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Supplemental Figure 1
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upplemental Figure 1. Rarefaction curves (A) and Shannon-Wiener curves (B).



Supplemental Figure 2

A Genus Re ReéN Adj.P-value
Lactococcus _ > 0.05
Bacillus > 0.05
Carnobacterium 4.36 4.61 > (.05
Streptococcus 2.24 2.21 > 0.05
Romboutsia 0.77 147 > 0.05
Exiguobacterium | 1.19 1.37 > 0.05
Enterococcus | 1.18 1.21 > 0.05
Sphingomonas > 0.05
Caulobacteraceae > 0.05
Bradyrhizobium >0.05
Percent: [l T
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B Genus ReN R6N—RON RON—R6N Adj.P-value
Lactococcus 352 | 3157  <o0.01
Bacillus - 3.81 3069  <0.01
Carnobacterium 4.61 3.53 < 0.01
Streptococcus 229 1.78 < 0.01
Romboutsia 1.47 4.00 4.14 =0.65
Exiguobacterium 1.37 < 0.01
Enterococcus . 1,21 1.21 <0.01
Sphingomonas 5.32 < 0.01
Caulobacteraceae 8.89 < 0.01
Bradyrhizobium 3.93 _ < 0.01
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Supplemental Figure 2. Relative abundance of gut microbiota composition at the genus level

of Rg and RgN groups (A) and RgN, RyYN—RN, RyN—R¢N groups (B).



