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Strands of extended ribbon from motifs of 15-nt overlapping domain (R1) 
seq_ID Sequence 

1 TTTAAGATTTGAACACCCTCTCAATCTGCTCGGATTAAACATA 

2 TTTGGGTGTTCAAATCTTCCGAGCAGATTGAGAGATTCGGTAG 

3 GGTAATCACTTCGATTCAGCTATCTCCATCCTCACGTATACTACCGAATC 

4 GGACCATGCCAGATAGCTGAATCGATATACGTGAGGATGGTATGTTTAAT 

5 GGCATGGTCCTCTTCTAATCGGAGCCCTGTTCGCAGTAACGGTCTGCAAC 

6 AGTGATTACCGCTCCGATTAGAAGAGTTACTGCGAACAGGATCGGGCTTG 

7 CTGTGATAGAGTGCTCTTTAGCTCAACGTGGGTCAGCCCACAAGCCCGAT 

8 GACATAGACCTGAGCTAAAGAGCACTGGGCTGACCCACGTGTTGCAGACC 

9 GGTCTATGTCGCACTATCCCAGAGCGGCCGAAGCAATATGCCTAACTTCT 

10 TCTATCACAGGCTCTGGGATAGTGCCATATTGCTTCGGCCATCGGCAATT 

11 TTTAGCAGGTTTAGATTATCGAATTTGCTACACAATTGCCGAT 

12 TTTTAATCTAAACCTGCTGTGTAGCAAATTCGAAGAAGTTAGG 

 
Strands of extended ribbon from motifs of 16-nt overlapping domain (R2) 

seq_ID Sequence 

1 TTTGCTCCAATGACCCAAAGGCAAGCGCGTGCGTCGTAGGCGTCT 

2 TTTTTTGGGTCATTGGAGCGACGCACGCGCTTGCCCTCGAAAGCT 

3 ATTGAGTACCTTTATGGCTCGCTTCTGTTGCGCGAAATCAGGAGCTTTCGAG 

4 CATTAAAGCAAGAAGCGAGCCATAAACCTGATTTCGCGCAACAGACGCCTAC 

5 TGCTTTAATGATTAAGATGGATACTTCTAACTGCTTAACTCTTCGGTACATG 

6 GGTACTCAATAAGTATCCATCTTAATAGAGTTAAGCAGTTAGAGCTGTGTCT 

7 TTAAACGGACCTCCTCGGAGACATACTGACTTTCATGGTAGCAGACACAGCT 

8 CACAACTAGGGTATGTCTCCGAGGAGGCTACCATGAAAGTCACATGTACCGA 

9 CCTAGTTGTGCCGAGAGGACACGCCGCATAACAACCCTCAAATCTTGTTTCT 

10 GTCCGTTTAACGGCGTGTCCTCTCGGTTTGAGGGTTGTTATGCCGGTTAGTC 

11 TTTTGGTTCGGACATGCCAAATATAAGAAAGAGACGACTAACCGG 

12 TTTTGGCATGTCCGAACCAGTCTCTTTCTTATATTAGAAACAAGA 

 
Strands of extended ribbon from motifs of 17-nt overlapping domain (R3) 

seq_ID Sequence 

1 TTTTGCTTGGATCACGAAGCGATGCTTTCAAGCCCTGTAAAGGACGA 

2 TTTGCTTCGTGATCCAAGCACAGGGCTTGAAAGCATCGGAATGAAGC 

3 TCTTCAAAGTAGTAAACTTGTCTATTTTCTACAGCTAGTCGCTGGCTTCATTCC 

4 TCCCTCAAGGAAATAGACAAGTTTACTCAGCGACTAGCTGTAGATCGTCCTTTA 

5 CCTTGAGGGACTCCCGCGTGCGACAGTTTCGGCCAAATACACGTATCGAACCCA 

6 ACTTTGAAGAACTGTCGCACGCGGGAGACGTGTATTTGGCCGAAAGTGGAACTC 

7 TGGTTCATGGAATCCAGCCCACTATTACAAAGCTACTGTTCAGAGAGTTCCACT 

8 CTACCCATTCTAATAGTGGGCTGGATTTCTGAACAGTAGCTTTGTGGGTTCGAT 

8 GAATGGGTAGCGCCCGGCATATCCGCACCATCGTATATGGTACTGATATTGACG 

10 CCATGAACCATGCGGATATGCCGGGCGAGTACCATATACGATGGATACCCTTCC 

11 TTTGGTGTCAAACATTTACGGACCGGGTGTTGACCACGGAAGGGTAT 
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12 TTTCGTAAATGTTTGACACCGTGGTCAACACCCGGTCCGTCAATATC 

 
Strands of extended ribbon from motifs of 18-nt overlapping domain (R4) 

seq_ID Sequence 

1 TTTCGCCGAACGTGTCACTCACAAGCGCCTCGGGCCAGTACACCGGGTT 

2 TTTTGAGTGACACGTTCGGCGACTGGCCCGAGGCGCTTGAGCTATCATA 

3 AAACCCTGAATTTACCACAAAGTCAGTTAGGAAAGGTGTGGAAGGATATGATAGCT 

4 ATTTGCACTTAACTGACTTTGTGGTAAATCCTTCCACACCTTTCCTAACCCGGTGT 

5 AAGTGCAAATCTGTAGGATGACCTGTACTGAGTCCGTGGCCTTGGAGGCATCTAAC 

6 TTCAGGGTTTGTACAGGTCATCCTACAGTCCAAGGCCACGGACTCAGGTGGAGCTT 

7 TACTAAGCAGAACTGTTCATGGTGTCGGAGAGCGATTGGCCGACGCAAGCTCCACC 

8 GCGCACCCACCCGACACCATGAACAGTTGCGTCGGCCAATCGCTCTGTTAGATGCC 

9 GTGGGTGCGCTGCTAACGATTTCTCAGAAAGCCCTTAAATAGATTAGTCACGCCAA 

10 CTGCTTAGTATCTGAGAAATCGTTAGCATAATCTATTTAAGGGCTTGGGTCAACGA 

11 TTTCGACCGAGCTGTCAGAGGGTATGAGTTTCGCTGTTGTCGTTGACCC 

12 TTTCCTCTGACAGCTCGGTCGCAACAGCGAAACTCATACTTGGCGTGAC 

 
Strands of extended tube from motifs of 15-nt overlapping domain (T1) 

seq_ID Sequence 

1 TGGGCCAAGTTTACTTATTCTATTGTGGCTACCGTGTTAATACCCTGGGT 

2 CCAACTATATCAATAGAATAAGTAATTAACACGGTAGCCATGTCGTCGAT 

3 ATATAGTTGGGAGGTGTCCTTAAAGTGCATTGGTTCACTAATCGACGACA 

4 ACTTGGCCCACTTTAAGGACACCTCTAGTGAACCAATGCAACCCAGGGTA 

 
Strands of extended tube from motifs of 16-nt overlapping domain (T2) 

seq_ID Sequence 

1 CCGATGGGCCTTCACTTAGTGTCGTGGAGCTTATACCAGTGGTCTGATGCCG 

2 GGGACCGGCGCACGACACTAAGTGAACCACTGGTATAAGCTCTAGGCAGTAT 

3 GGCCCATCGGACGCCCTACCCACAGCTATTGCGTTCGGTTGGCGGCATCAGA 

4 CGCCGGTCCCGCTGTGGGTAGGGCGTCCAACCGAACGCAATAATACTGCCTA 

 
Strands of extended tube from motifs of 17-nt overlapping domain (T3) 

seq_ID Sequence 

1 GTCTAACGAATATGATCCCAATGAGTTTGCCTTCTTTAGCAGACTACGTTGAGA 

2 GAGGACCTGCAACTCATTGGGATCATAGTCTGCTAAAGAAGGCAATCACTGGTG 

3 GCAGGTCCTCGGGTCATGGGCTCTGTGCATACACATTCCTTACCCACCAGTGAT 

4 TTCGTTAGACCACAGAGCCCATGACCCGGTAAGGAATGTGTATGTCTCAACGTA 
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Strands of extended arches from repetitive trapezoid unit I (A1) 

seq_ID Sequence 

1 TGAGACGTGTGGCTGAACGGGCACTCAAACTAAACGGCCCTCAGCTGATGTCAG 

2 TACGTCAGCATGAGTGCCCGTTCAGCCCTGAGGGCCGTTTAGTTGTCATCTGCC 

3 GTCCATCCCTGGTAGTATCAGTGTTATTTAGACAAGAATGTCTCGGCAGATGAC 

4 TCGGCGACTCATAACACTGATACTACCGAGACATTCTTGTCTAACTGACATCAG 

5 GAGTCGCCGACACGCGAGCCAAGGCGTCTAGCCATTATAGCGCCTCTCGCCA 

6 AGGGATGGACCGCCTTGGCTCGCGTGCGCTATAATGGCTAGAAAGGACATAC 

7 GGGCGATTATTGAACCCAAACAGGATCGCAGTGATGCTAAGTGTATGTCCTT 

8 CAGAGAGCGCATCCTGTTTGGGTTCAACTTAGCATCACTGCGTGGCGAGAGG 

9 GCGCTCTCTGGAGGTGTTCGCGCCCTATGACTTTCAAAGGGCTTCCGACC 

10 ATAATCGCCCGGGCGCGAACACCTCCCTTTGAAAGTCATAGGTATCCGAT 

11 TTGGAGTGTGCACTTCCTGACTACAGGGTTGATGATGGGCATCGGATACC 

12 CTCCGTCTGCTGTAGTCAGGAAGTGGCCCATCATCAACCCGGTCGGAAGC 

13 CACACTCCAATAAGGTAGCCGGAT 

14 GCAGACGGAGATCCGGCTACCTTA 

15 TGCTGACGTATTCCTATATGGTTGGTCA 

16 ACACGTCTCATGACCAACCATATAGGAA 

 
Strands of extended arches from repetitive trapezoid unit II (A2) 

seq_ID Sequence 

1 CCGAGCCGAAGGACATTTACCATTTGTGA 

2 CTCAGTTCCCTCACAAATGGTAAATGTCC 

3 TTCGGCTCGGCGGGCGCTAGTGAATCATATTTAGTATATTATTTGGCCGCTCGAAA 

4 GGGAACTGAGATGATTCACTAGCGCCCGCCAAATAATATACTAAATCCCGTCAGCT 

5 AGATATAGAGTCGGGTTAGGGAGTAGCGTCTGACACTGGACCGTAGCTGACGGG 

6 TCTCGCTGCGGCTACTCCCTAACCCGAACGGTCCAGTGTCAGACTTTCGAGCGG 

7 CGCAGCGAGACCTATCGTCATCACCGAATTGACGCATTTCCATTGTCGGCCT 

8 CTCTATATCTCGGTGATGACGATAGGTGGAAATGCGTCAATTGTATGTCACG 

9 CGCTTAAACGCGACGGCTGATCGCCGATTTGCTAATAAAGCGTGACATAC 

10 CTATTACACCGGCGATCAGCCGTCGCTTTATTAGCAAATCAGGCCGACAA 

11 CGTTTAAGCGAAGAGCATACGCTC 

12 GGTGTAATAGGAGCGTATGCTCTT 

 


