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List of figures: 

Figure S1. Color scaled reconstructed maps of PCA-LDA classification accuracy on calibration 
set and test set obtained as function of the number of principal component (PC) by type of 
normalization SNV (standard normal variate), phenylalanine band (Phe), amide I band (AI), 
MSC (multiplicative signal correction) and EMSC (extended multiplicative signal correction). 
LDA models were trained on 3 collagen batches in each time (column to the left) and one batch 
served for test set (column to the right).

Figure S2. Color scaled reconstructed maps of XB validity index values obtained as function 
of the number of principal component (PC) by type of normalization SNV (standard normal 
variate), phenylalanine band (Phe), amide I band (AI), MSC (multiplicative signal correction) 
and EMSC (extended multiplicative signal correction). Column of figures to the left 
corresponds to XB calibration values obtained from collagen batches used to train LDA models. 
Column of figures to the right corresponds to XB test values obtained from collagen batch used 
as test in the LDA model. XB values are shown according to a decimal logarithm scale.

Figure S3. Pure CML Raman reference spectrum acquired at 785 nm.

List of tables:

Table S1. DB calibration, XB calibration, XB test and DB test validity indices values and accuracy 
percentages of PCA-LDA models obtained for each of the first 7 PCs of PCA scores applied on 
SNV, Phe (phenylalanine), AI (amide I), MSC and EMSC normalized data sets of the 4 batches 
of untreated and acid-treated collagens. Model 1: training test on batches #2, #3 and #4 and test 
set on batch #1, model 2: training test on batches #1, #3 and #4 and test set on batch #2, model 
3: training test on batches #1, #2 and #4 and test set on batch #3, model 4: training test on 
batches #1, #2 and #3 and test set on batch #4. Minima of DB and XB are underlined. Highest 
accuracy percentages are in bold.
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