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Figure S1. MALDI-TOF MS analysis of scutellarin standard with different matrices were tested 

on blank tissue sections in positive ionization mode. 1 μL of the matrix was pre-mixed with 1 μL 

scutellarin standard (0.05 mg/ml). The solutions were then pipetted onto the blank tissue section, 

and were dried under vacuum until analysis by MALDI-MS. All measurements were conducted in 

the positive ion mode. Scutellarin was detected as the molecular ion, sodium and potassium adduct 

ion, [M+H]+ at m/z 463.1, [M+Na]+ at m/z 485.1 and [M+K]+ ion at m/z 501.1. 
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Figure S2. MS/MS spectra of scutellarin and its metabolites (M0-M3) in both positive and 

negative ion mode.1-3 
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Figure S3. Proposed biotransformation pathways and structures of scutellarin and its metabolites.4 
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Figure S4. The MALDI mass spectra of scutellarin (m/z 463.1) and its metabolites (m/z 287.1, m/z 

477.1, m/z 301.0) with THAP, CHCA, FA, DHB and CA matrix in the positive ion mode. The 

matrix was deposited on scutellarin-treated kidney tissue sections.  
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Figure S5. The MALDI mass spectrum of scutellarin and its metabolites with GO as matrix in the 

positive ion mode.   
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Figure S6. Optical microscope image on the coverage of GO/CA on three different tissue sections.  
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Figure S7. Time profiles of scutellarin and its metabolites determined in kidney after ip injection 

by MALDI-MS. 
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Figure S8. Reproducibility imaging analysis of scutellarin and its metabolites by MALDI-MSI. 
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Table S1. Preparation of Matrix Solutions 
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Table S2. Before and after comparison analysis of adding matrix GO by MALDI-MS  
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