
Figure S1. The subcellular location of proteins (0-28C-L vs 0-16C-L). (a) up- 

regulated proteins; (b) down-regulated proteins 
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Figure S2. The subcellular location of proteins (0-28C-S vs 0-16C-S). (a) up- 

regulated proteins; (b) down-regulated proteins

mitochondria,
15%

cytosol, 37%

cytoskeleton, 4%

extracellular, 23%

nuclear, 10%

plasma
membrane, 5%

cytosol, nuclear,
3%

cytosol,
peroxisome, 1% peroxisome, 1%

(a)

cytosol, nuclear,
3%

cytosol, 29%

mitochondria,
26%

plasma
membrane, 7%

nuclear, 17%

extracellular, 12%

cytosol,
mitochondria, 1%cytoskeleton, 3% peroxisome, 1%

mitochondria,
nuclear, 0%

endoplasmic
reticulum, 0%cytosol,

peroxisome, 0%

(b)



Figure S3. The subcellular location of proteins (0-28C-L vs 12-28C-L). (a) up- 

regulated proteins; (b) down-regulated proteins
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Figure S4. The subcellular location of proteins (0-28C-S vs 12-28C-S). (a) up- 

regulated proteins; (b) down-regulated proteins
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