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S0. Sample purity
The purity of samples as reported by the high-performance liquid chromatography (HPLC) was 97% for
amylin, 95% for A-B, 99% for resveratrol, 99.5% for curcumin. For citric acid, purity of 99.5% was bought

from Sigma Aldrich.

S1. Hydrodynamic radius (Ry)
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Fig S1. Hydrodynamic radius (Ry) of amylin-ligand complexes in PBS buffer at pH 6.5+0.1 as a function of time at
temperature 25+0.5 °C for (A) amylin and curcumin complexes in the ratio A1C1, A1C2, AICS5 and A1CI10 (B)
amylin and resveratrol complexes in the ratio A1R1, A1R2, AIRS and AIR10 (C) amylin and GQDs complexes in
the ratio A1GQDs1, A1GQDs2, A1GQDsS, A1GQDs10 and A1GQDs20.

The hydrodynamic radius of the amylin-inhibitor complexes shown for infering the dose-dependent effect of the
complexes on the formation of oligomers. It is clear that with increase in the concentration of the ligands, the
hydrodynamic radius of the amylin-inhibitor complexes is decreasing, indicating that higher concentration of ligands

facilitate the inhibition of amylin aggregation.



S2. Relative change in Ry for all the inhibitors
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Fig S2. Changes in the hydrodynamic radius (Ryg) of amylin-ligand complexes in PBS buffer at pH 6.5+0.1 as a
function of time at temperature 25+0.5 °C for (A) bare amylin A1, A1GQDs1, A1C1 and A1R1 (B) bare amylin A1,
A1GQDs2, AIC2 and A1R2 (C) bare amylin Al, A1GQDs5, A1C5 and AIRS (D) bare amylin A1, A1GQDs10,
A1GQDs20, A1C10 and A1R10.

The relative change in the hydrodynamic radius followed the sigmoidal behaviour for bare amylin and the amylin-
inhibitor complexes. For initial stages of aggregation, the changes in the hydrodynamic radius for the amylin and
GQDs complexes are greater than that of the bare amylin, indicating the promoting role of GQDs in amylin
aggregation for initial stage of aggregation. With increase in time, the relative changes in the hydrodynamic radius
are way smaller for amylin inhibitor complexes in comparison to the bare amylin, showing the capability of the used
ligands for inhibition. Moreover, comparatively speaking, the changes in case of natural products are much smaller
than that of the amylin and GQDs complexes, indicating that natural product derivatives are better inhibitors for

amylin aggregation in comparison to GQDs under the experimental conditions.



S3. Rate constant for amylin-inhibitor complexes
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Fig S3. The rate constants for amylin-ligand complexes in PBS buffer at pH 6.5+0.1 as a function of time at
temperature 25+0.5 °C for (A) amylin and curcumin complexes in the ratio A1C1, A1C2, AIC5 and A1C10 (B)

amylin and resveratrol complexes in the ratio A1R1, A1R2, AIRS and AIR10 (C) amylin and GQDs complexes in
the ratio A1GQDs1, A1GQDs2, A1GQDs5, A1GQDs10 and A1GQDs20. The inset in the (A) and (B) panels are

included to clearly show the variations in the rate constants for different amylin complexes with curcumin and

resveratrol respectively.

Here, the rate constant for the same amylin-inhibitor complexes for different ligand concentrations are shown. In

case of natural product derivatives, the rate constants are smaller at the initial stages itself and further decreases with

increase in the ligand concentration, which is evident from the rate constants shown in the inset of Fig S3 (A) and

(B). But, the same is not true for amylin-GQDs complexes. For amylin-GQDs complexes, the rate constants are

higher at the initial stages of aggregation and further decrease with increase in the ligand concentration.

S4. Absorbance for A1GQDs10
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Fig S4. UV-Vis spectra from amylin and GQDs in molar ratio 1:10 in PBS buffer at pH=6.5+0.1 and at

T=25=+0.5 °C as a function of time.




S5. TEM Images

Fig S5. TEM images of amylin-inhibitors complex (A) Amylin and Curcumin (1:5) with average size 5-8
nm. (B) Amylin and GQDs (1:10) with thinner and shorter fibrils compare to amylin alone. (C) Fragment of

fibrils observed in molar ratio of Amylin and Resveratrol (1:5).

S6. EDAX measurement for TEM images
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(b) Amylin-Curcumin complexes

(i) A1C5
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(c) Amylin-Resveratrol complexes
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(d) Amylin-GQDs complexes
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