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Figure. S1 

LC-MS/MS spectra of peptides digested from the SPP-modified MP at pH 6.0:

peptide 9RAAEGSSNVFSMFDQTQIQEFK30 at m/z 1301.08, with the covalent binding site at Ser14; 

peptide 75SSAESPLLTMESK87 at m/z 730.32, with the covalent binding site at Ser79; 

peptide 85MVGGVTAGHHGSSK98 at m/z 702.81 with the covalent binding site at Ser96; 

peptide 2422NLLIVSK2428 at m/z 867.43 with the covalent binding site at Ser2427; 

peptide 5266PAVALKSPKPAAEPAPAITTAPVTTPVVGK5295 at m/z 987.55, with the covalent binding site at Ser5272; 

peptide 417KQGMKLELYPQK428 at m/z 780.39, with the covalent binding site at Tyr425; 

peptide 918VADLLQHITQMKR930 at m/z 824.91, with the covalent binding site at Thr926. 
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