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Supplemental 1 The prediction process by using Diana online database

(http://diana.imis.athena-innovation.gr/DianaTools/index.php).
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WEB APPLICATIONS

microCLIP

An AGO-CLIP-guided
algorithm for the
identification of

transcriptome-wide
miRMNA-target
interactions.

MirPath v.3
A miRMNA pathway
analysis Web server.

MR-microT {beta)
UPFDATED!

Mear-real time miRNA
target prediction on the
Cloud.
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SOFTWARE

PUBLICATIONS

CONTACT

TarBase v.8 - NEW!

A database of
experimentally supported
miRMNA:gene interactions.

LncBase v.2

Elaborated info for
pradicted & exp. verified
miRMNA-IncRMA

interactions.

mirPub
Search for miRMA-related
publications.

microT-CDS - UPDATED!
Search for targets of
annotated miRNAs based
on the popular migroT-
CDS algorithm.

Automated Pipelines
Pipelines to analyse user
data from small scale &
high-throughput
experiments.

miRGen v.3

Accurate characterization
of miRNA promoters B
their regulators.
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Input hsa-miR-31-5p

0

hsa-mir-31-5p Filters £} §

Results: 613 targets for miRNAS hsa-mir-31-5pa. Threshold is set to 0.7.
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Input TIMP3

® W hsa-mir-31-5p TIMP

Results: 513 targets for miRNAs hsa-mir-31-5pa. Threshold is set to 0.7.
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* W hsa-mir-31-5p TIMP3 Filters £3

S5a-mir-31-5p ilters
h ir-31-5p ENSG00000100234 Filt

Results: 0 targets of miRNAs hsa-mir-21-5po found in genes ENSG00000100234 o . Threshold is set to 0.7.
Chose human

W is3-mir-31-5p ENSGO0000100234

Advanced options:

Threshold:
E]
Apply Filter!
(o W 1h=2-mir-31-5p ENSG00000100234 Filters £ 0

Results: 1 targets of miRNAs hsa-mir-21-5po found in genes ENSG00000100234 6. Threshold is set to 0.1
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miRNA details @
pubMed links: miRNA | gene | both
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