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Salt dependence

Fig. S1 Salt content dependence for scattered intensity and Rh at θ=90° for PS-b-SCPI-b-PEO 
and SCPI-PS-PEO complexes with 0.05 (circles) and 0.6 (squares) mg/ml lysozyme at pH 7.
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Fig. S2 Salt content dependence for scattered intensity and Rh at θ=90° for PS-SCPI-PEO and 
SCPI-PS-PEO complexes with 0.05 (circles) and 0.6 (squares) mg/ml lysozyme at pH 3.



SANS parameters

Table S1a SANS extracted parameters from PS-b-SCPI-b-PEO (0.075 mg/ml) in D2O 
at 0.01 M NaCl and pH 7 in the absence and presence of lysozyme (0.6 mg/ml).

Parameters/Sample PS-b-SCPI-b-PEO
PS-b-SCPI-b-PEO/ 

Lysozyme
𝑅𝑐 (𝑛𝑚) 3.3±0.1 3.2±0.1
𝑅𝑖𝑛 (𝑛𝑚) 15.9±0.5 14.2±0.5
𝑅𝑜𝑢𝑡(𝑛𝑚) 33.3±0.8 26.5±0.8

𝑅𝑔,𝑚𝑖𝑐(𝑛𝑚) 7.6±0.2 6.1±0.2
𝜑𝑆𝐶𝑃𝐼

0 1.00±0.01 0.66±0.01

𝜑𝑃𝐸𝑂
0 (0.99±0.2)x10-2 (4.6±0.2)x10-2

𝛼 1.4±0.1 1.3±0.1
𝛽 1.2±0.1 1.2±0.1

𝑁𝑚𝑖𝑐 21±2 21±2
𝐼𝑚𝑖𝑐

0 (𝑐𝑚 ‒ 1) 0.085±0.002 0.21±0.01

𝐺(𝑐𝑚 ‒ 1) 0.98±0.02 9.1±0.1
𝑅𝑔,𝑓𝑟𝑎𝑐(𝑛𝑚) 52±3 52±3

𝑑 2.5±0.1 2.7±0.1
𝑁𝑓𝑟𝑎𝑐 22±3 820±60

𝑤𝑒𝑖𝑔ℎ𝑡 % 𝑁𝑃𝑠 8.2±0.7 46±3
𝑛𝑢𝑚𝑏𝑒𝑟 % 𝑁𝑃𝑠 8.5±0.7 97±5

𝑅𝑔,𝑎𝑝𝑝(𝑛𝑚) 50±2 49±2
𝑁𝑎𝑝𝑝 22±2 110±10

Table S1b SANS extracted parameters from SCPI-b-PS-b-PEO (0.075 mg/ml) in 
D2O at 0.01 M NaCl and pH 7 in the absence and presence of lysozyme (0.6 mg/ml).

Parameters/Sample
SCPI-b-PS-b-

PEO
SCPI-b-PS-b-

PEO/ Lysozyme
𝑅𝑐 (𝑛𝑚) 7.1±0.3 6.9±0.3
𝑅𝑖𝑛 (𝑛𝑚) 17.7±0.6 17.5±0.6
𝑅𝑜𝑢𝑡(𝑛𝑚) 31.3±0.8 30.7±0.8

𝑅𝑔,𝑚𝑖𝑐(𝑛𝑚) 13.9±0.4 13.2±0.4
𝜑𝑆𝐶𝑃𝐼

0,𝑖𝑛 (6.3±0.6)·10-1 (6.7±0.6)·10-1

𝜑𝑃𝐸𝑂
0 (1.8±0.3)·10-1 (1.8±0.3)·10-1

𝜑𝑆𝐶𝑃𝐼
0,𝑜𝑢𝑡 (2.1±0.6)·10-1 (1.9±0.6)·10-1

𝛼 1.5±0.1 1.5±0.1
𝛽 2.0±0.1 2.2±0.1

𝑁𝑚𝑖𝑐 182±10 161±10
%𝑆𝐶𝑃𝐼 𝑜𝑢𝑡 66±5 63±5
𝐼𝑚𝑖𝑐

0 (𝑐𝑚 ‒ 1) 0.068±0.005 0.26±0.06

𝐺(𝑐𝑚 ‒ 1) 0.29±0.03 1.8±0.4
𝑅𝑔,𝑓𝑟𝑎𝑐(𝑛𝑚) 43±6 54±4

𝑑 3.2±0.2 3.3±0.2
𝑁𝑓𝑟𝑎𝑐 8.5±2 71±5

𝑤𝑒𝑖𝑔ℎ𝑡 % 𝑚𝑁𝑃𝑠 0.05±0.01 6.0±0.4
𝑛𝑢𝑚𝑏𝑒𝑟 % 𝑚𝑁𝑃𝑠 1.0±0.2 2.7±0.2

𝑅𝑔,𝑎𝑝𝑝(𝑛𝑚 14±2 13±2



𝑁𝑎𝑝𝑝 0.78±0.4 5.7±0.8

CD analysis

Table S2 Analysis of the secondary structure of lysozyme in the complexes with PS-b-SCPI-
b-PEO and SCPI-b-PS-b-PEO at 0.075 mg/ml polymer concentration, 0.01 M NaCl and pH 7.

SAMPLE α-helix (%) β-sheet (%) random coil (%)

LYSOZYME (0.5 mg/ml) 33 17 50

CLYS= 0.1 mg/ml 32 18 50

CLYS= 0.3 mg/ml 32 18 50
PS-b-SCPI-b-

PEO&LYS

CLYS= 0.6 mg/ml 32 18 50

CLYS= 0.1 mg/ml 33 18 49

CLYS= 0.3 mg/ml 31 16 53
SCPI-b-PS-b-

PEO&LYS
CLYS= 0.6 mg/ml 32 18 50


