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Figure S1. Nucleotide Sequences for Donor Construction

NRGp42 donor sequence (3180 bp)
ROH up soc - Golden Gate site - RBS - nluc:cbm - Terminator - ROH down soc 

CGCACTTTCGTCCGTAATTATAAATTTATTTCCTTTATCTATTTTCCAATCATATATTG
AATCATATGAATAGAAGGATAACGGTTTATTATTATAATATGCTTCAGCAACATCAA
TATAGTTAGATTTAGTAAATGCTTGAATTGCCATAAATGGAGAATTTTGTACAGTTT
CAATAATTCCGATCTTTTTAAGTTTTATTTCAACATCTTCTGGAATTGGCATTGAAAT
AAAATCTTCTACTAGATACATATTATTGTCATATCTTTTATCAATCATTACTGCTACA
GTAATTGGAACATCCTTGACAAACGCCATACTAATACTATTGATAGACATTTCAAAC
AAAATTGCTTCCATAATTTTCCTCAATCACAAGATGTAGATGAACAACTAGAATCAC
AAGAACTTCCACATGAATCACCTGCCCATACATGAACAGGAACATTAGTATCATATG
AATCAGAACTAGACTGTGTATTCTGTGTGTTAGATGATGTAGTAGGTGTTGACCAGC
GCCAAGGATTTTTATAATATTCTTGGGCTTCTTCATAAGTCATAGTAACTGCTTCTAC
TGTTCCATCTCCCATATAAACATATTCAACTACAGTTAAAGGAAGGTAGTCATTTGA
AATAGGAACTACACCTTCCCCAGGAGTTGTAGAGAAAAAATCCGTAAAGAAACTTT
TAAACCAATTAAAGATAAACATTACAAAAAGCCTCTTTTGAATTCGACTTGCTTCTC
ACCATAATCATATCGAATCTCTGCATTAAATTCGACAGAACCATCTGCGTACATCAT
AAATGAATGCACAACAACTTCTGTAGACCATGGTTGTAGTTCATATTTCTTCATTAC
ATGTCGTGAAATGATAATATCTAAATCTTCATTTGGTTTAATCCAACGATTTAACATA
GTACTCTCCTCTATAAGATAATTCTATTATACCATACTCATTTTGGAAAGTAAACCAT
TTAAATGAAAAAATGACTCCCGAAGGAGTCTTGAGTTAGGACCAAAACGAAAAAAG
GCCCCCCTTTCGGCATGGCTCAGTGAGCTGGGACCAAAACGAAAAAAGGCCCCCCA
GTGAGCTGGGACCAAAACGAAAAAAGGCCCCCCGACATAGCGCATGGCTCAGTGAG
CTGGGACCAAAACGAAAAAAGGCCCCCCTTTCGGGAGGCCTCTTTTCTGGAATTTGG
TACCGAGTTATCCGACAGTGCAAGGGGTTCCATTCAAGGAAAATGCTGTTGGTGCTG
CGTTTGTCCCTGTATGAGAGCCATTGAAGCCAAACTGTGCGGTCCCGCCCGCTGGGA
TGCTTCCATTCCAGGGCGCGTTACGGACAGTAACAGCAGAACCAGATTGTGTAACCG
TAGAACTCCACGCCTGTGTCACTTGCTGACCTGAGGGGAAAGAAAAGGTCAGTGTC
CAACCATCCACAGGAGCGGAGCTTGTGTTCTTGACAGTAACGTTCGCCGTAAAGCCT
GTGTTCCACTGGTTGACCCCCCATAAAACTTGGCAACCGGCCGGACCTGACGTAGGG
CCGCTCGAGCCAGCCAAAATGCGCTCACAAAGACGCCAGCCCGTGACCCCGTTGAT
CGTAACACGAAACAGCAAAGAGCCGTCCGGGTTAATCAGACGTTCGTCAATGATTTT
ATTGCCATTCCACAATGTTCCAGTTACAGTGATCTTCTTGCCGTCGAACACTGCGATC
CCTTCATAGGGGCGGCCAAAGTAGTCAATCATATTAGGCGTAACGCCATCAATGACC
AGCGTGCCGTAATGAAGAATAACCTTGAAGTGATGGTCATCAACCGGGTAGACGAC
TTTGAAGATTTTCTCAATCTGACCCATCTGATCCCCCGACAGCCCCTCATAGGGGAT
AATAACATGGATGTCGATTTTAAGCCCGTTTTCTCCACTAAGGACAATGCGCTGGAT
GGGTGTAACCGAAACGCCCAAATTTTGAAAAAGTGAACTGACACCTCCCTGTTCCAG
TACTTGGTCTAAATTGTAACCGGCTGTCTGGCGCCAGTCACCTACGAAATCCTCCAA
AGTGAATACCATGTAATTCTCCTTTATTTAAATTACATGATTAAAACAGCATAGCTCT
AAAACGAGACCTTTGAGCTTCCGAGACTGGTCTCAGTTTTGGGACCGTAATTCTCCT
TTATTTAAATTACATGATTATTTATACATCTTCTTTTCTGAATAAGTAAATTAAATTC
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TTAAGAGCCGAACTTGTTACATCATATTTTCCTTTAAGCGCCTTTACAACCGGGCCTG
TTGCTGGTTTACCTAAAGAAACCCATAACTCGTGTATTTCGCTTTTAAGTGGTTCATG
CCAATGCGGTGCTTTTCTTTGCGCCCTTGAAGTTCCTTCTGAAATCTTTTTATTTCCGC
CATTCGAATAAAACTTTTTCATTACTTCAGATTGCCGAGCTTTTCTTTCTGCCCTATTT
TGGGCTATACGTTGTGAATTCTTCATCCGAGTTTTTGTTTCAGGATTGTTTAATCTAA
GTTTATGTTCTAATCGTTGTTGCTCAGTCCATTTTCTTCCTTCTCCACCCTGACCACCA
GGAGAAATATTAATGCAAGTATCTGGGTGTTTACGTTTTAATGCAGATATTAGCTCA
CGTTAAACTTCATATGATTTTTCTCTAGAACCATGGCATTTTGACCATCGTATTTTAT
AATTAAATCCATACTTACGATATATGTTCCATAGTATTTTACCTGAACCCGGATATTT
ATCATTATATGGATTTACAATAAATGATTCATGTTTCCCAGCGTACCAAAAGACGCC
TTTCGGCGTCCTAACTTTTACTATATATGTTCTATAAAATTTTTGTTTAATATCCATTA
TCTTGACGTTCAAAATTATGTTTGTTCTTCAGATAATAAAGTTTAAAGATTTCTTCCG
CATTCATTCCAAGGCCAACAAACATATTTAATACGAAATGAAATATATCCACAAGCT
CAAATTTAATTTCGAGCTGGTCTTCGGGGGACATTTCATCAATGCGTTTTTCTTGCGC
TTCAATATAACGTGCTTTCCATTTTTTCCATACAGCAGAAGCTTCTTTTTCACCACGT
GACATTTCACCAAGAGAAGTCAGAAGTTCGCGGAATTCATCATCAATACAGTCTTTT
TGTTCACGCATCCAAGAAACAACATC

Table S1. Promoter sequences 

Promoter 
Class

Abbreviated 
Name

Associated 
Gene Sequence 5'-3'

E1 gp55 GAGAAGTATTATAATCAAAATCATCATCAATGTAAACTGATTTT
TTCAACTTTCTTACTTCACCGCGTAA

E2 motB TGGTGTTATAGTACCACAACTAACCGAGGAAGTAAACAACTTT
TTATCGTTTTGTTGGAAGAGATAGAGG

E3 ndd TAGTTGTATAGTACCACGGTCCTTGTGGTATGTAAACTGTTTTG
TGAAATTTTTTAAATGGAAAGATACC

E4 ipl  TGAGGTAATAGTATCACTACCTCATCAGTATGTAAACAACTTT
GTGAAATTATTTTAAATCATCTGCCCA

Early

E5 dna ligase TAAGATAATACTATCACAAAGGAACTATACTGTAAACAACTTTG
TGCAATCTTTGGAAAATAAAAAAGGA

M1 gp34i
AGCTTCGACCTGCGTAGCTACACGAAGTGTACCACGTTGTGTC
TCATTTGCTTCAAGAATATTAAGTGTATAATGGTCCCAGAGAGT
TC

M2 gp43
TAGGCTCTTGATATATTATACTCCAAATAAGGGGCCGAAGCCC
CTTGCTTAATTACCAATCGTATATTTAGGAACGAGCTTCCATTC
ATG

Middle

M3 rllA
TGCGGTGTCGGATTGAATTTTATCTCTAATATCTTTAAAGCGGG
TTTTAAATTCTTCGGCTTCTCCCATATCGAAAAAGCGTTGAATG
AT



M4 gp46 CTTTTAGACCATTCTATCATATCATCATAATCTAAAAAGTATTCA
TCAAATTCAGCCATGCAAACAACGCCTTGTGCTGTTTTTGATGT

M5 tRNAscl
AGTGCGGTATGAGTTAATAATAACAAATAATTCTTAAAGCATAT
TTACCATTTATGATGATACGTATTTACGATACATTCAAGACCCA
A

L1 soc CTTAAGAATTTAATTTACTTATTCAGAAAAGAAGATGTATAAAT
AATCATGTAATTTAAATAAAGGAGAA

L2 gp23 AGAAATCTAATAAAGATGAAAGCACTATTACTGAGAGTATAAA
TACTCCTGATACTGAAGCAGCCGGACT

L3 gp22 GCCTATATGGCTCTCGCAGAGGCCATGAAAAAAGCGTTATAAA
TATTATTATCTAAACAACAGGACTACA

L4 gp18 GCTGAGTATGTTCCAGTATCTCATGGTATGTCAATGGTATAAAT
ATATTAAAGCATATTAAAGAGGATTA

Late

L5 gp67 TTAAAGGTATAATCACAGAAGATGAGTGGAATGATGAAATAA
ATAATATTAAGATAGAATTTCATCGGGA


