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Fig. S1: (a) UV-Vis spectra (b) emission spectra of complexes RuL1–RuL4 in DMSO-water 
(1:1) solvent system at room temperature λex = 380 nm.
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Fig. S2. Time dependent molar conductivity of compound RuL1 (black) and RuL4 (red) 
in 10% DMSO
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Fig. S3. PH dependent molar conductivity of compound RuL1 (Pink) and RuL4 (Green) 
in DMSO
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Fig. S4. GSH dependent molar conductivity of compound RuL1 (Orange)and RuL4 
(blue) in DMSO
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Fig. S5. Conductivity of compound RuL4 in DMSO w.r.t the increasing concentration 
of Ct-DNA
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Fig. S6: (a) Stability of RuL1 and (b) RuL4 in 10 % DMSO media
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Fig. S7: Stability of (a) RuL1 and (b) RuL4 in aqueous GSH media
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Fig. S8: DNA binding plots of (a) complex RuL1 and (b) complex RuL4
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Fig. S9: [DNA]/(εa-εf) vs. [DNA] linear plots of complex RuL1 at (a) λmax = 250 nm (b) 
λmax = 300 nm (c) λmax = 380 nm and complex RuL4 at (d) λmax = 300 nm
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Fig. S10: EtBr quenching plots of complex (a) RuL1 and (b) RuL4
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Fig. S11: Stern-Volmer plots of I0/Ivs. complexes (a) RuL1 and (b) RuL4
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Fig. S12: Viscosity plot of complexes RuL4 and EtBr with Ct-DNA
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Fig. S13: Interaction of complexes (a) RuL1 and (b) RuL4 with BSA
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Fig. S14: Stern-Volmer plot of I0/I vs. concentration of (a) complex RuL1 and (b) 
Complex RuL4
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Fig. S15: Scatchard plot of log([I0-I]/I) vs. log[Complex] for BSA in the presence of (a) 
Complex RuL1 and (b) Complex RuL4
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(e)

Fig. S16: Ligand L1 (a) Chemical structure (b) 1H NMR (c) 13C NMR (d) IR spectra, and 
(e) ESI-MS
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(d)

(e)

Fig. S17: Ligand L2 (a) Chemical structure (b) 1H NMR (c) 13C NMR (d) IR spectra, and 
(e) ESI-MS
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(d)

(e)

Fig. S18: Ligand L3 (a) Chemical structure (b) 1H NMR (c) 13C NMR (d) IR spectra, and 
(e) ESI-MS
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(e)

Fig. S19: Ligand L4 (a) Chemical structure (b) 1H NMR (c) 13C NMR (d) IR spectra, and 
(e) ESI-MS
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(f)

Fig. S20: Complex RuL1 (a) 1H NMR (b) 19F NMR (c) 31P NMR (d) 13C NMR (e) IR spectra, 
and (f) ESI-MS (Chromatogram, full spectra & Zoom scan)
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(f)

Fig. S21: Complex RuL2(a) 1H NMR (b) 19F NMR (c) 31P NMR (d) 13C NMR (e) IR spectra, 
and (f) ESI-MS (Chromatogram, full spectra & Zoom scan)
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(f)

Fig. S22: Complex RuL3(a) 1H NMR (b) 19F NMR (c) 31P NMR (d) 13C NMR (e) IR spectra, 
and (f) ESI-MS (Chromatogram, full spectra & Zoom scan)
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(f)

Fig. S23: Complex RuL4 (a) 1H NMR (b) 19F NMR (c) 31P NMR (d) 13C NMR (e) IR spectra, 
and (f) ESI-MS (Chromatogram, full spectra & Zoom scan)
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CHN analysis
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Fig. S24 CHN analysis: (a) PAP = RuL1 (b) PCP = RuL2 (c) PIP = RuL3 (d) PNP 
= RuL4


