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Fig. S1. Gene presence and absence among 102 L. salivarius strains.

6.2

E6 1 1
FAHBZ 8112

FBJSY20 2 1
FOOMCA 16 2
FGOHGE_L1 05
FCONA2SME

FGDILZ35 2 Q
FGSYC2MA 2
FGSYCATI0 05
FHNXY2T 13

FHNY 73K =
FILHD10M2
FULHD14M6
FILHD16M3
FILHD1BM 1
FULHD2AM 1
FULHD25MT
FILHD27MM4
FULHDIMS
FILHD32MM4
FALHD4M
FILHDTM2
FULHDEM
FUSWX1a_2
FUSWX_344_LS
FNMGHLBET1_L1_2
FNMGHLBETS L1
FNMGHLBEZ_L7
FHMGHLBFR L1
FNXYCEMT
FSDLZ17M12
FSnLZ1EM 11
FSDLZIOM 1
FSDLZZOM1_2
FUXBHIE_§
FuxBH2S 3
FUBH2_2
FURBH5_2
FuiEHa 1
FuiBHa_1
FEHI_2
FXJICJ2301
FXICT_2
FXICIS_2
FXIKSTTMT
FXIKSI6MS
FXJSW20M4_2
FXISW2 3
FXIViS41_2
FXIWEEMA_2
FYNDLZ 4
FYNDLS_1
FYNDLS_3
FYNLI23 2
FZITZIDM2
F2UTZ13M4
FZITZ1IM
FZJTZZTIE 2
F2UTZ28M4
F2TZ84M3
FZUTZ8E 1
FZJTZ8Ms
F_SD_HZ_D3_L_5
GCF 00008925
GCF_nir 011085
GCF_002135085
GCF 002159345
GCF_N02160855
GCF_002161265
aCF 02ase0s
GCF_N02269615
GCF_002269625
GCF 002289665
GCF 002289675
GOF_002249685
GCF 003289725
GCF 002289735
GOF_D2289745
GCF 002289785
GCF 002269795
GOF_002289815
GCF_D02289846
GCF 002289865
GOF_02283875
GCF_002289905
GCF 002289825
GOF_ni2260935
GCF_002289966
GCF On228988S
GOF_003438595
GCF_003470146
GCF 002472615
HEMA17_3
HNZ4_2

HNZG 4
JSWKS_1
NT15_1

N33 2

NT4_B

NTE2_S

NTB4_1

)



T FHNXY73Mg

: GCF 002161265.1 ASM216126v1
Pravince
_ \_‘_|: GCF 0021593451 ASM215934v1
W Guangxi GCF 0021608861 ASM216086v1

GCF 002135096.1 ASM213609v1
GCF 002289845.1 ASM22BIBAvL
GCF 0022899251 ASM228992v1
GCF 002280786.1 ASM228978v1
GCF 002289905.1 ASM22BI80vL
GCF 003472615.1 ASM347261v1
ref
GCF 001011095.1 ASM101109v1
GCF 002438595.1 ASM343859v1
FILHD24M1
FYNDLE 3
FGSYC47M10
FBISY20 2
FILHDTMZ
FAHBZ BM2
FYNDL2 4
FWXBH3 1
NT48
FXISW20M4 2
FXIKS25M8
HENAL7 3
FGDLZ35 2
FZITZIM1
FrJWws41 2
FISWX 301 LS
GCF 003470145.1 ASM347014v1
FXIKS17MT
FCQHC3 L6 2
FCQNAZSME
FSDHZD3LS
FILHD25MT
FILHD27M4
CQHCS L1
XICIT 2
FFILHD32M4
FILHD2M8
FILHDAML
F62
FNTIS 1
[ FHNXY27 L3
L FILHD14 M6
- FWXBH2E 2
FZITZ13M4
FZITZ691
FZJTZ27M8 2
FZITZ28M4
EGL
| Friswz 3
[ FWxXBH2 2
FWXBH35 2
[ FXica 2
FXIWSEM4 2
- FWXBH1E 5
b FXYCEM7
[~ FWXBH4 1
= FILHD16M3
F PxICI23M1
FISWx102
FWXBHS 2
FZITZ10M2
FZITZ3ME

M Fig

M Qinghai —] JSW?(Sll
I zhejiang r FYNLI23 2 =
|1 Jiangsu [} ::ii
W esiing — FESYCaMA 2
B ruien FNMGHLBEZ LT
FILHD18ML
B xindiang FILHDOM1
[l crongaing FNMGHLBES L1
FNMGHLBELL L1 2
W ningxia FNMGHLBELS L1
[ Anhul FSDLZ20M1 2
FSDLZ19M1
|—\ Guangdong FSDLZ17M12
B comu FSDLZ18M1L
FILHD10M2
I Hainan NT33 2
o FZITZ64M3
] aitin K
[ shandong HN2G 4
[] vunnan GOF 0022897251 ASM228972v1
GCF 002280625,1 ASM228962v1
[7] neimenggu GCF 002289615.1 ASM226961v1
B Henan GCF 002289605,1 ASM2ZE960vL
GCF 002289965, 1 ASM228996v1
GCF 002289675.1 ASM22B367v1
GCF 002289985,1 ASMZZ8998vL
GOF 002289685.1 ASM228968v1
M china —ﬁ GCF 002289665, 1 ASM22B966vL
B souhkorea GOF 0022897351 ASM228973v1
— GCF 002289745,1 ASM228974v1
GCF 002289785.1 ASM2ZB979vL
GOF 002259815.1 ASM228981v1
GCF 002289875,1 ASM228987v1
[ Homo sapiens 4' GCF 002289865.1 ASM22B986v1
GOF 0022899351 ASM228993v1
[ callus gallus

h

Fig. S2. The phylogenetic tree of L. salivarius constructed by neighbor-joining method
based on the bi-SNPs in the core-genome of 102 strains. The three strains selected for

the subsequent animal experiment were marked on the corresponding clades.
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Fig. S3. Effects of L. salivarius administration on intestinal permeability of mice, as
expressed by the alterations in the DX-4000-FITC levels in the serum. Significant
differences (P < 0.05) between groups are indicated with different letters (a—c) above

the bars. Values are mean + SD values of six mice per group.

Fig. S4. Representative photomicrographs of colonic tissue of mice (H&E staining;
magnifications, x10). (A) Control group. (B) HN26-4 group. (C) NT4-8 group. (D)

FXJCJ7-2 group.
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Fig. S5. Effects of L. salivarius administration on Treg/Th-17 balance of mice. (A)
Representative histogram of flow cytometric analysis for splenic Tregs. (B)
Percentages of splenic Tregs. (C) Levels of serum IL-17. (D) Levels of serum IL-6.
Significant differences (P < 0.05) between groups are indicated with different letters

above the bars. Values are mean + SD values of six mice per group.
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Fig. S6. Effects of L. salivarius administration on the levels of immunomodulatory
indicators in the colon of mice. (A) Levels of IL-1B. (B) Levels of IL-10. (C) Levels of
TNF-a. (D) Levels of sIgA. Significant differences (P < 0.05) between groups are

indicated with different letters above the bars. Values are mean + SD values of six mice

per group.
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Fig. S7. Other microbial genera whose relative abundance values were significantly altered by L. salivarius administration. Values are mean = SD
values of ten mice per group. *, **, and *** indicate significant differences (P < 0.05, P <0.01, and P < 0.001, respectively) between groups. n.s.

indicates no significant differences (P > 0.05) between groups.



Tables

Table S1 Basic information of 29 Lactobacillus salivarius strains recorded in NCBI
database

Strain Assembly No. Size GC% Genes  Level Location Host Isolation
(Mb) source
Ren GCA_001011095. 1.97836  33.0757 1990 Complet  Guangxi, Homo Feces
1 e China sapiens
Genome
KLWO001 GCA_002135095.  2.32671 33 2360 Contig South Pig Porcine
1 Korea feces
An63 GCA_002159345.  1.8076 32.7 1774 Contig N/A Gallus Caecum
1 gallus
An128 GCA_002160855.  1.88402  32.7 1857 Contig N/A Gallus Caecum
1 gallus
Ang4 GCA_002161265.  2.09004 32.7 2078 Contig N/A Gallus Caecum
1 gallus
KLA003 GCA_002289605.  2.26392  32.8 2352 Contig South Pig Porcine
1 Korea feces
KLA002 GCA_002289615.  2.25711  32.8 2321 Contig South Pig Porcine
1 Korea feces
KLA004 GCA_002289625.  2.26601  32.8 2328 Contig South Pig Porcine
1 Korea feces
KLF002 GCA_002289665.  2.17667  32.8 2233 Contig South Pig Porcine
1 Korea feces
KLA006 GCA_002289675.  2.3669 329 2432 Contig South Pig Porcine
1 Korea feces
KLF003 GCA_002289685.  2.20692  32.7 2287 Contig South Pig Porcine
1 Korea feces
KLF005 GCA_002289725.  2.1547 32.7 2184 Contig South Pig Porcine
1 Korea feces
KLF004 GCA_002289735.  2.1157 32.7 2205 Contig South Pig Porcine
1 Korea feces
KLF007 GCA_002289745.  2.22216 329 2254 Contig South Pig Porcine
1 Korea feces
KLWO002 GCA_002289785.  2.0913 32.8 2095 Contig South Pig Porcine
1 Korea feces
KLWO004 GCA_002289795.  2.33817  32.8 2361 Contig South Pig Porcine
1 Korea feces
KLWO003 GCA_002289815.  2.36801 329 2406 Contig South Pig Porcine
1 Korea feces
KLWO005 GCA_002289845.  2.07512  32.8 2096 Contig South Pig Porcine

1 Korea feces



KLWO006 GCA_002289865.  2.03485  32.7 2003 Contig South Pig Porcine
1 Korea feces
KLWO007 GCA_002289875.  1.96532  32.8 1955 Contig South Pig Porcine
1 Korea feces
KLWO008 GCA_002289905.  2.13784 329 2130 Contig South Pig Porcine
1 Korea feces
KLWO009 GCA_002289925.  2.07127 329 2088 Contig South Pig Porcine
1 Korea feces
KLWO010 GCA_002289935.  2.38939  32.7 2392 Contig South Pig Porcine
1 Korea feces
KLA005 GCA_002289965.  2.25857  32.8 2310 Contig South Pig Porcine
1 Korea feces
KLAO001 GCA_002289985.  2.26806  32.8 2338 Contig South Pig Porcine
1 Korea feces
OMO08-20 GCA_003438595.  2.01106  32.8 2070 Scaffold Shenzhen, Homo Feces
1 China sapiens
AM25-8 GCA_003470145.  1.96949  32.8 1990 Scaffold Shenzhen, Homo Feces
1 China sapiens
AMO09-40 GCA_003472615.  1.88884  32.8 1868 Scaffold Shenzhen, Homo Feces
1 China sapiens
UCC118 GCA_000008925.  2.13398  33.0066 2182 Complet  N/A N/A N/A
(reference) 1 e
Genome
Table S2 Concentration of SCFAs in the colonic contents of mice
Control LPS LPS+HN26-4 LPS+NT4-8 LPS+FXJCJ7-
SCFAs (umol/g) 2
Acetic acid 60.36+8.352 3476+697b 4722+1346% 44.16+8.14° 67.25+84272
Propanoic acid 6.52+£0.45° 549+ 0.82° 9.98 +£0.77° 9.80+1.16" 10.01 £0.62°
Butanoic acid 1.13+£0.65° 1.06 £0.40° 1.92+0.40° 1.43+£0.29¢ 2.57+1.10¢
Isobutyric acid 0.77+0.10° 0.56 +0.30° 1.08 £0.09°¢ 1.03+£0.16° 1.28£0.35¢
Pentanoic acid 0.92 +£0.512 0.71 £0.24° 1.32+£0.422 1.12+0.31°2 1.29+0.382
Total SCFAs 69.69 £8.052 4258 +7.05> 61.52+12.30° 57.48 +7.82% 82.32 £8.52¢

Values are mean = SD values with six mice in each group. The superscript letters a, b

and c indicate statistically significant differences at P values of < 0.05 among groups.



