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Fig. S1 GPC traces for peptide polymer batch 1 (90:10 DLL:BLG) at the sidechain protected stage.
Fig. S2 GPC traces for peptide polymer batch 2 (90:10 DLL:BLG) at the sidechain protected stage.
Fig. S3 GPC traces for peptide polymer batch 3 (90:10 DLL:BLG) at the sidechain protected stage.
Fig. S4 GPC traces for peptide polymer batch 4 (90:10 DLL:BLG) at the sidechain protected stage.
Fig. S5 GPC traces for peptide polymer batch 5 (90:10 DLL:BLG) at the sidechain protected stage.
Fig. S6 1H NMR for peptide polymers 90:10 DLL:BLG from five batches.
Table S1 Subunit (amino acid residue) composition of 90:10 DLL:BLG from five batches observed by 1H NMR.
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Fig. S1 GPC trace for the peptide polymer batch 1 (90:10 DLL:BLG) at the sidechain protected stage using DMF 

as the mobile at a flow rate of 1 mL min-1.

Fig. S2 GPC trace for the peptide polymer batch 2 (90:10 DLL:BLG) at the sidechain protected stage using DMF 

as the mobile at a flow rate of 1 mL min-1.

Fig. S3 GPC trace for the peptide polymer batch 3 (90:10 DLL:BLG) at the sidechain protected stage using DMF 
as the mobile at a flow rate of 1 mL min-1.

Fig. S4 GPC trace for the peptide polymer batch 4 (90:10 DLL:BLG) at the sidechain protected stage using DMF 



as the mobile at a flow rate of 1 mL min-1.

Fig. S5 GPC trace for the peptide polymer batch 5 (90:10 DLL:BLG) at the sidechain protected stage using DMF 
as the mobile at a flow rate of 1 mL min-1.

Fig. S6 1H NMR for peptide polymers 90:10 DLL:BLG from five batches in D2O, 400 MHz.



Table S1. Subunit (amino acid residue) composition of peptide polymers 90:10 DLL:BLG obtained from 
different batches observed by 1H NMR.

Different batches
Feed ratio of

(Boc-DLL NCA):(BLG NCA)
Subunit compositiona

observed by 1H NMR

batch 1 9:1 8.77:1

batch 2 9:1 8.93:1

batch 3 9:1 9.09:1

batch 4 9:1 9.26:1

batch 5 9:1 9.43:1

a Subunit composition was calculated as follow: Ratio(DLL:BLG)=[H(peak at 2.7~3.2 ppm)/2]:[H(peak at 7.2~7.5 ppm)/5]


