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Figure S1: UV-Vis absorbance spectra of cysAuNPs in the presence of (A) mercaptoacetic acid and 
(B) acetylcysteine.

Figure S2: UV-Vis absorbance spectra of cysAuNPs incubated with different concentrations of LBA. 
(A) CysAuNPs aggregate as concentration of LBA increases from 0 to 50 nM. (B) CysAuNPs disperse 
as concentration of LBA increases from 75 to 250 nM.



Figure S3: UV-Vis absorbance spectra of the aptasensor (mode A; consists of cysAuNPs and 25 nM 
of LBA) in detecting various concentrations of lysozyme. The spectra were selected to highlight the 
blue shift and re-establishment of LSPR band at 526 nm. Inset shows the progressive colour changes 
of cysAuNPs in the corresponding samples (top to bottom: 0 to 300 nM of lysozyme).

Figure S4: UV-Vis absorbance spectra of the aptasensor (mode R; consists of cysAuNPs and 150 nM 
of LBA) in detecting various concentrations of lysozyme. The spectra were selected to highlight (A) 
the increased aggregation and (B) redispersion of cysAuNPs. Inset shows the progressive colour 
change of cysAuNPs in the corresponding samples (top to bottom: (A) 0 to 375 nM of lysozyme; (B) 
375 to 4000 nM of lysozyme).

Figure S5: UV-Vis absorbance spectra of the aptasensor in (A) mode A and (B) mode R in the 
presence of lysozyme and control proteins.



Figure S6. UV-Vis absorbance spectra of the aptasensor for lysozyme detection in mixed samples 
containing the control proteins (cytochrome C, insulin and VEGF) (red lines: mode A; blue lines: 
mode R). Mode A contains 540 nM of control proteins and 180 nM of lysozyme; whereas mode R 
contains 1125 nM of control proteins and 375 nM of lysozyme.
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Table S1. Comparison of the reported colorimetric aptasensors for lysozyme detection.

Materials LOD (nM) Linear range (nM)
Polydiallyldimethylammonium chloride (PDDA), 
citAuNPs1 4.4 nM 4.4 – 200

cysAuNPs2 35 35– 1050

Human serum albumin (HSA)-modified citAuNPs3 50 100 – 1000

Core-shell Cu@AuNPs, 3,3,5,5-tetramethylbenzidine 
- hydrogen peroxide4 60 100– 1

Polydimethylsiloxane (PDMS)-AuNPs, Ag5 0.0069 0.69 – 69

2.29 (mode A) 37.5 – 180 (mode A)
cysAuNPs (this work)

375 (mode R) 500 – 4000 (mode R)


