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Figure S1. Fungal rarefication curve of observed ASVs and sequencing depth



Top 61 Fungi Heatmap

Figure S2. Most abundant 61 fungal species with categorical mold and moisture damage 



                                     

Anaerococcus vaginalis
Dorea longicatena
Blautia obeum
Bacteroides uniformis 
Lachnoanaerobaculum cf 
Prevotella corporis
Methylobacterium komagatae
Massilia albidiflava
Lactobacillus sanfranciscensis
Stenotrophomonas maltophilia
Collinsella aerofaciens
Intestinibacter bartlettii
Aureimonas phyllosphaerae
Porphyromonas pasteri
Acinetobacter lwoffii
Dialister propionicifaciens
Parasutterella excrementihominis
Sphingomonas parvus
Variovorax paradoxus
Corynebacterium genitalium
Dialister invisus
Corynebacterium argentoratense
Spirosoma rigui
Paracoccus yeei
Prevotella melaninogenica
Abiotrophia defectiva
Turicibacter sanguinis
Corynebacterium imitans
Ruminococcus bicirculans
Peptoniphilus lacrimalis
Quadrisphaera granulorum
Akkermansia muciniphila
Peptoniphilus massiliensis
Staphylococcus aureus
Prevotella timonensis
Massilia brevitalea
Fusobacterium periodonticum
Corynebacterium matruchotii
Capnocytophaga sputigena
Ruminococcus bromii
Anaerostipes hadrus
Bacteroides vulgatus
Lactobacillus iners
Faecalibacterium prausnitzii
Anaerococcus provenciensis
Varibaculum cambriense
Bacteroides caccae
Kineosporia rhamnosa
Megamonas funiformis
Atopobium vaginae
Parabacteroides merdae
Roseburia intestinalis
Gardnerella vaginalis
Lautropia mirabilis
Actinomyces graevenitzii
Prevotella nanceiensis
Fusicatenibacter saccharivorans
Coprococcus eutactus
Belnapia soli
Corynebacterium massiliense
Porphyromonas cangingivalis
Sphingomonas daechungensis
Rhodocytophaga aerolata
Sphingomonas yunnanensis
Noviherbaspirillum suwonense
Prevotella copri
Nitrospira japonica
Buchnera aphidicola
Dolosigranulum pigrum
Roseburia inulinivorans
Corynebacterium jeikeium
Peptoniphilus duerdenii
Blautia faecis
Ezakiella peruensis
Coprococcus comes
Corynebacterium durum
Corynebacterium appendicis
Rothia mucilaginosa
Nakamurella flavida
Finegoldia magna
Rothia dentocariosa
Lawsonella clevelandensis
Alkanindiges illinoisensis
Knoellia flava
Deinococcus aquatilis
Microcoleus vaginatus
Capnocytophaga leadbetteri
Enhydrobacter aerosaccus
Prevotella buccalis
Alistipes putredinis
Campylobacter concisus
Cardiobacterium hominis
Methylobacterium adhaesivum
Anaerococcus senegalensis
Nocardioides plantarum
Skermanella aerolata
Tyzzerella_4 nexilis
Desemzia incerta
Actinomyces odontolyticus
Granulicatella elegans
Micrococcus lylae
Lactobacillus delbrueckii
Microvirga zambiensis 

Figure S3. Most abundant 103 bacterial species with categorical mold and moisture damage 
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Figure S4.  Non-metric multi-dimensional scaling of bacterial species within the mold and 
moisture high, low and no categories

         

Figure S5.  Non-metric multi-dimensional scaling of fungal species within the mold and moisture 
high, low and no categories
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