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Materials 

Albumin from bovine serum (BSA, molecular weight ~66 kDa, V fraction), lysozyme (molecular weight ~14.3 

kDa), poly(ethylene glycol) methyl ether methacrylate (PEGMA475, average Mn = 475 g.mol-1, Aldrich), 2-

(dimethylamino)ethyl methacrylate (DMAEMA, Aldrich, 99 %) and methacryloyl chloride (Aldrich, 97 %) 

were used as received without further purification. Copper bromide (Cu(I)Br) was purified by stirring in glacial 

acetic acid and rinsing with ethanol and diethyl ether. Anhydrous dimethyl sulfoxyde (DMSO, Aldrich, 99 %) 

and triethylamine (TEA, Fischer, 99 %, stored over potassium hydroxide pellets), dichloromethane (DCM, 

Fischer, >99 %), acetonitrile (BDH, 99.9 %, HPLC grade) and trifluoroacetic acid (TFA, Aldrich, 99 %) were 

used as received. N-(Ethyl)-2-pyridylmethanimine was prepared as described earlier.1 Hostasol fluorescent 

monomer was synthesised as previously describe.2 Maleimide and N-succinimidyl 2-bromo-2-methylpropionate 

initiators were prepared as described elsewhere.3,4 

 

Analytical methods 

1H NMR and 13C NMR spectra were recorded on a Bruker DPX400 spectrometer using CDCl3 (Aldrich) as the 

solvent. Fluorescence spectroscopy analysis was performed on a Perkin Elmer LS 50B spectrofluorometer with 

1 cm quartz cuvette, 200 nm.min-1 scan speed, 2.5 nm excitation and emission slit widths, ambient temperature 

in phosphate buffer (10 mM, pH = 7.1). UV-Visible spectroscopy analysis was performed on a Jasco V-550 

spectrophotometer with 1 cm quartz cuvette, 0.5 nm data pitch, 200 nm.min-1 scan speed, ambient temperature 
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in phosphate buffer (10 mM, pH = 7.1). Circular Dichroism (CD) analysis was performed on a Jasco J715 

spectropolarimeter with 0.1 cm quartz cuvette, 0.2 nm data pitch, 100 nm.min-1 scan speed, 8 accumulations, 

ambient temperature in phosphate buffer (10 mM, pH = 7.1) for a concentration of 0.1 mg.mL-1. The RP-HPLC 

system was fitted with a Phenomenex column (Jupiter, C18, 4.6 x 250 mm, 5 μm, 300 Å) and a UV detector 

(Gilson, UV-VIS-155) at 280 nm and 0.001 sensitivity under a flow rate of 1 mL.min-1. The separation was 

performed using a gradient between mobile phase A (water/acetonitrile, 90/10, v/v and 0.05 % TFA) and 

mobile phase B (100 % acetonitrile, 0.04 % TFA) ( Figure S1). 
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Figure S1: RP-HPLC gradient used in this study. 

 

The SEC-FL-HPLC system was fitted with two BioSep-SEC-S3000 columns and a fluorescent detector 

(Hitachi, L-7480) continuously measuring the relative intensity of the mobile phase. The system was eluted 

with 0.1 vol.% trifluoroacetic acid solution in water and acetonitrile (69/31, v/v) at a flow rate of 0.5 mL.min-1. 

SDS-PAGE was conducted using a stacking polyacrylamide gel of 5 % cross-linking and a resolving 

polyacrylamide gel (8 % cross-linking for BSA conjugates; 12 % cross-linking for lysozyme conjugate) and a 

running buffer consisting of 25 mM of TRIS base, 250 mM of glycine and 0.1 % of SDS at pH 8.7. 

 

 

 

 

 



 
 

Synthesis of rhodamine B methacrylate fluorescent monomer 
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To a solution of suitable rhodamine B alcohol5 (5.93 g, 9.80 mmol) in DCM (100 mL), TEA (1.44 g, 14.3 

mmol) and methacryloyl chloride (0.970 g, 10.7 mmol) were sequentially added at 0 ºC. After 1 h, the 

temperature was raised to ambient temperature for a further 12 h. The volatiles were then removed under 

reduced pressure and the residue was purified by a pre-eluted flash chromatography (SiO2) using 

methanol/triethylamine (95/5), to give the rhodamine B methacrylate as purple glassy solid in 72 % yield. 

1H NMR (400.03 MHz, CDCl3, 298 K): δ = 1.20 (t, J = 7.0 Hz, 12H), 1.67–1.76 (q, J = 6.8 Hz, 2H), 1.78 (s, 

3H), 2.24 (br s, 4H), 2.31 (t, J = 7.2 Hz, 2H), 3.30 (br s, 4H), 3.50–3.55 (q, J = 7.3 Hz, 8H), 4.02 (t, J = 6.4 Hz, 

2H), 5.38–5.45 (m, 1H), 5.91–5.96 (m, 1H), 6.63–6.68 (d, J = 2.5 Hz, 2H), 6.80–6.91 (dd, J = 2.3, 9.5 Hz, 2H), 

7.07–7.15 (d, J = 9.5 Hz, 2H), 7.19–7.25 (m, 1H), 7.41–7.49 (m, 1H), 7.51–7.61 (m, 2H). 13C NMR (100.59 

MHz, CDCl3, 298 K): δ = 12.50, 18.12, 25.51, 41.34, 46.01, 47.17, 52.19, 52.88, 54.48, 62.52, 96.11, 113.52, 

114.32, 125.40, 127.51, 129.77, 129.99, 130.06, 130.46, 131.91, 135.17, 136.02, 155.44, 155.70, 157.54, 

167.12, 167.22. IR (solid, ATR cell): ν (cm-1) 3070 (=CH2), 1709 (C=O ester carbonyl), 1635 (C=O amide), 

1582 (C=C aromatic), 1460 (C=C aromatic), 1250 (C-O ester), 1169 (C-O ester), 1070 (C-O ether). High 

resolution MS-ES calcd. for C39H49N4O4 (M+): 637.3754; found: 637.3760. 

UV-VIS spectrometry of a rhodamine B monomer solution in phosphate buffer (10 mM, pH = 7.1) was 

performed to obtain the absorption spectrum (it was determined: λmax = 566 nm). Then the solution was 

analysed by fluorescence spectrometry to obtain the emission spectrum using λexcitation = 566 nm. Spectral 

properties of the rhodamine B monomer are represented in Figure S2. 

 



 
 

 

Figure S2: Absorption and emission spectra of the rhodamine B methacrylate. 

 

Preparation of the BSA-macroinitiator 

BSA (34 mg, 0.52 μmol) was dissolved in 4.6 mL of 100 mM phosphate buffer (pH = 7.0). A solution of 15 mg 

of maleimide initiator in 0.2 mL of DMSO was added to this slowly. The mixture was gently stirred during 12 h 

at ambient temperature and the solid residue was then removed by centrifugation. The supernatant was diluted 

with deionised water and dialysed with a 12,000-14,000 molecular weight cut-off (MWCO) membrane against 

deionised water for several days. The solution was then lyophilised to isolate the BSA-macroinitiator. RP-

HPLC chromatograms of the native BSA, the BSA-macroinitiator and the control experiment are shown in 

Figure S3. 

 

Figure S3: RP-HPLC of native BSA (a), control experiment (b) and BSA-macroinitiator (c). Control 

experiment: BSA in PBS (100 mM, pH = 7.0) with DMSO, stirred overnight at ambient temperature. 



 
 

Preparation of the lysozyme-macroinitiator 

N-Hydroxysuccinimide-2-bromo-2-methylpropionate (37 mg, 140 μmol) in 400 μL of DMSO was added to 

lysozyme (100 mg, 7 μmol of protein) dissolved in 20 mL of phosphate buffer (100 mM, pH = 7.0). To this, 50 

μL of a TEA solution of 2.26 mM, prepared by dissolving 50 μL of TEA in 0.16 mL of phosphate buffer (100 

mM, pH = 7.0), was added. The mixture was incubated at ambient temperature during 48 h under gentle 

stirring. The suspension was diluted with water and the solid residue was removed by centrifugation. The 

supernatant was dialysed using a 6,000-8,000 MWCO membrane against deionised water for several days. The 

solvent was removed by lyophilisation to isolate the lysozyme-macroinitiator. The native lysozyme and the 

lysozyme-macroinitiator were then analysed by RP-HPLC (Figure S4). 

 

Figure S4: RP-HPLC of the native lysozyme (a) and of lysozyme-macroinitiator (b). 

 

Synthesis of the BSA-poly(PEGMA475-co-rhodamine) conjugate. 

BSA-macroinitiator (100 mg, 1.51 μmol), PEGMA475 (0.11 g, 0.38 mmol) and Cu(I)Br (32 mg, 0.23 mmol) were 

placed in a Schlenk tube and were dissolved in 23.8 mL of deionised water. 200 μL of a stock solution of 

rhodamine B methacrylate (3.8 μmol), previously prepared by dissolving 25 mg of the rhodamine B methacrylate 

in 2 mL of deionised water, was added. The solution was then deoxygenated by three freeze-pump-thaw cycles. 

After this, three vacuum-nitrogen cycles were applied and the Schlenk was placed in an oil bath at 25 ºC. Then, N-

(Ethyl)-2-pyridylmethanimide (59 μL, 0.48 mmol) was added and the reaction mixture immediately turned dark 

brown/red, triggering the beginning of the polymerisation. After 48 h under nitrogen atmosphere, the reaction 

medium was diluted with deionised water and bubbled with air overnight. The solid residue was removed by 



 
 

centrifugation and the supernatant was dialysed using a 12,000-14,000 MWCO membrane against deionised 

water. The solution was lyophilised and the BSA-poly(PEGMA475-co-rhodamine) conjugate was obtained as a 

fluorescent purple solid. 

 

Synthesis of the BSA-poly(PEGMA475-co-hostasol) conjugate. 

BSA-macroinitiator (75 mg, 1.1 μmol), PEGMA475 (85 mg, 0.28 mmol) and Cu(I)Br (24 mg, 0.167 mmol) were 

placed in a Schlenk tube and dissolved in DMSO (17.8 mL). The hostasol monomer (1.3 mg, 2.83 μmol) was 

added. The mixture was deoxygenated by three freeze-pump-thaw cycles. The Schlenk tube was placed in an 

oil bath at 25 ºC and N-(Ethyl)-2-pyridylmethanimide (44 μL, 0.357 mmol) was added, which triggered the 

beginning of the polymerisation (a dark brown/orange colour of the reaction medium was observed). The 

mixture was stirred under inert atmosphere during 48 h. The reaction was then diluted with DMSO and bubbled 

with air overnight. The suspension was centrifuged and the supernatant was then diluted with deionised water 

(where unreacted hostasol monomer precipitated). The solid residue was removed by centrifugation and the 

supernatant was dialysed using a 12,000-14,000 MWCO membrane against deionised water. The solvent was 

removed by lyophilisation in order to isolate a fluorescent yellow solid. 

Synthesis of the BSA-poly(DMAEMA-co-rhodamine) conjugate. 

BSA macroinitiator (100 mg, 1.5 μmol) was dissolved in 23.6 mL of degassed water. It was added 200 μL of a 

solution of DMAEMA (0.377 mmol), prepared by dissolving 630 μL of DMAEMA in 2 mL of deionised water 

and adding some drops of HCl until pH 6.6. To this, 200 μL of a rhodamine B methacrylate solution (3.8 μmol), 

obtained by dissolving 25 mg of the fluorescent monomer in 2 mL of deionised water, was added. The mixture 

was deoxygenated with three freeze-pump-thaw cycles. Cu(I)Br (32 mg, 0.23 mmol) was then added to the 

frozen mixture and three vacuum-nitrogen cycles were applied. Then, the Schlenk tube was placed in an oil 

bath at 25 ºC under a nitrogen atmosphere. N-(Ethyl)-2-pyridylmethanimide (59 μL, 0.48 mmol) added and the 

reaction mixture exhibited a dark brown/red colour. After 17 hours, the polymerisation medium was diluted 

with deionised water and air was bubbled into the resulting solution overnight. The solid residue was removed 

by centrifugation and the supernatant was dialysed using a 12,000-14,000 MWCO membrane against deionised 

water during several days. The solution was lyophilised to give the conjugate as a purple solid. The SEC-FL-



 
 

HPLC spectra of the BSA-poly(DMAEMA-co-rhodamine) bioconjugate and of the rhodamine B monomer are 

shown in Figure S5. 

 

 
Figure S5: SEC-FL-HPLC of BSA-poly(DMAEMA-co-rhodamine) bioconjugate (a)  

and rhodamine B methacrylate monomer (b). 

 

Synthesis of the lysozyme-poly(PEGMA475-co-rhodamine) conjugate. 

Lysozyme-macroinitiator (18 mg, 1.11 μmol), PEGMA475 (83 mg, 0.278 mmol) and Cu(I)Br (24 mg, 0.167 

mmol) were dissolved in 15 mL of deionised water. To this, 150 μL of a rhodamine B methacrylate solution 

(2.78 μmol), prepared by dissolving 19 mg of the fluorescent monomer in 2 mL of deionised water, was added. 

Then the solution was deoxygenated by three freeze-pump-thaw cycles. The Schlenk was then placed in an oil 

bath at 25 ºC. N-(Ethyl)-2-pyridylmethanimide (44 μL, 0.351 mmol) was added and the reaction mixture 

immediately turned dark brown/red. The mixture was stirred during 48 hours under nitrogen. The reaction 

medium was then diluted with deionised water and bubbled with air in order to stop the polymerisation. The 

mixture was centrifuged to remove the solid residue and the supernatant was dialysed using a 12,000-14,000 

MWCO membrane against deionised water. The solution was then lyophilised to isolate a fluorescent purple 

solid. 

 

 



 
 

Determination of the spectral properties of BSA-poly(PEGMA475-co-rhodamine) and BSA-

poly(DMAEMA-co-rhodamine) bioconjugates 

The same experimental procedure used with the fluorescent rhodamine B methacrylate was applied for the 

BSA-poly(PEGMA475-co-rhodamine), BSA-poly(DMAEMA-co-rhodamine) and lysozyme-poly(PEGMA475–

co-rhodamine) fluorescent bioconjugates (see Figure S6 and Figure S7 respectively). With the BSA-

poly(PEGMA475-co-hostasol) bioconjugate, we followed the same procedure and found λexcitation = 461 nm and 

λemission = 528 nm in very good agreement with the spectral properties of the starting hostasol methacrylate 

monomer.6 

 

Figure S6: Absorption and emission spectra of BSA-poly(DMAEMA–co-rhodamine) fluorescent bioconjugate. 

 

Figure S7: Absorption and emission spectra of lysozyme-poly(PEGMA475–co-rhodamine) fluorescent 

bioconjugate. 



 
 

Circular Dichroism analysis of native BSA and BSA-macroinitiator 

We performed CD analysis to investigate any changes on the secondary structure between native BSA and 

BSA-macroinitiator. Native BSA and BSA-macroinitiator concentrations (0.1 mg.mL-1 in 10 mM phosphate 

buffer at pH = 7.1) were checked by U.V. absorption at 280 nm under denaturating condition (6 mM GdmCl) 

using Beer’s law. Percentages of α-helices and β-sheets were determined by applying the protein CD structure-

fitting program, CDSSTR.7 Overlayed CD spectra of native BSA and BSA-macroinitiator indeed showed a 

slight difference in the 195 – 210 nm region, demonstrating only a slight change in the secondary structure 

(Figure S8). The protein CD structure-fitting program (CDSSTR) gave the following compositions: i) native 

BSA (54 % α-helix; 1% β-sheet); ii) BSA-macroinitiator (43 % α-helix; 8 % β-sheet). 

 

Figure S8: Circular Dichroism spectra of the native BSA and of the BSA-macroinitiator. 

 
                                                           
1  D. M. Haddleton, M. C. Crossman, B. H. Dana, D. J. Duncalf, A. M. Heming, D. Kukulj, A. J. Shooter, 

Macromolecules 1999, 32, 2110. 
2 A. J. Limer, A. K. Rullay, V. San Miguel, C. Peinado, S. Kelly, E. Fitzpatrick, S. D. Carrington, D. Brayden, 

D. M. Haddleton, React. Funct. Polym. 2006, 66, 51. 
3 G. Mantovani, F. Lecolley, L. Tao, D. M. Haddleton, J. Clerx, J. J. L. M. Cornelissen, K. Velonia, J. Am. 

Chem. Soc. 2005, 127, 2966. 
4 F. Lecolley, L. Tao, G. Mantovani, I. Durkin, S. Lautru, D. M. Haddleton, Chem. Commun. 2004, 2026. 
5  T. Nguyen, M. B. Francis, Org. Lett. 2003, 5, 3245. 
6  A. J. Limer, A. K. Rullay, V. San Miguel, C. Peinado, S. Kelly, E. Fitzpatrick, S. D. Carrington, D. Brayden, 

D. M. Haddleton, React. Funct. Polym. 2006, 66, 51. 
7  W. C. Johnson, Proteins Struct. Funct. Genet. 1999, 35, 307. 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice




