
Table 1: Description of the GluR2 residues interacting with FW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 2.0 to 10.0 Å
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Table 2: Description of the GluR2 residues interacting with FW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 10.5 to 12.0 Å
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Table 3: Description of the GluR2 residues interacting with HW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 2.0 to 10.0 Å
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Table 4: Description of the GluR2 residues interacting with HW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 10.5 to 12.0 Å
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Table 5: Description of the GluR2 residues interacting with BrW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 2.0 to 10.0 Å
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Table 6: Description of the GluR2 residues interacting with BrW . We show the functional groups and distances of
the ligand to each amino acid in the binding pocket radius ranging from 10.5 to 12.0 Å
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Table 7: Description of the GluR2 residues interacting with IW . We show the functional groups and distances of the
ligand to each amino acid in the binding pocket radius ranging from 2.0 to 10.0 Å
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Table 8: Description of the GluR2 residues interacting with IW . We show the functional groups and distances of the
ligand to each amino acid in the binding pocket radius ranging from 10.5 to 12.0 Å
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