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Fig.S1 Base peak intensity chromatograms (BPI) obtained by UPLC-Q-TOF/MS analysis in
positive mode.

Scores Comp[1] vs. Comp|2] vs. Comp|3]. colored by Condition

t[3]
800 0 -800/ ,-1500 1500 B EsL
500 MODEL
QC
Il sHAM
0
-800
500 t121
0
800

Fig.S2 PCA 3D score plots of Sham-operated group, model group, ESL-treated group and QC

group data in positive ion mode.
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Fig .S3 OPLS-DA score plots and S-plots of serum lipidomics profiling between Sham-operated

and modelgroup/ ESL-treated and modelgroup in positive ion mode.




