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Table S1 Percentage of a-helical conformation for peptide vectors

Compounds Percentage of a-helical conformation (%)
P-01 32.18
P-02 34.67
P-03 32.38
P-04 34.60
P-05 24.72
P-06 27.99

Figure S1 RP-HPLC of peptide vectors
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Figure S2 ESI-MS and MALDI-TOF of peptide vectors
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Mass Spectrum Molecular Formula Report
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