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Figure S1. Fungal rarefication curve of observed ASVs and sequencing depth
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Top 61 Fungi Heatmap
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Figure S2. Most abundant 61 fungal species with categorical mold and moisture damage
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Figure S3. Most abundant 103 bacterial species with categorical mold and moisture damage



Bacteria

Mold o o o e T m - Moisture

Damage
Category E:t:;ify
: o e : -
Th f ;o
Figure S4. Non-metric multi-dimensional scaling of bacterial species within the mold and
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Figure S5. Non-metric multi-dimensional scaling of fungal species within the mold and moisture
high, low and no categories



Table 51. Cross-detection of Silva and UNITE 45Y determination compared to NCBI database

Fungus Fungus Fungus Bacteria
Species LSV Potential cross-detection Species LSV Potential cross-detection Species LSV Paotential cross-detection Species ASY Paotential cross-detection
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Table 52. Differential abundance (DESeq) fungal taxa log 2 fold change difference between mold damage and moisture damage categories (all adjusted p-values <0.05)

Moisture Damage
(Log 2 Fold Change)

Mold Damage
(Log 2 Fold Change)

Kingdom Phylum Class Order Family Genus Species No/High Low/High No/Low No/High Low/High No/Low Notes
Fungus  Ascomycota Dothideomycetes Capnodiales Capnodiales Arthrocarena renebrio 252 Saprotroph - Rocks (Current 4rthrocarena renebrosa))
Ascomycota Dothideomycetes Capnodiales Cladosporiaceae Toxicocladosporium irritans 6.11 -3.83 227 S5 -5.54 Saprotroph - Moldy paint
Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae  Myvcosphaerelia rassiana 2.06 Plant pathogen
Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Phaeosphaeria podocarpi 242 Plant pathogen - Conifers
Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Septoriella phragmitis -2.25 Plant pathogen
Ascomycota Dothideomycetes Pleosporales Pleosporaceae Curvularia americana -2.24 Plant Pathogen
Ascomycota Dothideomycetes Pleosporales Pleosporaceae Curvularia lunata -2.57 Plant Pathogen
Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Coniosporium apollinis 275 Saprotroph - Marble
Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala xenobiotica 2.64 -2.06 Animal pathogen
Ascomycota Leotiomycetes Helotiales Helotiales Myvcoarthris corallina 2.14 3.06 281 Litter Saprotroph
Ascomycota Saccharomycetes Saccharomycetales Saccharomycetales Candida parapsilosis 431 -2.17 2.14 -2.60 -2.82 |Yeast, Human pathogen
Ascomycota Saccharomycetes Saccharomycetales Saccharomycetales Candida ropicalis -3.69 2.65 Yeast, Human pathogen
Ascomycota Saccharomycetes Saccharomycetales Saccharomycetales Diutina catenulata 2.56 Yeast, Human pathogen
Ascomycota Sordariomycetes Hypocreales Hypocreales Acremonium fusidioides 27 3.08 2.03 |Human pathogen
Ascomycota Sordariomycetes Hypocreales Nectriaceae Gibberella baccara 237 Plant pathogen
Ascomycota Sordariomycetes Glomerellales Plectosphaerellaceae  Plectosphaerelia oratosquillal  2.98 2.69 Animal pathogen
Basidiomycota Microbotryomycetes Microbotryomycetes  Microbotryomycetes  Curvibasidium cvgneicolium 227 2.84 2.07 248 |Yeastor yeast-like, Saprotroph
Basidiomycota Microbotryomycetes  Sporidiobolales Sporidiobolaceae Rhodotorula mucilaginosa 255 247 Hydrophile; Yeast, Animal pathogen
Basidiomycota Microbotryomycetes  Sporidiobolales Sporidiobolaceae Rhodororula raiwanensis -2.85 -2.74 -2.70 |Yeast, Plant pathogen
Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Filobasidium oeirense -2.04 -2.29 Yeast, Saprotroph
Basidiomycota Tremellomycetes Tremellales Bulleribasidiaceae Hannaella phetchabunensis -2.56 -2.01 Yeast, Plant pathogen
Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Naganishia albida 221 Yeast, Symbiotroph (former, Cryptoceccus albidus )
Basidiomycota Tremellomycetes Tremellales Rhynchogastremataceae Papiliofrema aurea 243 |Yeast, Animal pathogen (former, Cryprococcus aureus )
Basidiomycota Tremellomycetes Tremellales Bulleribasidiaceae Vishniacozyma carnescens -2.42 2.86 Yeast, Plant pathogen
Red is negative and green is positive log 2 fold change
Mold damage categorical (high 20.19m’; 0>low>0.19m’; no=0m?); Moisture damage categorical (high >0.29m” 0>1ow>0.29m’; no=0m®)
Table 83. Differential abundance (DESeq) bacterial taxa log 2 fold change between mold damage and moisture damage categories (all adjusted p-values <0.05)
Moisture Damage Mold Damage
(Log 2 Fold Change) (Log 2 Fold Change)
Kingdom Phylum Class Order Family Genus Species No/High Low/High No/Low No/High Low/High No/Low Gram Stain
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces graevenitzii 2.10 Positive
Actinobacteria Actinobacteria Corynebacteriales Corynebacteriaceae Corynebacteritm matruchotii -2.90 279 Positive
Actinobacteria Actinobacteria Corynebacteriales Corynebacteriaceae Corynebacterium 1 jeikeium 230 Positive
Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Gardnerella vaginalis 2.07 -2.65 Positive
Actinobacteria Actinobacteria Frankiales Nakamurellaceae Nakamurella flavida -2.07 Positive
Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus delbrueckii 2.07 Positive
Firmicutes Bacilli Bacillales Staphylococcaceae Staphylococcus aureus -2.10 -2.96 Positive
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus 2 eutactus 2.53 -2.07 4.96 2.89 Positive
Firmicutes Clostridia Clostridiales Ruminococcaceae Faecalibacterium prausnitzii 292 Positive
Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister invisus -2.17 2.05 Negative
Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella timonensis 2.67 Negative
Proteobacteria Betaproteobacteria ~ Burkholderiales Comamonadaceae Variovoerax paradoxus 2.13 235 Negative
Proteobacteria Gammaproteobacteria Psendomonadales Moraxellaceae Alkanindiges illinoisensis 2.03 236 Negative
Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae  dkkermansia muciniphila -2.30 248 Nepgative

Red is negative and green is positive log 2 fold change
Mold damage categorical (high >0.19m’; 0>low=0.19m"; no=0m"); Moisture damage categorical (high >0 29m™ 0>low=>0.29m"; no=0m")



