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Fig. S1 The molecular types of the 500-serum proteins corresponding to the SIL

peptides panel.
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Fig. S2 Estimated concentration distribution of 113 proteins in all samples(A). The
distribution of average L/H ratio in each group (B) and average L/H ratio of
representative protein in each group(C).



BC

B

Platelet Degranulation

High-Density Lipoprotein Particle Remodeling
Negative Regulation Of Endopeptidase Activity
Reverse Cholesterol Transport

Blood Coagulation

Lipoprotein Metabolic Process

High-Density Lipoprotein Particle Clearance
High-Density Lipoprotein Particle Assembly
Lipoprotcin Biosynthctic Process

Retinoid metabolic process

Platelet Degranulation

Complement Activation, Classical Pathway

Blood Coagulation

Cellular Protein Metabolic Process

Negative Regulation Of Endopeptidase Activity
Innate Immune Response

Complement Activation

Lipoprotein Metabolic Process

Positive Regulation Of Lipoprotein Lipase Activity

Peptidyl-Glutamic Acid Carboxylation

=

4 8 12
-Log,P-value

0o 4 8 12
-Log,,P-value

Fig.S3 Venn diagram displaying the DEPs summary statistics(A). Top 10 terms of
enriched biological processes of DEPs in AS (B) and cancer (C). Cancer refers to LC

and BC in our study. DEPs, differentially expressed proteins.



