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Figure S1. Markov state models of PpSB1-LOV domain. A plot of the implied time 
scales for a series of 161 microstate Markov state model built at lag time from 1 to 20 
ns. The slowest time scales level out around 4 ns, which indicated the model was 
Markovian. The lag time was selected for the microstate model. The implied time scales 
suggested that there were 3 slowly processes. Thus, the higher resolution MSMs with 
five states would be constructed. 

Figure S2. Increase of the cross-angle of Jα and A’α helices in the S3 and S4, 
respectively. (A) Jα helix. (B) A’α helix.


