR042 treated with

SW480
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Figure S10. The fitting curve (A) and calculating results (B) of LR042 with '2°1
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Figure S11. The fitting curve (A) and calculating results (B) of LR042 treated with

HaCaT cells.
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Figure S12. The fitting curve (A) and calculating results (B) of LR042 with '2°1

treated with HaCaT cells



