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Supplementary table 1. All putative miRNAs related to melanoma in MNDR v2.0 database.

ncRNA
ncRNA Symbol Species Disease Name Score
Category
*hsa-miR-148b-3p miRNA Homo sapiens melanoma 0.9578
*hsa-miR-377-3p miRNA Homo sapiens melanoma 0.9443
hsa-miR-224-5p miRNA Homo sapiens melanoma 0.8965
hsa-miR-128-3p miRNA Homo sapiens melanoma 0.8965
hsa-miR-135a-5p miRNA Homo sapiens melanoma 0.8965
hsa-let-7¢ miRNA Homo sapiens melanoma 0.8939
hsa-let-7g miRNA Homo sapiens melanoma 0.8939
*hsa-let-7a-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-15a-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-27a-3p miRNA Homo sapiens melanoma 0.8939
hsa-miR-95-3p miRNA Homo sapiens melanoma 0.8939
hsa-miR-100-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-29b-3p miRNA Homo sapiens melanoma 0.8939
hsa-miR-148a-3p miRNA Homo sapiens melanoma 0.8939
hsa-miR-139-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-34a-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-181a-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-183-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-199b-5p miRNA Homo sapiens melanoma 0.8939
hsa-miR-181a-3p miRNA Homo sapiens melanoma 0.8939
hsa-miR-215-5p miRNA Homo sapiens melanoma 0.8939
*hsa-miR-222-3p miRNA Homo sapiens melanoma 0.8939
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hsa-miR-488-5p miRNA Homo sapiens melanoma 0.8589

hsa-miR-933 miRNA Homo sapiens melanoma 0.8589

* denotes it exists in MNDR



Supplementary table 2. All putative mRNAs for miR-377-3p from miRDB database.

Target Target

miRNA Name Gene Symbol Gene Description
Rank Score
1 99 hsa-miR-377-3p  STOX2 storkhead box 2
2 99  hsa-miR-377-3p  ARMCS armadillo repeat containing 8
3 99 hsa-miR-377-3p  NLGNI neuroligin 1
4 99 hsa-miR-377-3p PUM2 pumilio RNA binding family member 2
5 99 hsa-miR-377-3p  ETSI ETS proto-oncogene 1, transcription factor
6 99  hsa-miR-377-3p  CFTR cystic fibrosis transmembrane conductance regulator
7 98 hsa-miR-377-3p  FBX032 F-box protein 32
8 98 hsa-miR-377-3p  JAGI jagged 1
9 98 hsa-miR-377-3p  SETBP1 SET binding protein 1
10 98 hsa-miR-377-3p DCAF12 DDB1 and CUL4 associated factor 12
11 97 hsa-miR-377-3p  DCP1A decapping mRNA 1A
12 97 hsa-miR-377-3p  CULI cullin 1
13 97 hsa-miR-377-3p  RNMT RNA guanine-7 methyltransferase
14 97  hsa-miR-377-3p CS5orf24 chromosome 5 open reading frame 24
15 97 hsa-miR-377-3p  ATXN7 ataxin 7
16 97 hsa-miR-377-3p  CNOT6 CCR4-NOT transcription complex subunit 6
eukaryotic translation initiation factor 4E nuclear import
17 97 hsa-miR-377-3p  EIF4ENIF1
factor 1
18 97 hsa-miR-377-3p  LIN28B lin-28 homolog B
19 96 hsa-miR-377-3p  SOD2 superoxide dismutase 2
20 96 hsa-miR-377-3p  CARTPT CART prepropeptide

21 96 hsa-miR-377-3p  C7orf57 chromosome 7 open reading frame 57
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capping actin protein of muscle Z-line subunit beta

Ral GEF with PH domain and SH3 binding motif 2

gremlin 2, DAN family BMP antagonist
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CENPV

MSRI1

ZCCHC17

KRTAP19-3

MED13L

SRSF1

RBM18

ZBTB6

CDV3

KAT6A

ZNF516

PTGSI1

BCL2L1

CCDC117

TRIO

SLC11A2

C8orf44-SGK3

TMX1

AGAP5

AGAP6

PEX14

SESN1

STK35

centromere protein V

macrophage scavenger receptor 1

zinc finger CCHC-type containing 17

keratin associated protein 19-3

mediator complex subunit 13 like

serine and arginine rich splicing factor 1

RNA binding motif protein 18

zinc finger and BTB domain containing 6

CDV3 homolog

lysine acetyltransferase 6A

zinc finger protein 516

prostaglandin-endoperoxide synthase 1

BCL2 like 1

coiled-coil domain containing 117

trio Rho guanine nucleotide exchange factor

solute carrier family 11 member 2

C8orf44-SGK3 readthrough

thioredoxin related transmembrane protein 1

ArfGAP with GTPase domain, ankyrin repeat and PH

domain 5

ArfGAP with GTPase domain, ankyrin repeat and PH

domain 6

peroxisomal biogenesis factor 14

sestrin 1

serine/threonine kinase 35
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FBX030

SLC6A8

AGAP4

IDS

AAK1

KCTD2

CAMTAL1

PLPPRS

LIG4

TP63

TUBE1

CD274

FZD6

UBA3

CTSC

POC1B-GALNT4

RB1

DNAJC6

CDKNI1B

GALNT4

PSME4

ILIRN

ERGIC1

PAQR3

F-box protein 30

solute carrier family 6 member 8

ArfGAP with GTPase domain, ankyrin repeat and PH

domain 4

iduronate 2-sulfatase

AP2 associated kinase 1

potassium channel tetramerization domain containing 2

calmodulin binding transcription activator 1

phospholipid phosphatase related 5

DNA ligase 4

tumor protein p63

tubulin epsilon 1

CD274 molecule

frizzled class receptor 6

ubiquitin like modifier activating enzyme 3

cathepsin C

POC1B-GALNT4 readthrough

RB transcriptional corepressor 1

Dnal heat shock protein family (Hsp40) member C6

cyclin dependent kinase inhibitor 1B

polypeptide N-acetylgalactosaminyltransferase 4

proteasome activator subunit 4

interleukin 1 receptor antagonist

endoplasmic reticulum-golgi intermediate compartment 1

progestin and adipoQ receptor family member 3
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XRCC4

IRX3

FBX033

Clé6orf72

ENPP6

PPPIR9A

HTR7

OSBPL8

INO80D

GRSF1

C2

SEMAGA

PTPRB

SVIP

MAP3K7

RFC1

NETO1

DDX31

USP49

TMOD2

MGAM

SLC4A7

NKRF

NXPH3

X-ray repair cross complementing 4

iroquois homeobox 3

F-box protein 33

chromosome 16 open reading frame 72

ectonucleotide pyrophosphatase/phosphodiesterase 6

protein phosphatase 1 regulatory subunit 9A

5-hydroxytryptamine receptor 7

oxysterol binding protein like 8

INOS80 complex subunit D

G-rich RNA sequence binding factor 1

complement C2

semaphorin 6A

protein tyrosine phosphatase, receptor type B

small VCP interacting protein

mitogen-activated protein kinase kinase kinase 7

replication factor C subunit 1

neuropilin and tolloid like 1

DEAD-box helicase 31

ubiquitin specific peptidase 49

tropomodulin 2

maltase-glucoamylase

solute carrier family 4 member 7

NFKB repressing factor

neurexophilin 3
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MAPIA

GRM6

XPOT

CASK

IRX2

QKI

NAPIL1

HDAC2

NUP153

SGCB

TMED2

BEND3

STRN4

ETNK1

43527

SNX16

PCDH7

H3F3A

RNF182

IPO5

ALKALI1

GPATCH2L

SYCP2L

THSD4

microtubule associated protein 1A

glutamate metabotropic receptor 6

exportin for tRNA

calcium/calmodulin dependent serine protein kinase

iroquois homeobox 2

QKI, KH domain containing RNA binding

nucleosome assembly protein 1 like 1

histone deacetylase 2

nucleoporin 153

sarcoglycan beta

transmembrane p24 trafficking protein 2

BEN domain containing 3

striatin 4

ethanolamine kinase 1

membrane associated ring-CH-type finger 3

sorting nexin 16

protocadherin 7

H3 histone family member 3A

ring finger protein 182

importin 5

ALK and LTK ligand 1

G-patch domain containing 2 like

synaptonemal complex protein 2 like

thrombospondin type 1 domain containing 4
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PAFAHI1BI1

HP1BP3

OSBP2

BTG3

B4GALT6

MCU

SEMA3E

RIF1

NOS3

PLCXD3

NEGR1

TACRI1

PCGF5

COLQ

UBP1

platelet activating factor acetylhydrolase 1b regulatory

subunit 1

heterochromatin protein 1 binding protein 3

oxysterol binding protein 2

BTG anti-proliferation factor 3

beta-1,4-galactosyltransferase 6

mitochondrial calcium uniporter

semaphorin 3E

replication timing regulatory factor 1

nitric oxide synthase 3

phosphatidylinositol specific phospholipase C X domain

containing 3

neuronal growth regulator 1

tachykinin receptor 1

polycomb group ring finger 5

collagen like tail subunit of asymmetric

acetylcholinesterase

upstream binding protein 1




