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A total of 867 genes in Talaromyces Stollii CLY-6 were classified as 

carbohydrate-active enzymes (CAZy), and the detailed amino acid sequences 

were shown as follows: 

>2899_t gene=2899_g
MMVKSFLLAALSALSALVQGHPSQERSLSERQSTDRLVFAHFMIGITSDRTSSADYDAD
MQRAKSYGIDAFALNIGVDPYTDQQLGYAYASAANNGMKVFISFDFNWWHTSQATAIG
QKIAQYASLPAQLMVDNKVFVSSFAGDGVDVAALRSAAGSELFFAPNFHPSYGTDLSNV
DGLLNWMAWPNNGNNKAPDATGNVTVEQGDQQYISALAGKAYIAPASPWFSTHFGPE
VSYSKNWVFPSDLLWYNRWEELLTLGPRFIEIVTWNDYGESHYVGPLESPHTDDGASK
WVNDMPHDGWLDFAKPFIAAFKAGATAVDSYITSDELIYWYRPTPKDVDCDATDTCM
DPNASNSSGNYFIGRPNGYQTMEDSVFVVSLFTAAAEITVTSGSNTQTFQASAGASAFQV
PMGVGTQTFSVTRNGATVFQGTSLKQIINGCVCGLYNFNAYVGSLPAGFSDPLGPAGLA
SLVQGLHVSTCAATPSLGTAPPVTTTSVPVTTTSSSSTTTTTSSTTTRSTTTTSPTTTSTSTT
KTTSTTTSSTSTSTSGTVCIAGTGPGNYVGLCSFCCNYGYCPPGPCTCTAYGAPVPTPPVT
GTVGVPLSNEDNSYLGLCSFACNHGYCPSTACMVA
>2921_t gene=2921_g
MHVTSLYVLLAISWLARLAQSAGRNRTSGTTSDVWDRGTFANPSSNARPKVRYWAPDA
YIDEDRAKFDIEELASAGFGGFELISYQLYGDPTPGIYGQEVVDWGQYGFGSAAWKNMI
GVFASAAAENGLNMDFALGPNQGAGVPVQDQTAPGLSTGLEYGYFNISGGQQYSGPLP
DPDLSYSGRSPSYWVFPDTSASPATLVAAVAGHITRYSNNEIFLNQSTMIDLTAMVKDG
NVNFTVPGVFYDQWTLFSFWQRRTGQYESRQGLTNSYPLTSNGSFIVDHFSAAGAQLSA
QFMDQNAITAGDFETASMYAWEDSAELVAPLLWTDNFTQSFLSRRGYSPTTALPLFFTS
YPARTFYYDQPDQGQKYVNDYYQTLTECYLEYLQTFKLWAHSRGFQYSNQPYGFPIDF
VAASSIADAPECESLEFNDNVDAYRQFAGGVNMAQARIMSSETGAHYGQSYSLTWPTL
LLDVRSNHAGGVNLQVFHGSPYSGNYPNTTWPGYTAFIWEGYSGSHNVRQPSWPMYPS
IIDQIARTNFVLQNGVPQIDLAIYRYSFSTGLGSLWSDQGLYDAGYTWNYISPANLELPTG
TLTDGVLAAQGPSYKAILVDNESSMPPAAARHISSYANAGFPVIFIGTTPSSTPGNNITGD
AYVNATIASILSNTNVKTVPSQSDVVSALEELNVLPFVNTTFLTVHRWNATELTHYVYF
YNQGAASTQIVTLQTGEGVPFLLDSLTGRIERIAAYTQTSLTTSVEVSLTQNEIALIAIGPP
DNFNGIGSRLQTHAIPNPSLQANVTYGANSLVVKSFTGGEMTINLSNSSTVNVAISNPPER
QTLNIWNITIHGWEPTANIYDATNHTETIYQYDNFSGAAIGNWASIDPQLRNVSGIGYYR
TTFEWDGSATDGAILATGPIFHTQAATLNGRALDPFELFDPWIDITENLEIGTNELEIQIAT
TLQNRLLGLNYNIETSAAYANPPYPSRSGDYQTYGLGGPVVILPYAKAEIQVF
>2922_t gene=2922_g
MRGDQVLAAPVPAACCVRGPATTATTTSLDPTQTGITTNCDEYYNVVTGDSCAAIENKY
GITFAQLYEWNPAIGSNCQTLVVGYAVCVGVSS
>2938_t gene=2938_g
MKLSYSLLLPILALGNTVTASVIAKRELCGQYDTQSVGPYTFYTNLWGESSATSGWQCS
GIDYHSGNEVSWHTVWDWAGGSSSVKSYSNIDYGFDWKQFSSISKIPTTWKWKYTGSN
VVADVSYDIFTSPYPGGPDSYEIMIWLGALGGAGPISSTGSPVATVNIAGAKWKLYKGPN
TSWMVFSFVAETEQTNFNADLMDFFHYLIQHEGFPASQYVQHIASGTEPFDGTNAQLTT



TEYVISVN
>2939_t gene=2939_g
MYWKAILVGLAGLSTSVRADLAFGSCPSGYTITTYVQTIVTPISQIASSAKAVVPATSTSV
LPAPYSASTGIATPSATTLGSGETSSSVTSAQSSTYTSDSPVSQTLQDVQVPSIAPTASVISS
STLVPPVSNSPAPSVSSTSSSSQGSPSPSSSPSAESPLGGIMHGQATSYDGGDVDGTCMFST
AGYTLPAGVYGAALSVDNWDTSAYCGACVSVTGQDGKSVKLMIVNQCPGDCGLNHLD
LLPNGFTQLADLKVGRIDVDWEFVECDISSPLYLSTQSGSSKYWFSMQVVNSNVPVKSL
EVSTDGGNTWQATTRSEYNFFQNPSGFGVDYVDVRITSATGGTIIVKNANSVGETRTDA
TSNFS
>2972_t gene=2972_g
MTRLRIACAGLGRMGKRHALHFAEQTPRAHLVAVSSPDETELEWAHERLGPLGVTVYK
NYDDMLKHEGLQAVVIASATTVHAEQAIKAMDADLHVLCEKPLSTSVEISQSVLDAAN
RKPYLKVLCGFSRRFDASYRDAHTKMLAGTIGRPSVIRSQTCDKLDPSGFFVTYAQFSGG
IFVDCSIHDIDLALWFYTEDGKSEPMVKSVSAVGITAVEPDLRKYDDRDNAVGLVEFND
GRIAYFYASRMMAAGQEDSTEIIGTKGKLTVNTQPQINLVNIYEADGVRRELPQHYFDRF
RDAFVTEAREFTDCCLDDKPVPLKLEGAVQAVRIGYALQEALISGKKISFDEEGQRFERA
AL
>3068_t gene=3068_g
MSFTFKEKGNNLFKDGDYAGAEEMYSQAIQMNPKEPSFFTNRAVTRLRLEKWAGAEQD
ARIAIDLHGGSKAAASLKSSLYLAQALLELQRPQEAYDVAIDAYRASLSAMNAQTENLS
KIVLRAKQQIWAAKETARLREMDGTLASVESLIEADLERELKELKKQLDSGEIGEIGYNE
DQKALRDEAEKKIQHVRDAFKAASGGQIAERVVPDYLIDNITFEVMHDPVLTISGHSYD
RLGITKYLEQAHVDPVTRAPMTVKDLRPNYSLKAACEEFLDKNGWAVDY
>3074_t gene=3074_g
MSSQAETGLTLAGRYLVPFFLLSFLLWRKLVNDNVQKPYLDEVFHVGQAQTYWRHDW
FNWDPKITTPPGLYLWSYLDCTGRSLLKGSSEEVNVVDLRSTNSIAAAFILPWRLQTLLD
VLRKEQNTRAAGAWLSHTVLNICLFPPLFFFSGLYYTDILALIVVIQAYIWDTERSDANG
QKKTAVEALRGHVSFKTLAFISIGCIALVFRQTNIFWVSVFMGGLQAVRTIRQNTKSCGY
TGPLEIMLKSFQAELYDPLVEEASFADYFKTGLSLGCAALSELPLVVASIIPHLIVLGAFG
AFVLWNGSVVLGHKEFHTAGIHLPQMLYIWPYFVFFSFPLISIGVLNAVVPRRFIPKYLDY
NLSNAHRLPSILTALAVIPLMLAAVHFNTVVHPFTLADNRHYVFYIFRLLTRVHPAVKYA
VVPVYFLCAWAVLTAFGIFSPAAPKPPPIQIATPQEAFPSSSKIQNPSKKQEKEAKKQQKK
QTTKSNANKQSPSAAAAKSKQDQQTQVLTPEILAKIQAHVAIRQQQRENQQVRVSFVLI
WLIATALSLITAPLVEPRYFIIPWVIWRIHLPRQPTPEIFKRERQSTFRAQVFTALPEIMETI
WFLIINAVTGYVFLYKGFEWPQEPGKVQRFLW
>3105_t gene=3105_g
MMWATAGLLLTLCASTTRAWPYDSDLTHYNLNENQTANTPADYWGTWPNHEYFPSPD
NWRVPIYSLFLDRFVNGDPTNDNINGTYYEHDLDSTQMRHGGDVVGLVDTLDYLQGM
GIKAIYLAGTALMNQPWGFDGYSALDTTLLDQHYGDIATWRSAITEIHNRGMYVIFDNT
LATMGDLIGFEGYLNTTTPFKYEEHKVEYKSPRQYVDFHFGNDYNTTCDYPRFYNETGY
PVDSYVYDDLKGCYNSDFDQYGDVEAFGVFPDYQRELAKFASVQDRLREWNPSVRERL
IRHACIIIASLDVDGFRYDKATQATVDALGDMSDGWRQCARAHGKENFFLSGEITGGNN
FGSIYLGRGRQPDMWPDNVQDAILMTNESSDKYFIRQDGQQAIDGAAFHYTVYRTLTRF
LGLDGNLAAGYDLPPDWVTMWNLMLLSNDMVNANTGKFDPRHLYGTTNQDVFRWPA



IQNGTEKMLLGMFITTLHMPGAPLVLWGEEQGFYILDATADNYVYGRQSMSPATAWWS
HGCYRVNVTQYYQFPLESALNGCEDISVTYDHRDPAHPLRNILKHMFQMRQRFPVLND
GYLLQSLSKQTHNVYLPGSNGTPTETGMWSVLRGRFEGIQDLTNNQSVWLLYQNDNTTI
NYKFDCSSQNTNLSLIAPFDANTTVKNLFYPYDEQTLKSSPVKLGLEGSTNYNGCLDNLT
MVPWDFRAYVPKSKWVGPYPMITEFQPGHDARILSSVRPDQAESVPIQIYFSEQMDCNS
VTNSILLNSTTETKQTATLNSSSVSCQNINDGTTNFIGEIASAWVWKATLDNVYNGIHRIT
IANASSVDGTATNAIDHFLLRVGQHDNPMIFNSANYSTSLLHKDDNGTLYVQHHAAGA
DMWRYSTNWGSSFSSWLPYTGGNDTITELPWSGTSLQGWTGSHVRVEYFNKLSGSSDY
VQEGDSDWESSFPRRFPHLFWNGPYNQYGFDAGLKNEMIQDSNDGLWKVKFLTEWPA
QGQVSIWGINPDGQPDQGFVFGDADGDSVLDRLPPSSLSAVTINITHPPPSSYLGWEIRIH
DGTQRFELLPVGSANIQIVLFCLFMIVPILSASFGIWLFMKSFYRVKFNQVGVTEKTHILPL
ALRRRLKRARLDGIEVRNPFLRLANRSGFLQTTSAFAGATSGERRRMVMIATMEYDIED
WAIKIKIGGLGVMAQLMGKNLSHQDLIWVVPCVGDVEYPEDQPAEPMFVTVLGNSYEV
KVQYHVLRNITYVLLDAPVFRQQTKTEPYPARMDDLDSAIYYSAWNQCIAEAMKRFPID
LYHINDYHGSLAPLYLLPHTIPACLSLHNAEFQGLWPMRTQNERDEVCSVFNLDVNIATR
YVQFGEVFNLLHAGASYLRVHQQGFGAVGVSKKYGKRSYARYPIFWGLKKVGNLPNP
DPSDTADWDKSVPNESDFTVDQDFEAGRVELKRQAQEWAGLDQNPEADLLVFVGRWS
MQKGIDLIADIMPSVLEARPNVQLICIGPVIDLYGKFAALKLDRMMKLYPGRVFSRPQFT
ALPPFIFSGAEFALIPSRDEPFGLVAVEFGRKGALGIGARVGGLGQMPGWWYTVESTTTS
HLLHQFKLAIDGALNSKVKVRAEMRARSAKQRFPVAQWIEDLEILQSTSIRIHTRETIKSN
GQISTPTGYYTPNEAISTPLYLPISGHHLGTHTPPPIESGNMGYSSLRQSSLGPQQRNTIVY
SRDPSPDGDERRASNLFRQLSLGVRAGPGHTAVIERRNRLRRKIHVAASEDITDSEREGD
ETEDENLHSYFTEDEFTMTPEHADMSRRMVDEHGPPSPVHLLNANQVNGHYYPYIPGSP
GFSEGDDSLAPPTRPFATAPNRLSNSSVLSFDSVVGDKKNFKLQKVDPFFTDATGEFYRIF
EKKLEDLNGSNSDGQLCIEEFLVKSEKKWYDRFRAARLGRDWSPVPSIKGKGILTSPTNS
ISNGDSNSDIHKGGDEFFLGEDYEPPTGLKKWMQLRIGDWPLYSLFLGLGQIIAANSYQV
TLLTGQIGQTPEKLYAIATTYLITSIAWWCVFRSFKSVVALSTPWFFYGLAFLLIGIAHFEH
NSVNREWIQNFASGVYATASASGSIFFSLNFGDESAAPVKDWVFRACLIQGTQQLYVVA
LWYWGSSLSKQTQAGLTNVQPIINSWKITAITVPIAVMLWAIGILLAFGLPDYYRQTPGK
VASFYKSIFRRKIIMWFFVTVLIQNFFLSAPYGRNWSFLWSSQHASTWQIVLLVALFFVFV
WGILLGIMFFLSKSHSWILPVFAIGLGAPRWAQIWWGTSNLGQYIPWAGSFVSGALVSRS
LWLWLGVLDSLQGVGFGMILLQTLTRLHICFVLLGAQVLGSIATIVARAAAPNKIGPGDI
SPDIGTEVSSLWTAWFWVGLSFQLLICAGFFMFFRKEQLHKP
>3115_t gene=3115_g
MPRHWSETVDWIWASKWDESRDVARIVQFRRSFALESVPSECLIHVSADTRYRFYVNGR
SVCFGPAKSHLGEWNYETVDIAPFCNVGSNTIAMRVLRYSAHFPGNMSLTRAIIPGVIVH
SDVVPEVGTNSSWRWKIDEAVRIGSTSAWDPNLGPVLLSINEDVDGSKQDLDWVQPNF
DDGTWLPAVKATMKAPMLPILDQRRLAKRSIPLLPETQARFLKTVKCDADTPSFQDWN
QLIRHDQPLKIEAGRKVTAVFAAEMYTTGFICLQMRQGAGAKIRIRCAECFEQPSATPNP
FARIKTDRTDVAGVLMGKDDYYTCRRETPSDVVVTYEPFWFRTFRYVELEIETQPSSPLE
LLQLTFRETHYPLEKTTQITKFPSVEESNLWDISINTLRNCMHETYEDCPFYEQNQFGMD
SRLQILFTYQLSNDDRLARKCMQEFHSSRRSDGLVETHFPSPLPGVNIPYFSLYWIFMVY
DHMMYFGDETLVRRYLGTIDGILDHFHQRIDDSNKLVGRMAWDAWLFVDWTQQWSD
PGPDHDFRNLAVPPAYARTGFMTYSSLIYSLTLQRAAHLCDFVGRRDTATEYRQRAIQL



NAAVMKHCFRGDFLIDGPDSPPEERSQHTQVFAVLCGALKGETARTVLRHALTNSSFVR
CSYAMSFYVFEAVRKAGLYEELRSTLLEPWRDMVRQNLSTWAESAAMPRSDCHAWSS
VPIHDFVTNVAGLAPAAPGFKSIRLEPRRELWKEMSGTFAVGKGSIAMSWSPGEPVELVP
SFDTDVEVFDRSGSTLYNVKSGTTLRFDI
>3128_t gene=3128_g
MRLTSTLLTGFLATLWVAAPTAAFFRMPCPGRLVDERADPIVSPGAISGHVHSIAGGNGF
GFNMTYEDARASSCSSCPIKADLSNYWVPHLYYRAQNGTFVEVPVSGDGAGNLGGITV
YYLQRPGANNDPLKAFPEGFRMLAGDPFRRNYTGDFAAQGVSYACLDYNGPAKPETNG
FPDYNCPDGLRAQVFFPSCWDGVNLDSADHKSHMSYPISGAYNDGVCPETHPVHLVSIF
YEIIFQTNLFADQWWDTTQPFVWAMGDPTGYGFHGDFVNGWDVDTLQYAVDNCLNDS
GLISDCLAADGSEHFDLFTNEESQFCTLPAFVDETIGPVVEALPGCNPVTYGPEEATPSKC
NSDKTVISDAVLANYYTDVTQSLGWEYTGCAFDSISTRTLDGSNESKDDMTVETCINFCS
AAGYSYAGLEYSTQCYCGNSIAAANAPIAGVVGGCLFPCGGNSTQMCGGSAALSVYHK
CAGSSSCANANIGVIEGAASVAASAAAGSSATATATSAASAVSSGSSTGATATAVATTV
AATSATATAVANVVSSKTTSVGATSVPVAPATVVVTGGEEVVQVTSTITKGVTHWKTV
TVTVPGPTVTVTVTVTV
>3135_t gene=3135_g
MSSQLLIEIPSVEQHSTGFGIGTATPRLSWRFLTTADSGLYDWKQNAYEVHIVRSESQDEI
YHVTSNESVLVPWPSTPLQSRESAQIRVRAYGCNAANDKAEPTAWSPWRTIECGLLDRS
DWIARPIASSSEPQPDGPLRPLRFRREFRISATTAVKKARLYITSLGIYRAFVNGHLVGDQ
CLAPGWTSYRHRLNYQVFDVASLLNAEGSNILAVEVAEGWYATRLGFRGGRRQLYGD
RLAALAQLEIHVGHGGDKFTLCTDSTWTCTPSAIVRSELYDGEIYDAREEDASWNWRSL
EPFVDASGWNPVQEIDFPTATLVASDAPPVRITEEITPISVQKTPSGATILDFGQNLVGRLR
VSSLKQPSGSRVSFIHAEVLENGELGIRPLRHAKCTDEIILNGTEIVDWSPQYTFHGFRYV
QVNGWDEERDGSLLVNITALVMHTDMTRSGWFSCSHPMINKLHDNAWWSMRGNFLSI
PTDCPQRDERLGWTGDIQVFCPSANFLYNTAGMLGGWLQDVAAEQLKEKDGCVPPFVV
PNVISEELWPHTPQAVWDDVVILTPWALYLSYGDRDILSRQHESMLAWIDRGIRRGSDG
LWDPDLWQLGDWLDPAAPPVEPGDARTSGTLVADAYLVHVTYVMSEISKILDQEQDAI
RFKADYDRLKAKFQAKYIAASGLLVGDTQTALSLAIMYDLHSTSEQAKAAASRLVQLV
RQAKFRVATGFAGTPIITHALTKSGYPQIAYRMLQEKNRPSWMYPITMGATTVWERWD
SMLPDGSINPGEMTSFNHYALGSVINWLHSTVAGVSPLSAGWKQIKVAPIPGGTIDSAEA
KYDTPYGRLECRWSIENEADIFNMALLIPPNTSALVMLPNTEKMMKHTVSQEDEGQWV
GSGHHSFSIPFKWGDYSSEWPPKPLIPIMRRPEPDNIA
>3147_t gene=3147_g
MGRHEEIVKEISRVVSQFHKLNQPYRIFHGSTNSTRPRPGSTQNFVDISKLNNVLRVDRST
KTAAVEPNVPMDRLVEATLKHGLVPPVVMEFPGITAGGGYAGTSGESSSFRHGFFDRTI
NSVEMVLANGEVVKTSRDEKKDLFRGAAGAVGSLGITTLIELNLVEAKKFVKVTYERKP
TIKAAIEALEKDSANPDTAPFEYIDGIQFSPDHGVVIKGELTDELPANVKPQTFSNPWDPW
FYLHVQEITKQQELVTEYVPLAEYLFRYDRGGFWVGASAFKYFRFVPFNKFTRWFLDDF
LHTRMLYKALHASGESNRYIVQDLALPYETAEEFVDYTTKTFDIWPLWYCPLKQSPTPT
MHPHNTETKHAGRLLNIGLWGFGPAESTEFVAKNRDLEHKLNDLGGMKWLYAHTYYP
EDEFWKRFDRKWYEGLREKYAATGLPSVWHKVRVATASSKSSKGLVSYWPIGGFWGI
WKAIASKEYLKHRNATWRTRK
>3188_t gene=3188_g



MESKKKNSSNAGSVLLISILILRRKKVVKKQPAAPPKPHSLANIPPEQLPQYIQELLATVP
HCIILQSDVDAFQRAVDGSWAQQNREIIPECVLRPRDTHELSKIVSILKKEHDRRSLAGSQ
VESFFSVRNGGVNPGLGASTVQGGAVVDLDLFNEITPAPDGSTVTLGTGSKWINVYKFL
DEKGLIVMGGRNAPVGVGGLTLQGNILRVQFQSYMWADFDKSTKLTIRNEGRISFYSPK
YGFVCSNCVSHEVLLADGKVVTASASENSDLWKVMKGGGNNFGIMTRFTLRCFPSAPL
WTSGIVTLAAFQYAKSLKAFNDYLAHTSSGKPGAFDEDAASPILSFIFIQKLGFQITSLSIL
YTKVPEDKKWPAHWDATGFKSLRSIRKDRVETNTSVVERFGGFASAGTRHVQGTTTIRN
DLETMKNAYAIFCETATDLRRVKGLIFPFVFQAILPGWMNKGDPNILGLENCTEPLIIINY
SASWINAEDDDFVRSTIRRSLERIEAATEARKTGHRYRFINYCMEWQRRYEGCGEENLK
LMREASHRYDPTGLFQSGRAGGFKLDIQ
>3229_t gene=3229_g
MSQHRQLSTPRRQSRRILSSFDLELKIYDFGSNSSVQTVITIYGANNTPYIYMGTISGNPQR
RDTQLMMPGSTDTPSYIVLEWEMNNPGVWPMHCHMSTHVSGGLIINILEQPSYIKQMNI
PKTISQTCKDWAYFAGHDYVDQIDLGV
>3249_t gene=3249_g
MAPPHLQAESDVNVSSLPSSVDPRILQSMDPEFVSFYEEVLAKLKPTHEVPIEEVRANPSQ
YAAVWAYDSKDEPRIRDYEIESKDGALVPIRCYYPDPATFGPGLYSVHINFHGGGFIFGS
LQADSKFCLTLRDRLSLVIVDVNYRHCPETIMGKNVEDAWAALSWVRDESVKLNVNKS
SISLGGISAGGYLSCILQHLARDNNIPLKLIIPAVAPVTDCCSYKKLEDSPYESFRQYSRAP
LLNWARISYFQQYVFPDDRVDYIRSLWPEWWLSPIKAPNFANLCDTFLITAEIDPVRDEG
EDYGKKLVAAELANVNMDLRYLGVPHPFMHMTDYLQKARDYDEDIISALRVAHGL
>3251_t gene=3251_g
MRTSTQPFLTALALTGVALSQDVSGTTKFQSSNKRGLIYVTSDHPSDDQIWVEGNSDLT
WYYDYTDTPAAAYSNRSQEEFEFVPMLWGSANSSGFASEVKSQITSGRKITHILTFNEPD
GTTSTGGSAISPADAASIWIQDVEPLRNESIKIGAPAVTGSQSGLTWLSEFFSNCTSLKTNC
TVDFIPLHWYGDFQGLASYLGQVVATYPNTSIWITEYALANADLKDTQAFFQTSAEYFD
RLDYIERYSYFGSFRSSVSNVGPNAAMLTQDGQLTDIGSWYLGGAATGNVPSSSSSSSPT
DSGSTGVGYKPDSYNAVLRALAFSLAGLAFV
>3252_t gene=3252_g
MEKSTVVVTTEKYHSRSEENSTHEYPIDNPFSTPHDQRSIISSGQQYSIFTGMALSTQLSLL
ARKKQNHPILSILVCYLRVDALFSSLESKPLRQRKFKSARLIGEYDKPWTVKRDPRMLW
DKIFFVGLTIVGLGIGAYIIYSGWASVENPPYCLVFEDDFLNGINENDWNYEIQLGGYGV
GSFDWTTNDPTNAYTDENGLHIVPTITTNVTDITNAQLYNGYTLNLTQQGVCTADDSGD
CVRVSNITTNSIINPVRSARLTTKGKHNITYGKIEVRAKLPRGDWLWPAIWMMPEADVY
GGWPLSGEIDIMESKGNDGRTYNGGRNVVGGTLHWAPNAALDAFYRTNGVKYMTRGD
YSDDYHTFGMEWSEDYIYTWVDTRLAQSMYIPFGQKYGTMYERGNFASMSVNGSIPLD
PWSGTKRYNTPFDQAFYLIMNVAVGSTNSYFEDGYGSKPWIDGSGDAMSQFYNASSAW
ESTWGEGDTRGMSVKSVKIFQRGNCPSS
>3254_t gene=3254_g
MATTFDEKIPYEKNGLQLYGLFKRGDQARALPLVVLLHGSGATVAYFDNSAVSVVKSF
HSAGYDVLNISRPGYAGNAIPTSEKPMSDSIPVFIDFIEKVYNEKSSAKKANSGIVLFGHSL
GGAYALSIAAEAQDRLPLLGVSALGCAPLQNSKSLLPNPDPEPSNPRFFVETNPQNIRRF
MGEVEWLNIEALDPELVVQVFEPGIKSELREFMTDDFYDYLVNKVYPAIKIPVQYLCAEL
EVAWDNEKEGRPIFDNLVSKFTNASEIDSEILLRGGHNYEFSLNHGLLWDKRRTFIEKLT



NKYASSSTNGIGKDDIITEGVFTSVPVLDYAESLSPSTRPAFLKALKAAIVNVGFFYLKNT
GVPDKVQSNFTEQSIALFNLPLEKKLEIEMVNSKHFLGYARLGQEVTALKNDYREQFDF
ATELPAPGPEEPLYRNLRGPNQWPDPQALPHFRAAIESYMDHIDKLAGSFKSLVAEALDL
PATAFDQFFDHPQQNKLKLIKYPEPVDSNPDEDTQGVGPHKDSCFLTFLMQGTPHTGLE
VQNKAGAWLPVKPIPGTLVINIGRALEAITGGVCTATTHRVNLRRENYKDAQGNSLGPR
YSFAIFQGVSLDLGVEKINISIPEHIKDLVKDEKVRSDAEATFNQMFNGNIGEGTLIARITS
HQDVAQRWYPDLLAQALQAQKDKYQ
>3255_t gene=3255_g
MSHIRIRPLAGLFVLFCTLYFLISNTLGFIRIFSSPHSGIALSQSGIRTAYYNHTIDKTHEPVI
PRKIHQIYHDWSGQGGNVPHTAQWMRLRDSCINRNPGWEYKLWSSAESREFLQREYSW
FLPIYDSYRHPVQRVDALKYFIMRHYGGIYVDMDNGCLESLEPLRYYPAFTTDGGEGPL
FINILGAAPHHPFYEYMTNNIWAYNLFYYPLPYLTISYNSGRWFFTSMWEKYHDSVNRR
NWNLVHSAGEGADQIHASGINNKDQLYRVMMENRRGAEPWVFWNEGAGLTWENWD
YSIFQWIGQNATKVIRIAVAVTASLSVIASLVVWRCCCRGRKAKSSATVGFKSVAALLTP
VLSPVLTPAKEKRVEFFIKKGHDMV
>3270_t gene=3270_g
MKLSLATLGLCVTAAVALPSELAQRAAGDLSKRQSITTSQTGTNNGYYYSFWTNGGGE
VTYTNGANGEYSVTWVDCGDFTSGKGWNPANAQTVTYSGEFNTSGNAYLAIYGWTTD
PLVEYYILESYGTYNPASGLTSLGQVTSDGGTYDIYSTQRVDQPSIEGTSTFNQYWSVRT
EKRVGGTVTTANHFAAWKALGLEMGTYNYMIVSTEGYESSGSSTITVS
>3295_t gene=3295_g
MLLQLLLSSWMTVSVLGAPHPAPPPPPNSGIFNNVTVFIPPESWPSHSTSYARSLLLDQDC
ETDNVLLASWTFSPPDGPYLPIAKSTDLGYSWNEISRVYFTHRNYTGGIILQPFLFELPQQ
VGKYPAGTILATGNAIPADFSSTNIEIYASKDHGLNWEFVSVVATGGAPNTDNGATPVW
EPFIGIYNNQILVYYSDQRDPLHGQKLSLQTSHDLSQWSTVINAVAYGNYTQRPGMATV
AQIGNGKWMISHEVGLAPQGDLAPYAVHYSIADSPLEFGSAPSHLLQARNTGTISSAGPY
TVWTPAGGPSGTIVVSDSTYSQVFINKNDGDPNMWEEIETGLGVSYTRGLRVMPDESVI
LFLNGGYYGLPAASVTAGEWKVPGPSSSRDTISNCKNPHGP
>3315_t gene=3315_g
MADVQSIQRFFQEHLNVRFVAHNSPEFQDIRAAYIKNIPIVPLGIARPQTAEDVANVIRYI
KKEGLKFSIRAGGHDLYGRSFIQDGIVIDMRDISYVQVNESNSVAQIGGGALASSVAKAL
SDEGMATALGSFPSVGYAGWATHGGYGPFAPNYGLGVDQIVGARLVNWEGQIVDANE
GMLKALRGGGGAIGVIVELTVKIYPLKQILAGIVLFESKDIESTIRKIINAFSHLRANGLPV
ELGLQQSVVNTLHGKLFAIGFMWSSEDMELGKIYLQQVLNFGEVVDNSVIPTNLSDWLE
ESGRLPPPNAYGAICSARVRVQTDQIADILAKFAKSMPEDRGTLYSVHEIRGPSAKPCSNS
IFRTRERHFLIECIGTAATAEAAPQSWEWALQLRHAIMQTEPANIIPGSYLPLNPPDEFSSD
EVYGEYWWEFKELKKNYDPQNVFKNALPRFGPSDHV
>50_t gene=50_g
MKPLHAEWSSFITQNPNVRHDDDGQRNRDFYESPAGRDLITEVSTRDTTIPARDDHEIPIR
IYSAKGQGLCHGVVIFFHSGGFTGGSLETEDVSCRYMALSGPLTVFSVEYRLSPAHFYPV
PINDGWDAFQYIVTNLSSLLANLAPGMTNLVVSGTSSGGQIAAIVSRRAQTWMKGNVSC
VNITMSGVLLRAPVTVRATEARFVPPAFRDLHKSWRAELETVRLTRQEMEEMHDTLGV
PPDIRDSPEAYPLWGPFHGLPKTYIQICEVDILRDDAVCYAQGLQDAGVEVQKSLYTV
>52_t gene=52_g



MACYSVVRLSILLHWLCIFACSAVAAITAATDLANLRAQLSPNTSISWSTSDAPRWSDYD
APQPIAVINVAAEKDVQITIQFCNSESIPYLVQNGAHGSSTTLGQLYYNGIIINLAALNRVT
FNSEKTLVSLEGGTLMSEMIQSAYSNSALVLSGTCNCIGYLGALLGGGIGYLMGQYGLM
LDNVVSLNVVLASGQAITITPSADAEYDESLWWALRGAGPNFGAVTSAVVKSYPVDST
ALKAWLGPLIFEESQLGTLVQAMNDITLQPQMAMSLTFASSGNTSVSPLIILTVFYHGTE
AQGKAAFAPIYEIGPVADNTSIIAYPDWNAAQDTSCIKGGNKPSFGAGLAELEPESWEAV
YDAYKEFLLNPEAQDSVILLDAYSTAQISSIPDSSAAYPFRSTVRFNAQASLAWNDSGFD
ASALAFGSFCRDKWRLSSGLKNNSTYINNAFGDESLTTVYGQSLHRLQALKKIYDPYGR
FNYWFALDGDKR
>58_t gene=58_g
MLQLPWIWYITLCVACTSSFAAALSGSPFSPPDPSFGIPGDDASYDYVVVGGGTAGLTIA
ARLAESGTYSVAVVEAGGFYEEADGNLSVIPSDDIWYAGSSPTDFNPSVDWGFVTTPQA
GMNERQLHYARGKCLGGSSARNYFTYHHGTYDAYHMWATTVNDSSYEYYSFLPYFKK
SVYFTPPDNEQRPRNASVGYNPAAFSPTGGPLQVSVPIWANSFSSFAKKGYERLGLQQV
VDFVSGTLIGVQYNMNTIDPSRQTRSSSETSYLRMVESNNALRVYNQTMAQRILFNGTT
ASAVAVRSGNLDYTLFAKREVIVSAGAFQSPQILMVSGVGPAQTLRQFNIPVIADLSGVG
QNMWDHVLFGTSYRVSTLTHSATSNATFLAEVLEEYMTRNGSGMLGNPGGDLIAFEKL
PSSDRESLSPETLASLAEFPADWPEIEYLALDAYSGNNSDYITGAPKTPYMYVSPSAALV
APLSRGNVTITSASMNDPPLINPNWLTHPADQELAVAALKRVRQLMDTEIVSEVVVGEE
LLPGRNVKSDSDILYAIRENGIQVFHAAATCKMGNSDDPSAVVDSKARVFGTRGLRVVD
ISAFPFLPPGHPQATVYALAEKIADEILCADV
>92_t gene=92_g
MADKSHARSEEQHATTDALKLVNRLNESRSPYVRGHMNNPVAWQLWDSKSIELAKKH
NRLIFVSIGYSACHWCHVMEKESFMSTEVATILNESFIPIKVDREERPDIDDVYMNYVQA
TTGSGGWPLNVFLTPDLEPVFGGTYWPGPQASSHSHWAAESPIGFVEILEKLRDVWQTQ
QARCLDSAKEITKQLREFAEEGTHAQQGAKGDGEDLEIELIEEAFQHFASRYDPVYGGFG
GAPKFPTPANLSFLIRLGMYPSAVSDIVGLDECVRATAMATNTLLNIARGGIRDHIGHGL
ARYSVTSDWLLPHFEKMLYDQAQLLDVYVDAFRATHEPELLGAVYDLVSYLTSEPIQAP
TGGYFSSEDADSLPTPNDTEKREGAFYVWTMKELKQVLGQRDAGVCARHWGALADGN
IAPENDPHDEFMDQNILSIKVTPSKLAKEFGLSEEEVIKIIKTGKQKLREYREKTRVRPDLD
DKIIVAWNGLAIGALAKASILLEEIDKVKAQQCRDSAHKAVEFIRKTLFEPSSGQLWRIYR
AGSRGNTPGFADDYAYLTSGLVAMYEATFDDSYLQFAEQLQKHLNQYFIAQGESGTTA
GYYTTSSKPIPGEPGPLLRLKSGTDSATPSINGIIARNLVRLGAILEDDTYRQLARQTCGTF
SVELMQHPFLYVNLLDALVGLELGVRNITGVLATDTVATTIQKDAAETQPHKNATDVV
RERVRAEAGSAASTSVTTVSMVDIRGSNVSTTWLQSRNPLFKDLKPGTPLKNYLLVCET
GSCRIVDI
>116_t gene=116_g
MTSTEASQDITDAIAAGFDGFALNTHTISSKDTWNTDAINYLLDAASGTSFKMFLSFDMS
WGLDVSSLGSFLTQFSNHSQYYTTSDGRPWVSTYSGGSSVSNDQWNSEFIQPLVAQGVT
PYFVPDSDDWPGYPTGFFDAFPVLDGAFSWESAWPGAGTVAANVSDSVDESLIEQAHG
AGKIYMMPLSTFQFKYLGSGSDWYRIGETNLPERIAQILSLQPDFVEVITWNDAGESHYV
GNFWPEQIAGTSEGDYANGYDHTGWQQVITPFITAYKNGATSVGQITTQSGSPEGAIWY
RTLLKSASCANTITNYQQAEDAINFAVVLPASDAAYTIEVYSNDALIGTFSGVEGLNYES
VPGLQAGSGQSIRVLDGSGNVVKTANGTKDVLNESSDSSMCNWNYEVVGLS



>134_t gene=134_g
MPTSTLLKGGTLLIHGEHDLVQSTISDLLIQDSIIVRINPDIDADGEKIDRVIDCTGKIISPGF
IDTHHHVWQTCLKGTHADETLLDYFWSGNFINSLLSPEEIFWSELAGTMECIDSGTTTVV
DHATVNYTPEHSIEALRATIGSGIRSIFGYCPTPRVRSWKPEFKLDDDLLPPWVMETFDQL
AALNPLGPSGLVRLAFAFDGVWLPKEQLQPLFSKVRQAGSQLITSHSVYSAAFGAPHAPS
VVQTMHEKGLLGPDVLLSHNNNPRPQDTDVLLRLNTKVSCTPSTELQMGQGNPVCFMD
KLKTISSLGIDCHSLCSAFIPGQMNLALQWARGRRNEEYESQGKWAKTLTSLVQEAYNL
GTIQGARSIGMEAEIGSIAVGKKADLVIFECQTPGMIVAADRDPIAAIVLHSSVRDVETVII
DGVIRKQRGVLLDADVPDKINPSTTDKWRVVSWKDICGKVLALSKEVDKRKKSIDPKV
AVDGIMRGFYMNLEARC
>142_t gene=142_g
MYINTKHLGIALLAPSLVAANSMKTLLSKRDATTYEQNAVCTADQLLRSYGTVNTGLFG
QDLWWQSGNFISALATFFQLDPDYGSIHNNIFATTLSEAPGYGNYANFLNGWYDDEGW
WGNAFLDVYDYTSDSTYLNQAITIYNDIVGGLGTPCGGIWWDKDHTYVAAISNGLYTEL
AAGLANRAGGGSYLANAEANWNWFFSSGIVGSDHIVRDGLNSDDSCSLNGNVFTYNQG
VILGAAAELYKATGNQTYLTTAAALADASTASGSDVTSSSGILTEGCDKSASCDTTAEM
FKGAYIRGLRKLQLVDPESNWLNYLTANAQSLWNHDLSVQNVNGDSECIVGSAWAGPF
NSNQANVVTQGAALDALNAALAATHDEEEEDDEEENEPRRLYGGEESEQSENAESERSF
NRSDADYYYELKEQGEDQKREVREGKSKAYVFDKSKEVEVQSAYDAVKLDKKSPVDL
RLFDPKISNNFRIYSTDWVKHCFSSSLHASPYVKFYEMDENHFQPSSERGTRQIEGHLYIH
GTLDCGFNPFRPPKLSSFEEIELQKQVRNNYSILQS
>147_t gene=147_g
MFPTTWRGLFFALLVVLTTAQAAKTDQAATTNVDTCACGFYDDTADLYFTDSTIVYFN
ESGSIPSDFVVEEFEHRYDRGWNNMYRMGAAVDNVQVTKDVTAKNLTSLELSCLPSDQ
DHLVVGSSVRTARQDIFFGSFRSTLRPARNYSLGSAISMNLVHNQTESWQVDVMNADNS
SQAWVDMLMQGQFANTWLGTNFTNLTGEGLKPWYYLEYRVDWTRDSLNYYIGDVLR
TSYNTSVNSSIPSTPAPLKFQHWSTGNKYTSQGPPIFTNLANVGYARLFFNSSTWNDTTR
AAYDQRCSIQKACDMNDLSLRGSSNFDPQSLDPWKQHQPPYKIRWVPLIIDIIFAAIFVVL
TGKTLWRRFTWHKLMVFLGVHERDPPKPRSFDAPACSTPSLDRDSHSNRDSADAASSSP
ASHNDTQRDLSRNESFATLPPYRGSQTPLPQYQSPAASRRPSLTNMAGNSFAYPTSLNNT
VQGESSRVTSRAASRAPSLHAVPMLDYLSTPSQEVYSSGAMQVDGSSEKNKEATKTEEA
LPAKDGQTKPGEASKDGKPTAGAAAASAKPPRVDYLAGFISISALLVTVNHFGLTYFGA
VIMPGNSPHYHSEVIARKSFATYFLDPLWIGPFLMISTRFLTSNYIRTGKLDNMAQKIVAR
PFRLLTPVASIAFLEYFLMDAGALNWLEYLPSVTWSDWPFTAIASNPGTFISEILQLAFLIP
NAAPMITNNYCTGVLWTIPVQLQGAWQTLLGLIMIRQIKTPWKRFSFYVFCTVMHWYA
LSWGSYYYVGILLADLDLTYKYKQKWLWPHPWIYWPVLILMACTAIGGFSIDLVTQHT
GVNYAQIEYGWHPDVKTGLTLAQAQSASYPDYFIPRLNAFLTTITMQGVVEISPTLQKIL
SIKMLQWLFPHIFSIYLIHGFVMWSVGSWAMISMFSHGYPYWLCTLITAIVCYGTLFAVL
PILTPPIEALGKGFTQRLWQFASMEPVERKPTTYPFGEEFLTTRDQLQDPSKPGSLNGVPP
SSASSSSGRVTGVNEKDVSGKGKEAEVTVTELKNGPGPTMDQKNEF
>148_t gene=148_g
MEKQVDVEVNALHTPVEPLRSSERRCNVRSGLKKVYQDVSWVFTTASDGVQDWTPFV
LVLSYFVFSTTIYMNATSGITEIFWFIYLMTNTYIATATVIESISALGNFQDAKRALEKVAK
KNWVFPTAENDLPKLDIIIVAYLPNEQDIVMDRVKYLLEEIVYPRDRYRVNLLYNTPYAI



QPLESELFALADEYAKNLRVIKVPGSKSKADNINYYCNVIQTDAEISAIFDCDHYPHPYAP
KWAMEQFAKDKELEIVQGRCVVLNANDNFLTAMIGIEFDKIYAVSHPGRSAMFHFGLFC
GSNGYWRTPLLKELKMDDSMLTEDIDSALRAFGHGAKAIHDINVTSFELAPITFSAFWK
QRLRWSQGWIQASMRHVHLVWSRSREGKHRTMRQRFGIFSLLFVREISYYLITQYLCLV
LSVVITEFPKNGHDLYKLVFFQYPVAWWLFIFSLLAFVGTLWVTFHFRSEFCRWYMIPIF
AATYLPQLVLTAIIGLFGHARQVSKYVKWNPTPRN
>175_t gene=175_g
MDPSYPIPAGLHKVPDHLLDLRPDEEVDQDLLNPKAVTDEKNVWFFWHTGYKTMHPYT
QRNVRAWHRRLSKHGWVVRVLDRQPNSPLNVANFLDISDPGTFPRAFVDGTIGGDYAP
QHTSDLVRWPLLLKYGGVYADVGLIQIGDLNRLWDETIGNPDSPFEVVSYNAGGVSDRS
LTNYFLASNRNNPLFERCHRLLLELWAADGGKTSTEGMHSSPLLKEVPLMHIDSTIVDG
DKVLNSDDVSRLLTDYIIQGQVLTMVMGLIDEEDGWNGPQYVADHVYGIEFMEGSQLI
NEFTNWDGQKAFDLMSLPLPKPGEPESAQQKEAREIVEGCLQRSFGFKLAHGLILRVFKS
TLGSLWRANPGSDDVPGTYAHWLRHATIYWNQDHIPPTLKFKVIPAFKNGPLLRAS
>193_t gene=193_g
MCDFSRYGIPSKEWLEVEGTLPSRQDKSIEELKTSNNTTREARAKEEMKELQDKVSLTD
YSIPTRDGSHLEARIYRPKSRPTGEALPIYMHFHGGGFLFGTLNSEDSICSRIATNVETIVC
NINYRHTPEHKYPTAWNDAEDALIWLCNNYSVFNGDCQRLVIGGISAGAWLTASLVQT
VLRGDITLAHKSTILGQVLMIPCVVSTPCYAPILEKLLDLSVSSYQQAKDAPILNEKTKSL
FNSLLQVQRPDPNDRRLNPGLLTAQEAGRLPPTTLGIAGNDPLRDEGLLYGKFLAENGVP
TNTNVFKGLPHGFRRFGDKLSACKNWDLVMEDGIRWAWSKPSASGKFTINEY
>222_t gene=222_g
MKLTQFLLVSGAFWPLAHGALLGSTVTLPSGAGTIQGLPRNNKTSILSFLGIPFAEPPVGS
LRWAAPQPVNALSSNPYNATEFGPGCYQSEISAPAFGPISEDCLTVNVWTGAHDTADKR
PVMVWIYGGGFQFGASNQPNYNGANLAQQGVVLVSFNYRLGVLGFLGLSELDVPGVE
NSGNFGLQDQLAALRWVKENIAAFGGDPDNVTVFGESAGAHSVGLLLSSPLSGSLFNKA
IMESGAYWDSEHGSIQNFTETRTKGSAFMQKLGVSTVSDLRALSAETVNNAALWNSSTD
PAITAFAPNIDNYVVPAVPAETFNRGNAQKVSVLAGFNAAEEYLFLPRAIPHNTTDQFRQ
SAQVLFGPQTAEFLSFYDGATDAQATQSALDLDGDLIIREQTFEALDRQASVNHQTVYA
YYFTYTSPYSPVAAHTAEINFVFGNLGPNPIFGETPGPSATDVSLSRTMMEYWTNFAKFG
NPNNISAGLPGWPQYTSGNGFNFLEIGNNITAITNPYLARFEFIGSLRHNGSLPVTWRNDF
DDN
>225_t gene=225_g
MFSRTNFLPFLLGVGLSISQQTKALPVIQTTSGLVQGKVASGRTNQVEEYLGIPYAQPPV
NELRWAPPERFHGTCFIDATSFGYSCPANATFASRGELETRSEQLGLTPQAIPILENLLEQP
GVQYSEDCLTLNVWTKRSVNNTLKPVLFWIYGGGFNTGTTNNTAYNGKYIVDLEDVIIV
SANYRLNIFGFPGDPNIRNNLGLLDQRLAIEWVRDNIAAFGGDPNRITIFGQSAGGESVDY
YTYAWTSDPIIAGFISESGTVYSPGAQTDVATSASRWYYVTATLGCGDASSDPDALLTC
MRSKDWQDIQDVIPASTGIASVTGLFGPTIDNIVVFSDYAARSAAGNFIKRPLFLGSNNYE
VGLFRPIFGAENVTFTEAQWDYLNFVIYTCPTAFRAEASFSNGVPTWRYRFFDEFPNLRL
TTSPDSGAWHGIEVPLIFNTDGDLQNIVPRTEEETEIAGYLRKAWVAFAVDPEDGLEA
>232_t gene=232_g
MSSRRVAKSYANPIITGFNPDPSIIRVGQDYFLVTSTFEYFPGAPIYHSTDLVSWKLIGHAL
TRPSQLQIHTPEPGSGVWATTIRYNNGTFYVITASFERYRPQDDDRVWPRGFYVKTDNI



WDSTSWSDPVYFDEVGFDQDLFWDDDGTVYLSTTRRKLHRTPGVNLKDFAIHICTVDL
ETGNSTSEPRLIRESPSGVSEGSHIFKRGNYYYLFTAEGGTESGHSEWVCRSDKSPFGPWE
AGPNNPLCHNSIEDDVQNIGHADFVEDVDGNWWAVLLAVRPVKKSDGNWETSVFGRE
TFLVTVDWVDDWPVFNAGQKVSLQSGQQAVVQKKSKTWIDDFSDTNLQLGWYRKNTP
KKRDYSLIKSPSCLRLHGGPYRLPDPACPTLFLRKQSERFCTWETRLSFTPSSLYTEAGTA
VWMDYFTYSTIGIRLKDYNSSGTNESLKENALRRIIRFTPPAGSGVDLTEHELKSLDSDIIL
QINCGDRYRFSFKEIIDSNTTTPDQFQYLGEVTNEIMTRSPPIGLQFTGVMLGLYAFGTYH
PCSTPADFHYVRMTNAPQ
>234_t gene=234_g
MPASESSETYSPSSPSSDGSHNYRIDEKSGNGYSTLEVVPPSNLEHYRRVSEVRRSFYPN
WLSSGHTTNNARHYPSTGSGSEVPIPRPGEINGSVTRITICGMPQRAFWIVFGVIASLLAIG
VIVGGTVGGIQKAAVPTVTAVVTVTYTPTKTTTSAASETFAAAVTTTAVCVGGYGQGN
YVGLCSFACSYGYCPAGPCTCTSSGTPVPTPATEGINGVPLSSEDDSYLGLCSFCCNHGY
CPSSACTTSSS
>240_t gene=240_g
MPILISNVVNGPDSAVDASWTDVISRASASGKKVLGYVRTGYLGVSDQKFLTRLGSGNL
ADWTAQIEEDVNMWYKLYGDHIGGIFFDEGWPECGDSNQYADLYKYINDFTKRAHPG
AYTILNPGSPMASCFEDTMDTLLTFELDYAAYTGSYTPNNWVPKDPRKLWHIVYNVPES
AITEVVNLSKERGAGFLQLTDDLLPNPYDTLPSDSYIQTLLGAVAGGSLLNADASAWSA
GGAAGTVSDLSILFSDYSSAKLSWTTTTGALGYHIYQGETIVASVPSSMTTITIGGLQPGT
SNAFSVRAVGGGGVTGSASNTVTVNTNSLPNGKTIADYNVTAGATSTTYHADILVPYAF
VRLYIWDSVECDFDNDPGWSVNFVVDDYVCTHYMVEGTTLYKYSGTVPSGSTAPPWS
WSEVGPITLSITGYTYSWTLPLGTSTVDTTKFVIQAQGYNSFINIFDPDPTAYDCKGSTFC
TTPDLLKWCDHAVNNLQRNDNLTYGTR
>246_t gene=246_g
MYPTRRDEFTIAMICALVEEANAVEAIFDEMYDSMQEKYGRTAGDRNSYLNGRIGKHN
VVVCYMPGMGKSSAAMVASDLRFSYTKIEMDFVVGICAGVPETANGQKIFLGDTIISNS
VIEYDFGKQYPNGFQRKRGVLDTLGRPSPEIRARLVALSGDRTSIEFQRKMAMHAQKVQ
PVGSKWRRPASDDILFNSTYAHKHYKNSKADSCLCLSDHISDAICEGAMRVDCTALGCD
ESEVRRRRTQTDMGNAVIHIGPIASADTVMKSGIHRDQLAHAEGIIALEMEGAGVWDNF
PCIIIKGVCDYADSHKDSKWQLYAAANAAATVKAFLEYLNNDTKIESSMAKTDKQVQW
TVPFRRNPKFVGRRVQLEQLRALMSDPNGPRELAITGLGGVGKTAVAIELAYQLRDADP
DCSIFWIPCTSQASVEQAYSDIARRLRLPDQTDVKTMVKDYLSQTISEKWILIFDNADSEH
MWMKDDNALRDFVPDNECGRTLFTSRNGQLAIDLADSNIVKVVEFDLETAMEFLQRSL
LQQDLLNDHKTVLLLLSKLTFLPLAITQAVAFINRNQISLSTYIEILDKQEMEMIELLSENF
QDKWRYKDVQNPVASTWWISFQQIQQSNPLAADYLSFMSCIDPRNIPQFILPPATSKNEK
IKAIGLLKSYAFVTGSETAEDKLLNLHRLVYIATRNYMRKSLTLEDRMFRTFAQLESIVLS
GGPGIPVHQKAKSLRGVYNHIITLLREECIRREQIKNHEFLGQFLHCLVYDFRLIEAEDLCI
QFIQISSTQEGFDYGTLYILECLITILAIGQRQRKMKKVLDPFIKRLKVILDQFSATIGSWIP
SPTTSDDEKVGEFTSAILETREPDIFAILNYQRIIAMFFRVIDRLTVSEALFQFTIRISQLILGP
DHPNTLLCQRCLATQYHELQQNTRAEKIYLQLINTTKSAIRPDQKELLEYEASLAEVYCD
ESRYAEAEKCYLQAISLSEVIHGPNDLKTLNFQFCLAVMYQNQSRYHEAEDIMLRVIQM
AQLVHEAGSSLFVSGHMAGLVKLYHDWGDFDKAERASTQFIHYSRFTEKHPSTMSDTE
LMSQLRAIVARMRDHAKRPPPINSPQINQ



>264_t gene=264_g
MDYFKLTTVGLRITSGQEENCPDFDINSWAITFVGSDSDGFQQDDCSCYVCPMLRWDGY
PLDDLYYAFRHRGLGGNISSPILKRDETTVVFLSQKTRGYSSDKNRIISIHNNHTGESEELF
QSQDGKGQWDLSPNAVTYGLDRSLLIQVEEKGRQVLYKLKLDHWWPDKPTLASLELV
GFSTYGSIIKVTPIFSELSKSRLLVSYDALNHSKEYSIFDPVPPGLQSLVHPYINLPRSQIEEI
SPFGANGRQVHTWVVRPSNFKPELKYPVILSIHDGPQNVWLDQWTMNCNLITLAEQGY
VVVAPNPTGSRSYGQDFIDAVRGSWGGLPYNDLQKVFEYVQNNLSYADTERAVAIGHG
YGGYMVNWIQGHDFGRLFKALITDNGIFSLTTQLASDIQALRYGLKGLPWENPSEWQK
WDPAQYAGKWQTPHLIVHEKFNIKQPIAQGLASYHTLRLREVETTLLTLPDGSHRHQHP
ENLLLWYHTVIGWMNRFVKS
>281_t gene=281_g
MMKSFILSLSFAISALAASRMTAPSGSLVVAKSGGKYSTISAAVAALSKTSTSTQIIFIEEG
TYDEQVYIPSLAGELIIYGQTEDTSSYSSNLVTLTYGLSATQAGSDDLSATLRNYAAKSR
VYNINIENSYGVGAQALALSAYATDQGYYACQFIGYQDTVLAETGNQVYAKSYIEGAID
FIFGQHATAWFDDCDIGVLTKSQGTITANGRSSSSDSSYYVINKSNIAAASGQSVASGSY
YLGRPWSEYARVVFQYTTMSNVINSAGWEEWSSSEPNTEDVLFGEYDNSGAGSTGTRA
SFATKLSSPIEITTILGSNYADWVDTTYLS
>285_t gene=285_g
MRFIGTLAAVLSLSTLVISLNTSEALPVVDLGYELHRASGFIQELDYYNFSNVRYAAPPV
GDLRFRAPRPPIANRSIIQDGKIGRICPQANPAWQIAAAGWALPYILDGTIPTNYSYSLTTP
TDATISMVRDPRETEDCLFLDVMVPRKVFERADKSTEAPVLVYIYGGGYTEGEKGTVDP
TGILARSQNHSADGVIYVAMNYRTGAFGFLSGPTFQEDGTANAGLYDQRMALDWVQT
NIHLFGGDKNRVTVFGGSAGAGSLIHQVVAFGGSQQAPFQQAIPQSPGWPNSPTLFDQER
TFNDFLGYANASSLAELRQMSSNDLIYANALHIGRAPYSSFIYGPVIDGKFVTQDPRVLL
NHRQHSRNVRVMVAHNTNEGLGFAPPSINNSDFDNLIKVGFPSSDASILDLLTNTLYPPPS
ENSSLYHNQIARAAFFATESNFACKAFSLASTFNESYGYWFDVFPATHGLDSSYIFYNPY
ERTSSSPNETLAFAIQDYVTTFAIRGTPSSSVDGLAEFPTYGKNGNVIKLDATGISIATDSV
ANDRCRWWNLGLYM
>295_t gene=295_g
MSLNFQHAPVGPAILHDRLKFLDGYEAQLKDSLQWNQCESAEEYRRMRREGLNGFPKP
VLNPRARTTSFTARDGHNIELRIISPSQQQSKGVWLHFHAGGFVIGSNASYDPYLTTLSER
LGFTMVSVEYRLAPENPFPKPLHDCVDAALYSLTPEGQEMLGAPLKILGGESAGGWLAV
STGLSLKRDQGLDVRSILDAIVTGYGIYDMTYTPSLLEHTREIILSKKGMMDFAEAGFGHI
PMAERKNPLVSPLYADLKGMPPALFLTGTIEPLVDDSFFMATRWFNAGNQAELCVVEG
ACHAFTIIGMGEVTDDGINRIVSFVEKCTGTATRQTM
>309_t gene=309_g
MLGSIVLALTAYLAVTQALPGHSVPDKGSSCGKLNDCSSDPWARLYPAPGAVVVDNSA
NPHPGSFTTVQAGVNALNSTTTRPQDLFIFPGTYKEQVYIPKLKSNLTVQGYTHNSKGYH
KNTVTITYDLALINTTSDDLTATLRLWNPNTKVYNLNVVNTFGHIPKNGQNLAVSAEAT
GQGYYGCQLIGYQDTLLAETGVQLYAKSLIVGAVDFIFGQNALAWFENIDIRTIAAGSVT
ASGRGSATNPSWYVISRSSVSGINDTIPAGINYLGRPWGSFARVVFQETYLGNVIASAGW
SQWSKSTPNIGNVTFAEYNNRGPGSVLQEGPRANFSEQLTQPISIRSILGEDFENEWWVD
TAYLHKGDLKTSTFTSTITSTASSTSTSTSSPVLTSSSTTSITVSTTAALTSSVSFSSILTTTPT
SSVSVPLTTTAPTTSSQSASFSATTCTCTDYSQISPAVASCTNIVLSNIAAPNGSAIDLSGLQ



AGTTVTFDGLTTFGFTNSSTFNPLTISGAGITITANPGAVIDGNGQAYWDGQGSNGGVPK
PDHFIVVKKVTANSVFKNLYIQNWPTHLFSISGCSDLVFQDLVLNNTAGDAPNSASGGLP
AAHNSDGFDLSSSNNIIIERSLVYNQDDCVAITSGDNVTVSNLECHGGHGLSIGSVGGKS
NNNVTNIKFTDSSVIDSQNGCRIKTNYNTTGYIANITYANIAISNVSIYGIDVQQDYLNGG
PTGTPSNGVSIQNVQFLNVTGTAASSAQDYYILCGDGSCSDFTFSDVLISGGGVANSCNY
PSSGCPP
>338_t gene=338_g
MASSSTEVYPYKNGKLHIDQRVEDLLGRMTLEEKAGLMFHDIILIGPGGRLLAERNTEFG
VRPTDEQIGGLLMSHFNLLGPITDVRETAEWYNRLQKRALQTRLGIPVTLSSDPRHHFAN
NVGTGFQAGALSQWPETLGLAALRSPELVERFTTVAREEYIALGIRLALHPQIDLATEPR
WSRIGKTFGEDADLTSQLVGPYIRGFQGSGGLGPDSVSTMTKHFPGGGPQKDGEDPHFS
YGKEQVYPRGNMEYHLRPFRAAIAAGASQMMPYYGVPIGTKFEEVGFSFSKGIVTNLLR
EELGFNGIVCTDWGLVTDGMIAGQPMPARAWGVEHLSELERVRKIIDAGCDQLGGESRP
ELVVQLVQGGLVPESRIDESVRRLLREKFVLGLFEKPFIDVETAVRTVGKSEYKQEGMEA
QRRAFTLLTNNSGILPLRASNKQNIYLEGVDPAVATSRGLQVVDLHEADIALLRIKAPYE
ARPGGFESRFHAGSLEFTEEEKDRQNAIFKAVPTIVDIYLDRPAIFPEVVASAAAVMVSY
GSSANAFLDVVIGLASPEGKLPFDLPSSMKAVQESLSDTPYDTTKPTFRFGDGLHYGNST
AALQP
>9_t gene=9_g
MASKYIIKNATVLSVDETIGNVHNCDVVIEDGFIKAVGPNLEHSDHKVIDGTDAIVSPGF
VDTHRHTWQTQLRTICTDFVLSDYLLNVRHIYGSCYSVEDTYLGNYCGALESVDNGITY
LIDHSHIMNSPSHADAAIKGLRDAKIRGTFCYGFYPNPAWAGSNVDPEREKDVEWRLAD
AHRVREQHFPSNAPDQLLRFGVAPSEAEVIPFEELLHQIKTARSIGAAIITAHIALGKFDSG
HFITRRFGELDLLGSDFLWSHANSLTDDEMDLVKKYDLGLSATPEIEMQMGVGYPVAY
KAKEHGLRVGLGVDITSNCPGDMFQQMRLVLQAQRYDDQLKSPFPLPMARPCAEVLEM
ATIGGARAVGLEDIIGSITPGKRADLIMTKCDSTRLTPVHDPVAALVNYANGSDIDTVMV
NGEILKSGGKLVNVDWPKIRADVRKSAARIMQMSKLAPQDQLEDARNAMITALTVAKK
KVSAAA
>11_t gene=11_g
MTFTIGSVPVIQVPLPPPETDAKYDNAYHSVTLLKKGHKKSVEAAPFQADTIFEKDIQLTL
RDGVRIRADIFRPANDAEKVPALVAWSPYGKTGRGFFCLDLVPGRVGVPKSRLSGYEKF
EAPDPAEWTARGYAIVNVDNRGSWDSEGDLIWWGTAEGRDGYDVVEELAQLPWCNQ
AVSFVGNSWLGIIQWFVAAENPPHLKCIAPFEGASDIYREIICRGGIPCKAFLRFLAEQHFG
RGTQEHLVSMIEKYPLMNDYWADKRAQVSNINVPIYALASYSTGLHTFGSFRGYTEASV
TNKWLRVHATQEWHDLYQQKTNDELQQFLDHYTKGKDNGWEQIPKVRVSILRYNKEPI
VNHIFPAWPIPSTKQEQLYLCPNAALSQDAPSRETYISYKSDVSFMQMDKDSEELSFHFSF
KETAYLVGNAQATLYMSCPDHDDMDVCVQLRKVDQNGRILQQINIPSKDSGIEEPDVER
INPLVYLGPSGYLRASHRLIDRDASIPSFPEHDYTEQHKVDPGTIVRLDIGFWQTAIAFDA
GEGLLLKISGHSMTLAEFPALRGNESLENVGTHHVHIGGSHASYINIPLVTL
>383_t gene=383_g
MKAHFLCLVSLLGHVCSSLGSASSSASGQLSSNPNNGTATDPMYQLSTDPDFHFEILRVL
GFAPFQGSDIGEVLIAANKIKHGDFESFHDAFYTIATQVHNQSTSIDVTKNPISARNAFFR
ASTYFRWADFYLHGNWSDPRINALWDQQLAAFNSAIALLPIPGQRVVLNESGLEIPTVFY
GTGIPGPRPTIIMCNGYDGSQEEMYHYIGKAVLDRGWNVLTYEGPGQPTVRRDQDLGFI



PEWERILTPVVDYALTRPEVNPSAIGSLGLSFGGWLAPRAAAFEHRIAATMAIDGLYDYG
PFTLSQFGPELEALFNAGNATAFNSIIDGVLDDPSTKTNLRWGIQQGLWSFNCKTPFEWL
TAIQSYTLKGLTQNITTPVFVGDSQNDLFFPGQAKQLADHLGDLATYHLFTNAEGAGEH
CSTGAGVFQSQIVLDWFQDVIDSV
>388_t gene=388_g
MGSISPAPASLPRDFEWGFATASYQIEGAVNKDGRGKSIWDTFCHLNPTRTKGANGDVA
CDHYHRYEEDFDLLSKYGAKAYRFSISWSRIIPDGGRGDAVNEQGIAFYNRLIDSLLSRGI
VPWVTLYHWDLPQTLHDRYGGWLDVDESQLDFERYARICYQRFGDRVKNWITLNEPW
IVSIFGYSTGGNAPGRSSVNPQSSEGNSSTEPWIVGKALILSHARAVALYNKEFRSTQNGR
IGISLNGDFFEPWDAQDERDREAAERRMEFHIGWFANPVCLAQDYPKCMREQLGDRLPR
FTDSEFALLREADMDFYGMNYYTSQFARHRDDVPSKNDYLGNLEELQENKEGVSVGEP
SGVHWLRSTPKLFRKHLTRVYRKYGKPIYVTENGCPCPGEENMTVTEAVNDTYRVRYF
EDHIEAVALARSEDGSDIKGYFAWSLMDNLEWSDGYGVRFGATFTDYDTLQRTPKQSA
LLLKGMFEKFTEPRRICN
>399_t gene=399_g
MFSLMKYVYISVLLSQLTIAASPSSKWKLKNFKSLVTFGDSYTDESRFGYFYSHNGSAPP
VGWVDPVSNDTSSGGYIWARYVAFDTKVNLYDYAVSGAVCSNNITPRYISEINGDFPSV
LEYEVPAYIGDSKFTTNGTSFLDIPPSETVYSMWIGTNDLGVDAFLTDSQVPGKTLPDYT
ECVFSALDKIYANGARFFVLQNVIPLQLVPLYATPENGGVYPNPNGTTNVTEVSYRMWE
SVKTVNDIYKYQLPYELLIQNRYPGAQFALMDMYSIIADIYYNPDQYLASPANVTGYIEQ
CDANGVCSLAANQESYLWFNNLHPSWKTDSIIAQRFVEVVKGQSKYATYWGGR
>426_t gene=426_g
MALNSFPGSTPSHAQSSLPSLPSHLQSDTHLTAHLASRFHVSLPTARLSSQALICLNTYTSS
TKGPDGGKEGSAMGEAEDLAKRAFTRLGARGENQAVVFLGETGSGKTTVRSHLLSSLL
SFSATPLSTKLSLAAFVFDTLTTTKSVTTPTASKAGLFFELQYDSSSNNPLLIGGKILDHRL
ERNRITSVPTGERSLHVLYYLLAGTSAAEKAHLGLESSGIHAVSSSNQKRWRYLGHPTQL
KVGVNDAEGFQHFKTALRKLEFPRSEIAEICQVLATILHIGQLEFVTGQSTTTGAEESGGY
SHEGGESVTMVKNKEVLDCVAAFLGLSTEDLAVSLRHKTKTIHRERVTVMLDPRGARQ
NADELARTLYSLLVAYVIESINQRVCAAEDSVGNTISVIDFPGFSQSANSSTLDQLLNNAA
VESLYSFALQSFFSNKADRLESEEVSVPATSYFDNSDAVRGLLKTGNGLLAIIDDQTRRG
KTDMQLLESLKKRFENKNPAITVGESETKLPGSNFVTPSTQATFTVRHFAGEIDYPVNGLI
EENGETISGDLINLISSTRSDFVRELFGQDALQKVTHPKERSAVVQAQVSSKPMRMPSMA
RRKISPSSKLNPFSNRAGRDDDDSDGNNGSTKTGNTSRKKTNGPSAGQGAAGQFLASLE
VIKQCLNAPNLNPYFVFCLKPNDRRIANQFDSKCVRMQVQTFGIAEISQRLRNADFSVFL
PFAEFLGLAEAESIVVGSDREKAELVLDERKWPGNEARVGSTGVFLSERCWADIAKLGE
RVLPTYHADSLNDGDGMLHPGSYSDHRVRLLSSGENSPSGAFIYGDESKQGGYFGSRDI
DGRSDAGASAFNSGDMFKNLETREQMAEKSKERKMEEVDILPVSGSRKRWLFIVYLLTF
WVPDFMIRFLGRMKRKDIRMAWREKLAINLIIWLSCLIAAFIVVAFPLLICPRQDVYSAEE
LSSHNGKGGASSYVSIRGVVFDLDSFVPSHYPKNLIPSSAFDNYAGVDATALFPVQVSAL
CQGVNGSVDPSVLLDFTPVNITGSATTISSADANSKYHDFRYFTNDYRPDWFAEQMMM
LKGSYKKGYIGYSSQYLQTLAVKNGRSVASLNGKVYDFTDYVAGGRRTLGPNNTTGPA
GVSVDFMDPVVVNLFSERSGQDVTQRFNQLDMDSELRQRMQLCMDNLFFVGKVDTRN
SVQCKFSEYFILAITALLASVIIARFLAALQFGKKNMPENLDKFIICQVPVYTEDEDSLRRA
IDSMARMKYDDKRKLLVVICDGMIIGQGNDRPTPRIVLDILGVPDTVDPEPLSFESLGEG



MRQHNMGKIYSGLYEVQGHIVPFMVVVKVGKPSEVSRPGNRGKRDSQMILMRFLNRIH
YNLPMSPMELEMYHQIRNIIGVNPTFYEFILQVDADTVVAPDSATRMVSSFLADTRIIGLC
GETALSNSRKSIITMIQVYEYYISHNLIKAFESLFGSITCLPGCFTMYRIRSADTGKPLFVSK
EVVEAYAEIRVDTLHMKNLLHLGEDRYLTTLLIKHHPNYKTKYSFRAHAWTIAPESWSV
FLSQRRRWINSTVHNLVELVPMQQLCGFCCFSMRFVVLIDLMSTVIQPVTVAYIVYLIVW
LILDTSQIPITAFILLGAIYGLQAIIFILRRKWEMVGWMIIYILATPIFSLGLPLYSFWHMDD
FSWGNTRVVTGEKGKKIVISDEGKFDPASIPKKRWEEYQVELWEAQSRVDDARSEVSGY
SYATKSYHPAATEYGYPASRPMSQLDLTSRLGSRMSLAPSEMLGGAANYELTDLTGLPS
DDAILAEIREILRTADLMTITKKAVKVELEKRFGVNLDAKRPYINSATEAVLSGQL
>427_t gene=427_g
MSNRFSIFSTTSNPGLPKSTSQISTTTLLNSLHNSYSTGQPYPLEAGTSLVVNTWLTVSHL
NPDGTPGGIVDPQLGQRAWEHARRRAEDGCIVLSALHRSCPTLLPSFLSVLPLSTPEILYA
SLNAIRPFVTAVTPFNPSYSLYSSLAVSYTFTLAGNVTGLTLALSKSGLNLTRGLLDVPAE
PGYRAFDVFYYLINAESSQAEKEYLDLKEPSTYSILNKSGTYEPPSFLPTADDAAAAEDFR
SALKAIGIRGAAQRGLLSILAGILKLGNTLGFLVDEEELEQVCEEAAELLGVNPEALLHG
CSTDDRTVLVTGIYEALVDWVINKANEAIATQVKVDQENESSDGSGAPWHTEDASDTV
TITVVDIPSPPLGKAAALQGVFNDEQGINAEMKEDDVEILTPGQSVITEMKNAVAEVEAD
LGIIDSVAFREREHLNDKRQGVLEKVGVEVEIGGFLRDILFPDPNEGITLGKRGRFDLAAT
LGSSRVWYHLAVHPTDDTPETFAASPSTTPWSAGAVSRQLRDWRLPEWANRRHKHLDF
TADFDVDEFVTRYAPLGCKEGKDGVESWILERGWSNGDVVVGKERIWMREGAWWEA
ESMLDLKPPGDMPINPFESGYSATPPNPNGSGFFPAMPIADSSSFIASRDNLLNVNRQSTM
SPGMARSIAPTNNQTLRSMGGGDYGLGSKGDDYKGDDAYYEAELSRLAGDAEFGQPK
HIEKKKITMGRRLWTALVWALTFWIPSFALRYIGRMKRPDIRMAWREKVVLVALILFFN
GVMVFWIIEFGTLLCPNKNKVWNEQELSYNQGDNDFYVGVRGTVYDISKFWRTQHSDT
TTTTSASNMQWAAGQILDPYFPVPLTQGCAAFVSNTAITLSHNNTDATPEVTAIHTSGPL
QPVTDSALHNITWYADRFLPFMAQYYKGDIVWTRDTITNQANNDARYWVIINDGVYDL
TDYFYTASLMNNLDTYDFLPSAVTTLIKQNVGSDITDKWQTSVQFQNALTCMKNVFYV
GKVDFRQSARCTVNNWILLAFTIVVCSVILVKFLAALQFGSKPRPAPQDKFVICQVPAYT
EGEDSLRKGLDSLTALQYDNKRKLICVVCDGMIVGGGNDRPTPKIVLDILGVDPKVDPP
ALPFRSVGQGSEQLNYGKVYSGLYEFEGNVVPYIVIVKVGKESEQSKSKPGNRGKRDSQ
VLLLNFLNRVHHRAPMSPLELEIFHQINNVIGVDPELYEFLFMVDADTSVKEDSLNRLVA
ACANDARIAGICGETSLQNEERSWWTMIQVYEYYISHHLSKAFESLFGSVTCLPGCFCM
YRLRTADKGRPLIISDKVIKEYSDGDLDTLHKKNLLALGEDRFLTTLMAKHFPTMSYKFI
ADAYASTAAPETWSVLLSQRRRWINSTIHNLVELAALKDLCGFCCFSMRFIVLIDLFGTII
LPATCAYLIYLIYLVASHKGDFGIISIVLLAAVYGLQAVLFILKRQWQHIGWMIIYLCAFPI
YSVVLPLYSFWKQDDFTWGNTRVVIGEKGDQRVVAVEDEPFDPRSIPLQRWDDYALAN
NLPGRRGNTEYGEEKQHMHYTDETAMEMDDFRSTYSSVKPASTILTGFPGGRGPYMPP
QSPAPFGGNNNRNSRMSSFTRYTDAPQLGGHTQRHMSMGNLSSYQDNPMNASRLSMP
MMQSSDNLLGVPGRQRSPLGGGYGSRPVSTVMDFRTGPGHGPDDHTIVEAIRQVLGEV
DLDNVTKKQVRALVEQRLQTELTGDRRTFVDSQIDQELANM
>450_t gene=450_g
MASTATYHHQLNATFNGTTVDYAGFKINKFKGIKYAHIPARFEKAQPVAPEELSGKTID
ATQYGPKCPQVDVDVRHLLRIPEDIEIKEEAEDEFECLNLDVTVPANVPSGQKLPVLVWI
YGGSQAVTFCSAASGICDTTRIVADSVKAGKPIIMVAMNYRLNLFGFGDGKGTAEVNLS



LKDQALAIDWVRRYIEGFGGDSESITLCGESAGAVYVHAHLITGPPVKRAVLMSGSLYLS
PPMPHQLGKGVLEVCEVRAQDLEGKSLRDCSQRVFKQILTENNLSRCWMQEEDILANW
ENRQEQVDELMIGETEFESVIWRRGIETLSPSDIISTFTASDPELGDKLRRAYHISADRPTS
STLGALDLLHDSKFALPTELVAEKLIGNQKKVYRYLFDEVNPWQASSRAHHAVDLLFIF
GTMDYSHNPPAEVLGEDMRNRWINFVNGRKPWSEFSTTQKRFAFGPYGDCKEIDQRQF
AGRRRAHVLGLLREVGPQVYNGIANKLAAGKISLLN
>451_t gene=451_g
MSALLQTTYLGQIQGRNIDGVTHYRGIKYASLRNRLADAELITSRSSDEGVLDATKDGPT
AASLVNGCDFEQSAIQQSLPKKELPQSDTECLNLNIAVPEGTTSASKLPVLLFIHGGGLNI
GANSWPQFDWTRVIKLSVEKGVPILAVGPNYRLGAFGFLTSEELRAAGYKANNGFRDQ
RTAIEWVHRHIRDFGGDPDNITLAGMSAGGGSATQHLHSTTPLCKRALSMSGQNILLTPL
PYAVHEKGYETAIKAWGFDKLSPEERIKGIIESPAAELVAKLPPSVAPNFAIDGDLIPNPPT
FAQISDKSTASYPAGKSWCKEILIGDAQHDSSIFGIRLGFQAKNAAPRFISTLEKALSEYPS
EIASELLASYNISSTTPDKEAFEHILEFTNDVLFYAPVLAYASGWPEDGNAYVYYFNEQN
PWEGPFKGQSTHILDLAYFYQNFNDYLTPEQQGVARAFAEDLLKFVAGKAPWEPCKGT
GEGFRARVFGPSAKQQVRRLVKDAYGGETQRRGVIPKLASEKGVKLDDLTGVFFAFLG
TFSP
>454_t gene=454_g
MLFSKPMNRLNGVLTFILLIKSTLAGPCDIYSSGGTPCVAAHSTTRALYNAYTGALYQVS
RGSDGATNDISPLSGGGVANAAAQDTFCAKTTCLITIIYDQSGNGNHLTQAPPGGAATGP
EANGYDYLASAIGAPVTLNGEKAYGVFISPKTGYRNDATSGIATGDEPEGLYAVLDGTH
YNTACCFDYGNAEVSNTDTGNGHMEAIYFGADTKTGSGGGTGPWIMADLENGLFSGY
AAGNNDADLTMSSRFVTATLKGEPDQWEMRGGDATSGTLTTLYSGIRPTGGYNPMSKE
GALILGIGGDNSNAAQGTFYEGVVTSGYPSDATEDSVQANIVAAGYAITSLVSGPGLTVG
SSISLRATTACCTTKYITHSGSTVELQVVNSSSTTALQQQASWTVRTGLGNSGCYSFESV
DTPGSYIRHSSNQLFLNANDGTKLFNEDATFCPMAGLNGQGNSIRSWSYPARFWRHYGG
ILYIAANGGPNTFDSTTLYNDDVSFVISTGFA
>464_t gene=464_g
MPSRILGQTILVSCLMLALIYFLYQPSDAQPTAKSPRRSSRSDLASDARNSTLGFGAIFVIN
LPPRTDRRDALALMSSMTDLKLDYIEGVVGSEVKDKALPPPASHTTQRSGNIGSWRSHL
NAIRAIVENNLDSALILEDDADWDVRIHDQMYDFAEGVRALTMPLAGTTNSYADPSYY
DPSKGGQPEELVFGQLPRTVKPQVSPYGDDWDVLWIGHCGTEAPNINLQDEEKAKKSQS
IPRGRVVYYNDETVPQNHHLHVMEQERDPREIFPDHTRTTHHVMGQICSLVYAVSQRGA
RRILYEMGVKKFSDPYDIMLRDICEGVNDRPKGAVCLSVEPGIFNHHRPVGPSAYHSDIS
EHTAPPVEVAFTENIRYSARLALENYAIGSTELEDQWPDKISSTSSYTS
>472_t gene=472_g
MQTQSLHRLHNSRSRMWILVFAPILSLVLLYTWLRRPHSLLLDQFFVTDDAHIEPPLVISG
DDKTNKNVKPEPIPGMDDILIVLKTGVTESLSKVPIHLETTLASVPHFVVFSDFEEEIAGV
QTQDVLRRINETVKRNIPEFELYNRIRDHGREALTPADYGDDSNGPFGRQNNPGWRLDK
WKFLPMIPAALEHNPDAKWYVFMEADSYFLWPNLVTWLSQLDHEQDWYLGYPMQIGD
TVFAYGGSGFVISNPVMRKIVQYLDERPQTEIDDYTATQWAGDCVLGKVFGDAGVGLN
WSWPMLQDNKPWEVDYFATVGDKRAWCFPVVSYHHMQPDDIQTLYEFDREWFDSSNS
TANPLLYSDVFHRLILPDILSPRGGWDNAADNAITKEDGSTVELTFDDCSKKCADDASCL
SYRYKEDEKSCFISSAVKRGTAAEGVKSNWMIDRIHDKISEYGQTCKTVDFIV



>492_t gene=492_g
MILIGCLFLLYASVSLQFHIPVASHRRDSVLSVRDTGDEIHSNRVAIVDDQPTDVHLGQH
DAASKARLGERCGPGKKKCESYLCCSSAGFCGMTAAHCMSPDCQLGYGTCDADRVPE
GKSTKRIPRPHIGGVPYGEVIVTCKAPYTFAMTYDDGPSEFTRDLLDILDKYQAKATFFIT
GVNNGKGQIDDFTCPWGALIQRMHYSGHQIASHTWSHQDLTDSRKQRKKQILHNEAAL
RNIIGGFPTYMRPPYSKCDEDCLRDMDQLGYHVISFNMDTADYLNDDPDKIQLSKDIVD
KELTGPNLDGRPYLAIGHDIHAQTVYNLTEHILQRINDAGYRAVTVGECMEDPRDNWY
RWDYRSS
>505_t gene=505_g
MSLVPRSNVVIIHPDLGIGGAERLIIDVALALQNRGHQVTIYTSHRDTSHCFEEARDGTLD
VRVRGNTMFPPLFLGRFHLLMAVLRQLHLTVSVLMEMGRTEKKDGVEKYRDDIFIIDQL
PACVPILKSLGERYSQFRGGRQRILFYCHFPDQLLARRDEGNLVLRLLKEAYRYPLDWFE
GWAMSASDRVVANSNFTRGVVKRVFGSDRLGDVKIVYPCVDTKESSPAETEIVKGELW
GGKKILLSINRFERKKGIDLAIRAYNGLSEEQRKGTRLVIAGGYDNRVQENVLYHQELND
LAFELGLKTATSKTVISALSIPDSIDVLFLLSVPSAFRDTLLHNSKLLLYTPVNEHFGIVPV
EAMHAGLPVLASNTGGPLESVLENKTGWLRDTTQVDEWTAIIRKVLLEMSEQEFAKMA
ANGKKRVEDVFSLHAMEDKLEEELQNMLKSNRRPFISLQYLMLAFLFSGIAGAAMVALI
LRRMW
>516_t gene=516_g
MAVQRPRRRLRSFCLMLAALFFIFFSIYISSKPSTNNRFYNAHFTESPVDPFRGRQLAFWT
SFREILDRHAPNCPSIVLEGSAQPVTFNALEAGPRPDMVVLPDEHLEAMKLAHTEFVEEI
HTSKIIKPIHTPGSRGLVSMAGGPYFPLFMAQLRMLRRNNSTMPVEVFLRDSSEYEDHLC
EKVLPQYNAKCVVLSELLGSTKHKGVEIEHYQFRTFAVLFSSFEEVVWMDADCFPLYRV
EDLLDSELFASTGLVTWPDFSASTTSQLFYQISQQEIPPMTLRAATKTGVFLISKKTHFLTL
LLAAYYNYHGPSHYFALLLQGAAGQGDKEAFIQAASALKEPVYPVSERVSALGHTTESG
DFVVSAVAQADPIADYQLTKEGTWRVKEPDAGNPPRVFFIHASYPKFDAADNIFGFRWD
GAPDFIPGRIWTADTDAIQRFGYDAERAYWEEVKWVACNYENFFRAWGSKHGVCGNV
QERWRYLFQSPSEDGLKFGETESERERSA
>527_t gene=527_g
MSHFTIIAGLATSLLVVSAAADPWPKRGLAANDDIPIYEFGGSWNGYNSEVNWQYNWD
STTSQKQSFAEFVPMLWGTSSDHTSQWFNNAWYWLDNGGSGHLLAFNEPEQSGQSNLT
PQQAADAYRTYMEPFAGHASLGAPAVSNDGYEWLSEFLQACSDCTIDFVPIHWYNDAS
LESDLENWVNSICSLTGRQVWLTEFQALGSIDDQSTFLRSAIPFLDDNDCVYRYAYFGTA
DNSKVLLENGGPSLSPLGVQYTFSAYGNGNGPS
>539_t gene=539_g
MLLGFRFQLLIALIGAGASITASAETSSTCDALCLETVQNGNSWEIDQHASTDFSFYQTPS
NFSSKLSPGSILTVEPVTELANYSIPSGLTMSRIIYTTNDQNGTTLPTSAYILWPYTPLEVPG
KGYPMVAWAHGTSGVLRGCAPSNYRNLQYHFQAPFALALQGMVVVAPDYAGLGINTL
PNGQKIGHPWLNGPAQANDLANAILAARKAFPSILTANGPFVAMGHSQGGGATWAFAE
KQVKEPIAGYKGSVAIAPTTRTIDHLKDAFSNITEPWAQVIIAGQPKLISAVTAAFPAYNY
TGLTPVSYDRWFNVLEPLDGCLPTDTLAFTNVTTDELAVPNWYESPTVQEYAKLSESGR
KQFRGPLLIISGEADIVVPLFDAVEPAVDDTCTMLKQGHWSESLELVTYSAMDHFPSIQA
SQMKWLPWIKDRLTGAPAPKAGCVKSAVNGFRTDDTFQTAYPNFLEGWASVEESWKY
GL



>541_t gene=541_g
MRAFWLTALLSSSVLGAGQDNEAYSPSYYPSPWGDGKGEWADAYKKARDFVSQLTLA
EKVNLTTGTGWMQGSCVGETGSIPRLGFRGLCLQDGPMGIRFSDYNSAFPAGVNVAAT
WDRSLAYLRGLAMGKEFNSKGVDIQLGPVSGPLGRTPEGGRNWEGFSPDPMNTGVMM
AETIKGIQDAGVIACAKHYILNEQEHFRLVGEAKGYGYNITASASSNVDDRTMHELYLW
PFADAVRAGVGSIMCSYNQVNNSYACANSYTLNRLLKRELDFQGFVMSDWGAHSSGVS
STLAGLDMSMPGDTSFDSGDSYWGTNLTISVVNGTVPAYRIDDMAVRIMAAYYKVGRD
KFQLPINFNSWTRDEYGPIYAAVGPEYGVGKVNERIDVRGNHASLIRKIGAASIVLLKNT
DGALPLSGKEKFTAIFGSDAGADPVGINGCADHGCDNGTLAIGWGSGTSNFPYIVTPEDA
IKQEILSKGVGIVDSVTDDWAYDKIQALASQANVALVFVNSDSGENFIVVDGNEGDRNN
LTLWRDGDKLIETVASRNNNTVVVIHSGGPVLVGDWHDNSNVTAILWAGMPGQESGNS
IADVLYGYVNPGGKSPFTWGKARQDYSADVLYTPNNGVNAPQIDFTEGLFVDYRGFDR
ANVTPIYEFGFGLSYTTFEYRNIKIRPLRNAAPYTPTTGFTIPAPAASNFSTDWSDYLFPGF
IRRVPLFLYPWLNTTNPAASSGDPDYGLQANEYLPENATSASPQPLLGAGGAPGGNPGL
YEEVAIVTVDITNTGSVLGDEVPQLYISYGGPDDPPIVLRGFDRISLRPQETKEFSVVLTRR
DISNWDVVSQDWVVTRYPKTVHVGSSSRELWLEAGLPGLF
>567_t gene=567_g
MVAPDAIKPWLRAAPSSYVLTNANVVDVLNGTILKNCSVTIKSGIIESVIPNSPSKVTQKS
STQKIIDCKGKYLCPGLFDAHVHLMAVPGFTDLSKAFGNPNDVHLLRQPYVCAQMLHR
GFTSVRDCGGAHLALKEAIEDGVWPGPRLFIAGYALSQAGGHADYRGPHDHTQCCGLG
TTGLGRVCNGEAECMTAVREGIRTGSDFIKIMASGGVSSPTDKLEHLQFTPREIRAMVEC
ADQAGTFVTAHAYTPKAIRHAINNGARGIEHGNFIDPDTAKLMVEKGVYLTPTLITYAE
MASPNWEGYLPIESQTKNTEVLQAGLTALKIAAEAGVKMCYGTDLLGPLGAAQSKEFK
LRASVLSPLRVLQSATINPAEMMGCADTLGQIQKGFKADILLLAANPLEDVTILDDPERSI
LAVMKEGRIYKSRWEGVEEDAEIPVRVKAAL
>596_t gene=596_g
MQSNLFLLVLTALSTVSAARSVLNQTQTPISPDSTTTEKRGRSCDCYSVSGPDPGYFQHH
KFWDFRQVPLNALAAKDFHFQPATQADVAATQQNIDFNAAPILLKDTPFAADWLIQDW
QRSGSLLFPIPIANSNKNAFLTRSLAGGSSFLAMRTKRFEKYSSTAEIETGIRNFMHVSFRV
RLRILDNNEPILSPPLLENTALGKRNDELTDMRIQEDPLVQRIVSRLPPSTGACVGIFTFFS
RTSESDIEILTSDPPNRAHYANQPDYDPIRNVVIPGSQVAVDAHVPWTTWSTYRLDWFPG
MSRWYVENQLQASLAYGVPVDPSRLIVNIWSDGGLWSGNLTVGDSVHLGIEWIEIAYNL
TGEAPRPCNTVCRIDNVVRPGVPEM
>623_t gene=623_g
MSSLLTVLLTLNLPQQGHCHVHQPRQVASSIASINQSTWNAFNATVSGHLHNGEPMMAP
CYTDYDGLLKIPEVAECSVLQSERSDTASVSDYFGGYINVNWGSCQATGQSCALSSLLN
PDTITPVTTECYQGSVPSKYVNVQSVEDVQNIFAFVQEHNLRLVIKNTGHDYKGRSSAPD
SIALWMHNYQPDIVLETSFTPDGCSAAVGDVITFGAGQEFEGIYEFAHSHNYRVVGGSSS
SVGAAGGWITGGGHSMLSNELGLGVDNVQQLRAVLPNGTYVTANRCQNQDIFFTLRGG
GGGSFAVIMEMSTLAHPESTTQVAEVTFASLSANNATEFISLLVANANMWASQGWGGYI
QPGLVGSQVSSFIMATSLLNHTEAVISMQPILTFVSRFGTLANASVTTFDTYFDVLASLTS
TGLSAVPAGGVAISSRIVPRESFLGLKNQTELSTILNGIITTNEVENLVSIVPLFICVTAPTL
YSQNLPMTDLPGGSGAASVTPAWRTGLWHVIHLRVFDGTTTEPAIVNAIWQAAHDTMD
PLRAFTPDSGAYQNEADPFETDPINTFWGADNYNRLLSIKREIDPNNVLTVHQGVGWDD



TDIRYSCYPDVIA
>633_t gene=633_g
MKLPSLLSDILLLLSNIQITVALAYTPDQVGFNLNENKTAANPLDYWGQWQDHEYHPSP
SNWRMPFYTVFLDRFANGDPSNDDANGTQWEHDILSNQLRNGGDVRGLIDSFDYLQGM
GIQGLYIAGMPHINQPWAADGYSPLDLTLLDRHLGSIDDWRLMIAEAHRRGMYVVMEN
TMATMGDLIGFEGHLNNSAPFSSHGYDYLWKTSRRYHDFQPGNEWLDECEWEYPRFW
DDSGSGVIETNLTRGCLDSEFDQYGEVSSLGDYPEWERQVTKFGFVQDRLREWRPDVRR
KLELFSCITIAMLDVDGFRIDKALQVTLDAQGDWSDSIRECARRFNKNNFFIPGEIVSGNS
FGALYVGRGQQTNQTMDNMTEIITMANASVPGLHLRSSAKVALDAAVFHYTVYRALTR
FLGMDGVFEAAGDPPTNFVELWNGLVQTNDMINTNTGEFDPRHLYGTSNQDVFRWPSI
TYGVERQLLGLFIVSLLFPGMPALVWGEEQAFYILDSTNSNYVFGRSPMTSSLAWQLHG
CYKVGSIKYNNFPTDSALHGCLDDGVSLDHRDPTHPVRGLVKTILEMRQNYPVLNDGFY
LEQLSNMTHDIYLPGSNGTRTETGLWSILRSRFAPTQDFTGQGQGNQSVWLVYHNDNVT
VNYQFNCSDEQRALVSPFDSGTTIKNLLPPFEEYDLQTSVHKLGLDGSMESNGCLSNMSL
PAYSFKAFVPKYAFVAPSSYITNFEPGHDARILSTVTTGERVPIRFTFSEEMDCDSIVSRLS
VTSTAMNGEVARFDNRSISCHSLPESQPATYQGTFPGIFNFSIELENVFDGIHEIILSNATSR
DQNHSTNSVDHFIIRIGSQENPMVWPNKANYSRSLLYSDDANIGTLRVSHKAPGADQWR
YSLDFGSSYSSWINYTSSNVSIPPKNWTGTKLQAWQGEHIIVQYWNRVTGSSNHYQHGD
LDWDNKPSRRFPHLWIQGDFNEFGYDSGYSSQMHLRNTTGRWEYNLMTEWPTQLSLN
AWGMNEDGHPDITQVYGDIDGDMILDRIRPISLMINVINVTEPPPWPFLSWKLSLDDGNL
KMSMIPHGSQKTQVVMFVLLGVFPPITAILAVWIYFKVFYQVKRIIFGVTRQSFCTHAQQ
LTDHNTTEISSRIDNNVSTFVNMLRNYINRSPPTQLTHNRALNANAGECRRTVLIATMEY
DIEDWGIKIKIGGLGVMAQLMGANLGHQNLIWVVPCVGGVDYPVDEVAEPMKIKILDQ
SFMVHVQYHRLWNITYVLLDAPIFRAQTKSEPYPGRMDDLDSAIYYSAWNSCIAETLQR
FPVDLYHINDYHGAVAQLHLLPRTIPCCLSLHNAEFQGLWPLRTPEEYGEISRIFNLNPLI
VKKYVQFGDVFNLLHAAATYLQIHQSGFGAVGVSKKYGKRSWARYPIFWGLREIGSLP
NPDPSDCVESNQDALATEAEVDPAFETMRLDMKTEAQRWAGLEQIADAELFVFVGRWS
LQKGIDLIADVFPSIMESSPITQLICVGPVIDLYGRFAAIKLSKMMEMYPGRIFSRPQFTAL
PPCIFSGADFALIPSRDEPFGLVAVEFGRKGTLGVGSRVGGLGQMPGWWYAIESMTSKH
LNRQFKQAIYEALNSSASDRAIMRAWSRRQRFPVAHWIVNLEVLHLNSIAKHRKHSKQE
DLCRPSSMPIEFLRQIGHYRKPASQRTEPHRTVISQAISLFGVEHENSSTDENNSQLAEGIV
SVDHQWPLQVPGSINYPSSEISDIPSTSRQSGNESSRNSTAVSLEGNSSKNISVFDQISALPA
YAISNSHLSLRDQSRNSSSLSLLSVDNIIRENRTLNLQKVNPFFTDSSGRYALRFEKRLARL
NGKNSEDQFCIEQFLSKSEKEWFKMYRDMKLGRTLTPSRAATSVLSPITHITSSDEIIHGSI
STDPEKPLEGADMSKEELKLPEGYVPPSGLKKFMLCRVGDWPVYSILLSFGQIIAANSYQ
ITLLNGEVGEPAEKLYLIATIYLVFSIVWWIVFRSLRSIFVLSIPFLLYGLAFAFIGISPFVTA
SSLGRWWIQNVATGLYAAASSSGSLYFALNFGDEGNTSAGSWVYRACVIQGTQQVYVS
FLWYWGSRLAAQSQVGLTRTSLADSHPVLLTGVGLGIAAIMWIVGIVLFLGLPEYYAQS
PGKVPAFYKSLQRRKIVLWFWYAVFIQNYWLSAPYGRNWLYLWSSKHAHSWMITVMV
LIFFIGIWAIVLWVLGILSKRHTWFVPIFAIGLGAPRWCQMLWSTSNIGSYVPWAGSAVA
SSLVGRGLWLWLGVLDALQGVGFGMILLNTLTRFHIAFTLLAAQVIGSIGTILARATAPN
NTGPGDIFPDFSAGVRDALSKADFWLCLMFLLSVNALCFMFFRKEQLQKP
>651_t gene=651_g
MILLLIITGFFSLVCSALPVNEALPSVLDNQEEYASSLALRDTEYFTLRIMPLGASITQGYL



SSDNNGYRKVLREQLRYSGWPVNMVGSLEDGTMLDNNHEGHVGYRIDQITAVVENNIS
EMPNLILLNIGTNDALQKYDTDSAGERFDSLLTFLYGAISNTTIIMSTLLPNTVEPDLVAEI
NEQYHDVYDNREAAGDRIVLADMYTFLTTDDLQDGTHPTDYGYEKMASVWWSAIQTA
LNNNYLSAPIDTGVSDFPNNTCEQTYDSSSTDNYAQTQDETGTDDGNYVHTSQDMGRL
LDIASVAEDIYQGVNLAQLVNVYGAYRENALDELVWTHDGDGTYMFLNENSGNFGPSV
ELDVKIPCLAKGVHWGDVNNDGLDDFICIGADGAMYVAINQGASNNVPTFEDIGQVMA
APGGNMTQTNVRLGDIDGDGRIDYCLIANNGDIQCWRNGGQGDAPTSTYGGYWQDLGI
VFTGKGMGDIAGVRFVDINGDFRSDWLWVDDTGKVTTYINNRGTGKGSLVPEWISAGV
THAGMGVAGARDRVKFGNVYAGNGADYLYVESVESASYASIYDNYAHVWKNTGHGG
TTLKGDGDYYCDMRGTGMDDYVWISPDGVGYLYGNTLKPPNWDPAGLEIFDTATERK
ALHLADFNGDGKCDLWLVDRATGAAEVWINNWDSSTMNWDKRGVVTGEATCTQGW
GVGLYDIGLRFFDINGDRRADYLCMEPDGRTTGALNLGENNFQDIGQIKHSEGYDRANH
QWADVNGDGLVDFLWVDKFSGDTSVWQNAGQMPNGTLIDGSSFQWTPLGARYEGED
RGANIHFPNIGGLGRADYQQVIPRTNVAYTWYNVCPGGGISALDDESASIDPDLPAYSGS
>653_t gene=653_g
MGQSVFQIFGFPKSVNYSISHWLQSVQDDPLLQHRTTPELPRSADIVIIGSGMTGTTIAQNI
VRTWPEKKVIILEARLFCSGATGRNAGHCKPDQWRGFKNYEKDFGTEQAIKILQSEQQT
WLQVVQYIKENNVDCEHWSGDTLDVPITPRAARIAKETFEQYKAAGGKVDHIKVIEDPE
EAAKISQVKDAQACYAWSASTLHPWKLAAHIMRDNIEKGINLQTNTVVSAVIRSEQHQD
KWVVKTDRGDIECSKVVHASNAYSSAIEPSLRGLITPYPHMCNRVAFPKDSKNLSALKG
SYGILLGQDNLITINPRLNGDGAILFGGSNPGQNEFWKWLEKNPYRYIDDGMTGFDSISK
AIHEFAVEELKGWSTEEIMKQEETYKNAWSGILGLVSTLLSAAIPKLITLRFFRAQTDFPS
LGSYLDFRASGFVLGTMDTCLVEDPVTRTYRPRNYVEGLEKRVAFLENFLKQCHPDLTT
SDLVEHHGSQPEYSPNSIPSAQQHIERPNHQVINQSGSSRAKDDNIQEDDNGVEKLASKV
GLLSLSAAGAEPQYLGTSSIFAFSRLINSTLRQVVAPDLATTSALDTTAKRSSLLPLPCLLP
DYISAVQLSSVYFQNVNTHYPFLHEATFREWESMLREESAGLETCPPSSISLFFLNMVYA
VGALLLPNLGYSAESLYMSALMYIDDILVHDNLEAVQAILCCAIYSLRSPTGTSHWKLA
GLALRQCIDLGYHRNTKHFSAPTDVLRAELRKRVFWCAYVVEIQAAVMLGRPLGIPYQE
IDAEYPIDIDDSCITDTELMGTPRTSPSDAPNNMTRAIHTFRIRRLLSRIHTHLYSRPDPRCF
GKHNQQIDVQNIRAEIEKWRAEIPPTPSHANEELVLFTTEDWYDLEYNYTILQLYRAQIID
HRAETTDGAFLDCVKAAESICQSYRRQFVGKRQSCTWTALHELFLAGLTYLHCLWTSSA
AQEACGYGKANATCNDCIITLVVMAERWDAAAPYREIFIALANRTMSMMSERIVESASR
NMTSAGPENHDKEDVTEWMRIVADAGVLQGYNGLLTGLTRD
>661_t gene=661_g
MHNIGQASLCVLLTLGTVWAKSTPPYKNPHLPVEQRVADLLGRMTIEDKMAQLMQGDI
TNWMNQTTGAFNSSGLVANMEEKAGSFYVGYPISWEMLTSNIQKGQDYLIHNTTLGIPA
LVQSEGIHGFLIGNATIFNSPIGYGSSWNRDLVQKMGQIIGQEARALGVTQLFAPLADLA
RELRYGRVEETNSEDPYLAGEIAYNYVKGLQSQNVSATVKHYLGFSNPEQGLNTGPVH
GGQRELRTTWAPSFKKAIIDAGAWSIMSAYHSYDGVPAVADYQTLTTLLRGEWGYEYW
VTSDAGATDRLCAAFRLCQDSPIDSEAVTLAVLPAGNDVEMGGGSFNFKTIPQLVASGK
LNSSIVDTAVSRLLRAKFEMGLFETPYPGAPADKWSDLIHTPESLQVARELDRESIVLLEN
HNSTLPLKKSGSIAVIGPMAHGYMNYGDYVVYQSQYRGVTPLDGIKAAVGDKATINYA
QGCERWSNDQSGFDEAIEAAKKSDVAVVIVGTWSRDQEQLWEGLNATTGEHVDLSDLS
LVGAQAPLVKAIADTGIPTVVVFSSGKPVTETWISNSTSALVQQFYPSEQGGYALADVLF



GDYNPSGKLSVSFPRSVGALPIYYDYLNSGRSIGDSGFVTENDTIVFGHQYVIGSPLPWYE
FGYGKSYSTFNYGTVNLDKTNVTATDTVTVSVDVTNEDTSRNATEVIQVYVVDEYASV
VIPNRQLKGFDKVVFGAGEKKTVQISLDVSDLGLWNVNMQYVVEPGAFNVLVGSSSLDI
RGNATFYVS
>662_t gene=662_g
MKYLTSLTLASLTGLTLASSSAGDISKRAEFCGQWDTATDGNYIVYNDLWGESSATSGS
QCTEIVSLSGNTLTWFTSWSWEGISYDVKSFANAEYTITPKKLSAISSIPTTWKWSYTGSN
IVADVAYDLFTSSSSSGSAQYEIMVWLAALGGAGPISSSGSTIATPTIGGISWKLYSGPNG
ATTVYSFVASSEQTSYSGDLLAFFKYLEEYEGLSSSQYLLSVQAGTEPFTGSGAELYSTYS
VTVN
>670_t gene=670_g
MVSKTWNVGIIGYGFSAKIFHIPFITAVPDFKLYAIVQRTPTPENDAEKDFAGIKSFRSTDE
LFKDANVDVVVITTPPDGHYALAKAALEAGKHVVVEKPFVPTHKEAEELVGFAQKHNK
LLAVYQNRRYDADYVTLSKLVKNGSLGRVVEYETHFDRHRPELATSTTAWKTKITEAG
AIYDLGVHLLDQAVHLFGLPKRITAFVGSQRVNNPTGLEDSFTTLLHYDSGLLVTVKAA
VVSPEEKQLRFWVRGDKGSFKKFHLDIQEDQLKAGVRPGDSGYGLEPSDRYGVLTTIDQ
NGQPSAEKVPTVEGPTWVEYYRKLARALAGESELPASGAEASQVIRLIELARESSKLGKT
MEV
>369_t gene=369_g
MSLRRTAAHSPALTSKNNLLVPLIDSPLPSPVLPSIIPSHGKRPPGGGKRKAFRIFRLLAVC
AIIIILIRTPLSHPLRVLGLVQRWVVDDRNYQLPSTLPVTASPVIMTNEQGRRKWTVHIPA
GMEFPLSPLQIADLSSQCFQMSQQVSDGKYQPFDYSRSDPNFIDITDRQVARQVTGLLST
EKTVMQKRPNPYCDSSLTFVMQSEDAGLGTTLMNLWISYGLAQKQGRKFFIDDTNWAY
GKFSKYFKSPPKPKCRQPPPAYRLPCPLQTRHLVVSSSNAPWIFGENFKEFFKSHFALSEP
RQREIFEMARSGYEALFHLVGEDASYLQQRIQGLNRDVRSKGGIAIGIHVRHGDLHPLEP
QYKDSYIPLDVYAKRTSTIFHAHLQQAHGDTALSQSMASHSKVMLASDDPDVYTSFELG
GAERAQSYIALASKSALDAASNEGVSNEHVGWEGGFFQDMFWSLGVKASDYSELGGPF
PSNRGPTEPKTLSVESVAEQRRLRPSEESLQVREWIGRAYLLDVAVLGQSDRVICDVSSA
SCRLLAVMMGWKKAITHKSWQNIDGNWHWSFVIP
>724_t gene=724_g
MGLSSIFVAVSALLAGGAYALPKADPVTFDIRDENITLARRSEAVNYNQDYIASGANVQ
YSPNLGAGSFSINYNTQQDFVVGLGWQPGDTTPITYSGSFSASGVGILAVYGWTTNPLVE
YYIMETHDGYQTVGTHLGTVTSDGGTYDIWEHQQVNQPSILGTSTFNQYISIRQSPRTSG
TVTVENHFQAWANAGLQLGTFNYQVIAVESWSGSGSGQISVSKGASVSPTSTTTSPGGG
TTSTTAPSSGGTGSAHWGQCGGLGWTGPTTCQSPYTCTTLNPYYSQCL
>729_t gene=729_g
MQWRQSVFALLLTLSPALAIWPAPVNITTGKNVLWLEDDVLVTYNGKPLTKEATSEPSS
NEEVLYAGVQRTLDNIFHNSYVPWKFYPRNALESTEPSVEATKTHIRLLNITLGREDNTD
ESYEITITNIGSASIEANSKFGVLHGLETFSQFFAKHSKGGIYTIQAPVRVSDKPMYEHRGV
LLDVSRSYYSMDVIYRTLDAMSWNKLNRLHIHVTDAQSWPLEIPSIPSLSNEGSYSSETV
YTTTDIENIQKYGSLRGIEVYFEIDTPGHTSSIAFSHPELIAAFEAAPYILYCNEPPCGTLRL
NDSAVDTFLDKLMGDLLPRLSPYSSYFHTGGDEVKYNAYTLDPTVGTNNSDIINELLQRF
YNKQHARVRAAGMKPMVWEEVPLNYNVSIGSDVVVQTWLSAGSVKTVTSLGNRVIDS
GYDYWYLDCGRGNFLNFNNGEDYQMNYPFPSWCDPFKNWILVYSHDPSAGLTKNESSL



VLGGEVAVWSESIDDVTLDSLLWPRASAAGEVLWSGRIDPATGQNRSEVEASIRLSQFR
ETMVARGVGASLVVMPFCTQGMNGTICEVSA
>732_t gene=732_g
MITTPLLLIGIQFYFGTSTASAPTSGAIACTNLTTSLGSGKVSSNPLDLRYIASREDYWNAL
QSVYQPSCIVYPTSAQDVSIALQAIRVSNSRFAVKAGGHNTNNFFSSVDNGVLIDLSSLD
AKTYDPSSTLATYEPGRTYGELYDYYAQFGRTILGPTLAGVGTGAALGGGLSYLSPQYG
MACDDFRELEVVLPSGEIVVASPESYTDLFFGLRGGGGNAYGIVTKYTVQSRPVGQFFA
GNLVYIFEQNDAVADAIQSFMQYNPDPKASIIATYLKLPTPDVNLNLDEAILMFLVYDGP
DAGDLFSNFTSIPYVLNTISIKTYPEVINMPIPFLTELTRGDNTFRVGVHRVVNDDSYKTII
DAWRNWAETNKGSYELLTFDYEPVPKSLTDASNGQNGGNAMQMPDGPWYWIGYILET
PPGMSQVDYDAVQTSFADMVDSVGNAKDLPLFVNDASFDQNPLATFSTYSDLQQIKAK
YDPDGFFSQKTGGWSFA
>736_t gene=736_g
MSFPEHLPDWNNLKVIHKGTLPPRAHFYSYVCDEKALTLDRQQSEYLSLNGTWKFRHD
ESPFEAPDWENADPLSWDDVKVPGMWQLQGYSHPTYTNVNYPFHVNPPHVPLLNETGS
YWRQFVTSQTWDGQQIRIRFEGVDSAFHLWINGKQVGYSQGSRNPAEFDITTFLHPAGS
ANTIAVRVYEFCDGSYIERQDQWLLSGIFRDVGLLAFPKESIIDFFAVPTLSDDFSSGELTI
SVKIQGKEGDLQAKLYRTDGTLLKDSTFSTTESHTIQVLGEDLKLWSAEHPVLYTLLLSF
KGRTIPQRIGFRRIEQKDSNFLVNGKPIILYGMNRHEHHHLYGRAVPYECMRADLILMKK
HNINALRCAHQPNDPRLYEVCDELGLYVIAEADLETHGFDPVERNNIKNQHLMTEYEIQ
ETSYKMAKKWTSDNPAWKDAYLDRAVELVERFKNFTCIIFWSLGNEAFYGQNHALMY
KWIKETDPTRLVHYEGDRDAVTADLYSSMYWSLDTLKAHIKEKTDKPLIQCEYGHAMG
NGPGGLKEYIDAYRSEKLLQGGFIWEWCNHGLLKRDGDTSYYAYGGDYGDEPNDADFI
LDGMVFSDHSPNPGLVEYKKVIEPVTVQLKGNQLELKNHFDFSTLDHLTVSWHIVNETG
KTEPISWELPEIKPGQSKLIDLPQGVSLGPDASWLALNFCLRNSTVWAPAGHEIAWAQVP
LFEKQVLSIPSFPGSAKSTLSISEGPGRLYIASEAFASRFTYDLVRGNLSWSTDTGKIFNSG
PQLGIYRALTQNDLGLEGPHIEWERFRVESTRMLVQAVTWHCNDDGTVNIQTNVRVAP
KVLEWALEATLIYTITDSSVNLHVKGGFSGTYPKYIPRVGLTVRLPRRYDASTWFGRGPG
ESYRDKKSAARFGKYTASLQDGLQTPYEWPQENGNRTDTHWARIHSSSPDVSYAASAE
ALAPVPELEVRMDFPFNFSLRQYSIAELDRAKHPHELSELVDESELNIDFAHHGIGTASCG
PGPFDGHRLEAGPFEFTVMFRLIDLK
>743_t gene=743_g
MIYGYNSKLSSHGVDTILDYGRGLMEEIKRIRNTKELQQRPLFFIAHSFGGIILAHCLIRAI
STMEEDHPAIASLHQATRGMLLFAIPHKGLVMDDIQQMLAGDRPHLREPLLQQISRTLDL
LVDLLADFKNLIRDRNVVIFYETEQTRQLVFDPGSSQWERTGKVITTGNTNSAILQLPDY
VKDRVPLHADHSMIVKFDTRNAFGYQIALNKLRHFVQDTPQVLGARSSASLLQPCSTVP
FERDPMFVGREAVISAIKEIHGAIGQHHQRAALVGLAGVGKTQIAIEYTYRVRESTPGTW
VFWIYASNAARLEEGFQHIATVAEIPARDDPKINIAQLVYQWLCDPRNGRWLMILDNAD
DDSIFFKGNASDERGPLVSFLPQAVHGSILITSRNGIAARNLVGSEGHVIAVQPMNKEESL
ALLRARIPGPQSGEDEKALVQALEYIPLAITQAGFYIANRSPRVTVSRYLQLLHESESNQT
YLLQHEEAKDLRRDPSIRHAIITTWQLSFEQIRHDQPAAMDLLALMSMFDRQEIPESLIRA
NGDWLQFEDAVGPLIGYFLVRVEIETTSFDMHRLVQLSVRRWLEIHLELARWRKKSRAI
MALTFPNGQYENWTECQRLLPHAKEVMKTISDDEEDRLHVATISFHCGWYLRLRGAYE
EAEAMHRRALEEREKVLGREHPDTLASVDNLGLVLSRQGRYGEAEAMHQWALEAQEK



VLGYEHPSTLTSIDNLGLVLSSQGKYEEAEAMHRRALEAREKVLGLEHPDTLTSVNNLS
LVLSRKGKYNEAEAMHRRALEAREKVLGLEHPDTLASVNNLSLVLSRKGKYNEAEAM
HRQVLEAREKVLGLEHPDTLASVNNLGLVLSSQGKYNEAEAIHQRALKAREKVLGYEH
PSTLASVNNLSLVLSSQGKYREAEAMHRRALKAREKVLRCEHPSTLASVSNLGLVLSSQ
GKYEEAEASSFSELPAFQRAATITTTSQYVSDRIFSAEQMSSLETQTSLPSELEDVQTVFSG
TFTMKGALKEIYIDELVRELVRSISSFQTTPLVVRRVAEVMPDCLKAFSLRLESGKSFQQG
HLDVTAFIRKYRQDISDAFTKAALDDSSVNDAAGDSSPNETIYNSTTSWETRARANVPLH
DIMTHWLRYEVQDMNDNAWSPGDFNLHPIEDKDKDIDTNSGAKTDEALDPVMPELKK
YRECIFGNPAYEWFLRDLQKHCDLVPSSPDLSSEIRKAILQALPSQTTFTRQEPSNSYKMT
YNMDWDLVTFLNEQEYSEESHQALPLVITVTGSREAAQALTCSQYLHQTWPSSAAGILD
LLQTLLFLEEKNKATGDLPDGTKLAAWLYFSERLRVHRVAVEVVGSTYSVIEVGELLSW
LGSALQLSPYPDQIAYCRPRVSQFQTIRRSHGKEESQYAAEGSAEIEFTIDKKGHSPSINGE
CWHGLFRNCVVVEGYPVSRRPEEGAINGLEIPLGMMASLAQAKYVNNFLGVPIFKGFSA
MLVPTDVHNELVSWHLVYNKNGDRISYLDSGVTPAQGLMVGRLSQTRHVLGWCSDAR
YLAGTKDAKYEVGRSRLPKPRENGIFGQTFISSGQMITGGAPFLVGYKDTPFHVSRAGYI
RKLKWIIKKSVVLWDEETKRGWLLNAASALLHLVRASIMHDSTGPLSSECLFQWEKLEE
APADTANVPGSAIKVLLNHNNRALKIYEGKNDLVKFEDRVEHFLNMLEQIFDYEVYAV
GPDGDGYNSKSIPRAHFEGWDFHDLATESDPLYPRLANMAPKGKAWIDFTRSIHAINLL
GSDFGEILEPLNSSCPHWASLPKGQYYLAAGIADLRMIVEYTGDLTANPIRLNENLVWH
NPERIFHFCRCVDATASYTDIVQYDLRQEHNTTSSVGSKSDYAPLSSSDVPSVEGTIQTSS
VKNESTKPKSLSRSYTRWNLETLRAEDYAVGIVCALPLELLAVRALFNQTHPNVQFSAA
DTNHYALDRWGRHRVVAACLPDSEYSTNSAADMASNLRRSFPSVKFYFMVGIGGGVPS
STNDIRLSDVVVSKPIGITPSVIQYDMDKALKNGVFKQNGVLHAPPRLIMTALSNLKSNP
YLSENPLKEYINEIRACRKEYQYPGSHRDRLFSSQYLHNSRHVTCDRCSDAHVIVRPIRSN
PYPRIHYGLVASRNSVIKDAILRDKWSTEKNILYFKMEAAGVMNILPCLVIRGICDYSNS
HKNKSFQEYAAATATSYAKLLLSYIKDSSEMDGIALRSIRDDQSLFDAFRRALTLFPMHG
T
>786_t gene=786_g
MRLFFCLLALLGSMLATAAPTPGQFSQVTGNWGSNPTNTGFYIYVPKNLASKPGIIVAIH
YCTGTAQAYYQSTPYAQLAEQYGFIVIYPSSPYSGTCWDVSSKAALTHNGGGDSNSIAN
MVTWTTSQYNADTSKVFVTGSSSGAMMTNVMAATYPELFSAAVVYSGVAAGCFYSAS
GQADAWNSTCAQGNVDASPQTWAGIVKNMYPGYSGSRPRMQIYHGSIDTTLYPENYNE
TCKEWAGVFGYTYTAPQQVETNVPQSQYTTTIWGSNLHGIFATGVGHTVPVNGARDMQ
WFGFA
>787_t gene=787_g
MFNKAAVAALTTALFFRAYAIDAEITVDLQTRYQSVDGFGCSQAFQRAEDIFGKYGLSP
KNQSYVLDLMYSEERGAGFTILRNGIGSSNSSLSNFMNSIEPFSPGSPTSKPNYTWDHYNS
GQFPLSQQARARGLPYIYADAWSAPGYMKTNQDENWGGFLCGIEGETCPSGDWRQAY
ANYLVQYIKFYAESGVPVTHLGFLNEPQEVVSYASMGSNGTQAAEFVKILGQTLEREGI
DIELTCCDGVGWNEQEAMIPGLQVVGSDGKSAEDYLSVVTGHGYSSPPTFPLSTKRRTW
LTEWTDLSGGFTPYTFFADGGVGEGMTWANHIQTAFVDANVSAFIYWIGAENSTTNSG
MINLINDEVIPSKRFWSMASFSKFVRPDAQRVKATSSEASVTVSAFENTNGVIAIQVINNG
TSATSLTVDLGQTQKKVKRVVPWVTSNDYDLEKLAKIDVKQNSFLTSVPARSLTSFVTE
CD



>788_t gene=788_g
MRHTKTLTAASLALLTCAAAQSADPGLGVNSNAQGATEQVTPGGGPNGSEDWLNTGID
GDGWNPPFMALGDIIHVDLNTFYSGFGSPCQQYDQYFQSAGSQYNVDPVILAIIAMQESS
CNADAGGPTPGLMQVSCDNYPNGVCTDSIQDNVNAGTNYLVSQISAFNGNAIEAFGSYN
GWFTAGSGLNNNQGLTTSYPCSSEGQSNGEPQNLDYLQQIFNGWMMGLDVYGDDSWI
GEYQCAGQCNGNNLC
>799_t gene=799_g
MRWSSILSSALLVAGASAFPHHTHKKPTPSPSASSSVPVSTPSTVPIKAAAAATDPSYWL
ADITHQGNAPFAGSGYTVFRNVKDYGAAGDGVTDDTAAIQSAISDGGRTAPSSNTTTTK
TPAIVYFPAGTYVISSPIIDYYFTQLVGNPNSPAILKATSSFTGIGLIDGDQYQSNGKEGWIS
TNVFLRQIRNLVIDMTNIPGTTAATGIHWPTSQATSLQNVVVNLNADQGTQHTGIFIEDG
SAGFIGDVVVNGGLQGLNIGNQQFTMRNVTVNNAVTGITQLWDWGWTYVGLTLNNCQ
IGISFSSKADTQLVGGVNIIDSTISNVETFVNTSWTPTASPASAGNLILENVVLDSVPTAVA
GPGTVFLEGGSTTIASYGQGHEYTPTGPSTLSGTYAAGSRPTGLLASGTSNYYTKAKPQY
EAYTTDQVVSIRSAGAAGDGTTDDTAAINSALTSAAASGSLVFFDYGVYLVSDTIYFPPG
SKVVGESYPIIAGSGAKFSDASNPYPIVQVGKSGDTGTIEWSDMRVGTIGGTAGAILIEW
NLAGELGSGAWDVHSQIGGWQGSDLQLSQCPTTAAVSTACEAAFLNVHITSDASNVYF
ENNWFWTADHDIEDPTNTQISVYTGRGVLVEGSNIEMWGTGAEHHGLYQFQFSGASNV
VGGYFQTETPYYQPKPDATSGPYQSITTSPWSDPDFSTCLSGNCDALGLHITDSTDITMY
GLGLYSFFNDYSTTCSDAGNGENCQSEIFRVDGSVSGLNVYGYQTVGTTNMITINGTSTA
LYSDNLSVYPDSIALFSY
>806_t gene=806_g
MADMSSILLLNGTILALNGQGTVVPLRHHSLLIEGNRIFKIGKDLTAPSPATKMIDCTDKI
VSPGFIDTHHHLWQSQFKGRHADHTLIEYIPTGSMQAFNCTPTDVFWGQLGGCLEALDA
GTTMVVDHAHMNYSPQHNTAAVAASKSSGIRSIFAYSIASRVKCCVPNLTIDPCIAPEWA
IDQAVQLAETAPFGNGRVQVGLAFDAFFLPKDVIVDVFRRCRRAGTKLITSHYVRGAVL
GQTSVLETLDKYDLLGSDILISHATCMTDEDAERIIRGGVSLSSTPETELQMGLGYPVCFQ
EDIAEICSLGVDCHSNNGSSIPSQMRLALQAERGRQNQVLLQQGKAPKHQRTTAQDVFL
LGTIGGARAVKMAADIGSLEEGKLADIVVFDATSPAMVCAADQDPIAAIVFHSSARDIEM
VIVDGQIRKTKGQLIPVDLDMSSTDILERTRSRVEWSDVVKELRASRERILVQDERHGPG
AIECAIDEVAAALQVSKENLV
>861_t gene=861_g
MVDNWDPAKPLVARQPFKLIYTLYYILGSAASVPAWAILYLIPRLRPVSSWPYKTALNS
KISYYLLTFFSKIRIATPQPISPGKEADLFVALKPANDLRKTYAGLLDNPQIQPTTIGGFWV
PSLKQVATVSSATNENWVVLHFHGGAYVLMTPRDPTVQRGPKQLCEELPADAALCVDY
RLSSNPKSSHPAQLQDAITAYNYLIRDLQISPSRILVSGDSAGAHLAILLLRHLTTHPEIGLP
LPRALLLHSPWLDLTPKGTSVDSMPGGRDYISDAFLQWGATTFTPSGSSRDVDFVSPFYH
PFASPIPIWVQAGGVEKLYSTIAEWVGKMSNAGSTIELYTMEDMPHDVFHFSSDMDLEA
QARDAIRAAKGFLERTR
>885_t gene=885_g
MANTEGQLRDNAFTLNGNAYEIEEHFKRLAVPHLLTAKNFNPQSWTAHGRSTDAASSRI
INEGAVKKPPVTSLGPLAAFSLGTAASKHDGNSSSIYYDFVIVGGGTSGLVVANRLSELN
NITVAVVEAGDSALNNFNVSNVLGYSTAFGTQVDWAYQTVNQTYAGGLKQTVRAGKA
LGGTSTINGMSYTRAEDVQIDNWEAVGNKGWNWETLFQYYKKSEGFQVPTEEQIAQGA



DYNASYHGLNGPLKVGWPTSITNSSFFPVLQQTFEKLGVQYNPDANGGKMVGFTVHPD
TIDREMNVREDASRAYYWPYETRSNLKIISNTRANKIIWSNATQGEAVAVGVEVNNAYG
TQRIYANKEVILSAGALRSPALLELSGVGNPVVLSKYGIPVKVNITTVGENLQDQTNNGL
SWEGVETLTGLATFSALPSVNQLYGNNVTALASYVESNLVEYAQAVSAASNGAVKESN
LLEAFNLQYDLIFKSQVPYAEVVFSPGKQSLAVEYWPLLPFSRGSIHIQSADPSVLPTINPN
YFMFNQDAEAQVTVAQYIRKALGTAPLNSLVRNEASPGLNILPANASSSAWDSWIKANY
RTNYHPVGTNSMLPREKGGVVSPELKVYGTKNVRIVDASILPFQLCGHLTSTLYAVAER
ASDIIKESHQI
>932_t gene=932_g
MAHLTTASDPAPLPLPPGITSRQIDFRAYGHLSYHVLEAGSPTDPLIILLHGFPDLAFSWR
KVILPLANADGGGRGRRAYHVIAPDQRGFGRTTGWDSRPYEQVDLHNFATTLYVRDVI
ALVNALGYSKVECVVGHDAGAVTAAACAVIRPDVFKSVALLTHPFNGVPRLPFNTIDTQ
GSSSFPPAKAEIAKPSINDKLKVHNRKHYKWYYSTHDAIGDMAGPTTAGGLRGFLRGYF
HVKSGSWKGNNPYPLVKKGESSRQLEWPIDEVVKMPEYYIMPLDATMPQAIEKLMKEE
SQDASKDWLPDEDLAVYVNEYARTTFQGGLNWYRVQTDDGGKKPELKHDLDIFAGKR
ISIPCAFIGGDKDWGTYQQPGAIEKMTGEGKEVCDDFRMLRMVQGAGHWIPQEKPDEV
VRAILEFIDF
>936_t gene=936_g
MSRQPGSSYPRGDVSPIISDVQSTSSQISPVSDLPASRSFRNHPSGRQEVRGLNRAAPSQPG
NINTDVPPEPPQHRIMGSPPDMTDNNRPQIDRSTSLRTNTTATPGADNMSAAAVGGGISG
IAYDVASRNQRESGLEAVRTIRQGQQGYGYYDGPSDRNYSDVPYEATNNRHSQVDPSG
VHYSAGLPLGGTALAAGTPPQVGTPSLSASNSSHLSVGELYPRYPSGGLYDGPYHSYNS
HDPTVINPNDIADDGDDDIMNAPPEQQRRSWFGKKSNQGLAAGAAGGAAAGGVFSAV
NSLRGGPTTYESVPTGAGGVGQTSYEKDAFLTRQADIAAAKKRKRWLLTILVGLAIVAII
VGAIVGGILGSQKHSSAASDSNKGSGSSSDPGTNTNTAAGDLATNGDLNKDSPEIVKLM
NNTDLHRVFHGMDYTSWGVQYPLCLKYPPSQNNVTRDMAVLSQLTDTVRVYGTDCNQ
TQMVLHAIDNLGLTDMKLWMGVWVNSNETTTERQIETLYDVIDSMNDTSIIEGVIVGNE
VLYSGGFSDQTTAQTALITYMENVRSNLTAKGLKVPVATSDLGDNWTADLLAASDIVM
ANVHPFFGGVPVDQAASWTVDFFNTHDVSLTSGTNKDAIISEVGWPSAGGNDCGSVNC
TDSTSGSVAGIDEMNQFLSDWVCQALSNGTKYFWFEAFDEPWKVIYDTPGKEWEDKW
GLMDSARVLKSGLKIPDCGGKTV
>948_t gene=948_g
MPSEEQLQGEESRLLLVSNRLPITIKRSDDGKYDFSMSSGGLVSGLSGLTKSTTFRWYGW
PGLEVPEEEIPVVQKRLKDEYGAIPVMIDDELADRHYNGFSNSILWPLFHYHPGEITFDEY
AWDAYKKANRLFAQAVAKDVQDGDLVWVHDYHLMLLPEMLREEIGDTKKNVKIGFF
LHTPFPSSEIYRILPVRNELLLGVLHCDLIGFHTYDYTRHFLSSCSRLLNLQTTPNGIEFQG
KIVATGAFPIGIDPDKFKEGLLKEKVQKRIEMLEQKFQGVKLMVGVDRLDYIKGVPQKL
HALEVFLSDHPEWVGKVVLVQVAVPSRQDVEEYQNLRAVVNELVGRINGKFGTVEFMP
IHFLHKSVNFDELIALYAVSDACIVSSTRDGMNLVAYEYIATQHKRHGVLVLSEFAGAA
QSLNGSIIVNPWNTEELAGAYQEAVTMSEEQKALNFSKLEKYVSKYTSAFWGQSFVSEL
KRISAQSKQKVSVRKASLLVPGVSTPVMNGDSEQTAPDEVVVVSSEGEAEEEGKS
>973_t gene=973_g
MPRVPFLGRLAWTEYLALFASLSLVFCEGFLRLVTLCLPDPIIRFFYQQSKALFNALASTQ
TRGLRAKTKSVAESIAQTVDFADLCSIYGYETEEHIVQTKDGYLLGLHRLPYRRGEEADY



VNVGENGTRKKVVYLHHGLLMNSEVWVCLTDEQRCLPFQLVERGYDVWLGNNRGNK
YSKKSTRNSPASTDFWNFSIDEFAFHDIPDSIEHILEVTKQPSLSYIGFSQGTAQAFAALSV
HPTLNQKVDVFVALAPAMSPAGLYNGIVDALMKASPQVVFLAFGRRSILSSTAMWQAIL
YPPIFVRIIDIALRMLFNWTGENISQHQKLAAYPHLYSFTSTKSVVHWFQIIRNQAFQMYD
DEVGGPLAVGSNSRYYKPVRYPTRNIRSPIVLIYGGSDSLVDIGVMLHELPRRTTVREIPK
YEHLDFLWALDVDKLVFRHVYDALERYACGQSTVEVPLQITGPETDSNGNQLSLSTPKG
EAEPNVPLRRHLRTDSLNSLSGRFSPNNLTYGDQDWRIDPSKAPEDVDLDTLT
>1033_t gene=1033_g
MISAGPAPDLKRFLQAGPPVVYFGFGSIVVGDPERLFDMIVSTVQAGIRAIVSKGWSNLN
GPPNEHIYFIDDCPYEWLFKHVAAVIHHVGAGTTDCGLLNGRPTVIVPFFGEMVFCACD
GPEPVPHASLTVESLTAAVKFCHAPGAEAAAQNIAVIMKGESGVIAAVESFHRNLPVER
MRCHAMPNQAAVWTFKRGKREIKLSKPAVQTLIDNNNINPKDLRECETNKIVIVNRRW
DPLTGILSATTKTGSAMLKSTGDGRPAPPSVLSLGQQDSDHGKSPLVVAGNMAGATLKG
FGNSPAYLSMG
>1049_t gene=1049_g
MPRAELLQRIRERLRTSLGHPPSASLFWGQRRTRFLIIAAVVLSFIFFFSHTDGDRYRIQAS
FRSETRIAKSVRLQRRAEVKEAFIHAWEGYKKKAWLHDELLPISGGHKDPFVGWAATL
VDNLDSLWIMGLKDEFEDALGAIEQIDFSRPNAERVPVFEVIIRYLGGLLGAWDISGHKY
PILLRKAQQLGEFLYGAFNTESGIPTPYYWWENAGTKIEGENGVIVAQIGSLSLEFIRLSQ
VTGEPKYADAIQRITNQLAQTQNSNALPGLWPSFANCMGESLSFSNRDFTLDSLYEYLPK
THLMLPSSSPAAQQYLEMYRIALDSFSKHLVFRPSLPGDPDVLLSGNANANDGFANLDT
AIQHLGCFVGGMVGLGAKINKSPTELETAIKLTNGCVWAYENTPSGIMPEIFHVNQCADP
TSCTWNGQGDGFTRVDDSSYQLRPEAIESVFVMYRLTGDLSWQEKGWRMFESVEKHSR
TSIAHARLENVMDPHPSKTDSMESFWLAETLKYFYLLFSEPDLVSLDQYVLNTEAHPFRR
GG
>1052_t gene=1052_g
MAKQNKYSVILPTYNERKNLPIICWLIEKTFREQNLDWEVIIVDDGSPDGTQEVAKQLQK
VWGTDHIILKPRAGKLGLGTAYVHGLQFATGNFVIIMDADFSHHPKYIPKMIEIQKESNA
DIVTGTRYAKRGDLKGGVYGWDLIRKFTSRGANLIADVMLMPGVSDLTGSFRLYKKSV
LEKVITSTESKGYSFQMEMMVRAKALGYKVEECPITFVDRLYGDSKLGGDEIVGYLKGV
FMLWLKV
>1092_t gene=1092_g
MGLDTIVRNGLIVTESGVLPSGQEIGISNGKISLIGYDLPEGPETNIIDAQGAYITPGGVDS
HVHLAQRNAPTGDTWETGTRSAVAGGTTTVLAFASQTKEMASLFPALDEYHGKARGQS
YCDYGFHFILTNPSPTILEQELPRIAKDEGITSVKLYMTYELYKLSDRQLLDTMLACRSLG
LTTMIHAENSDMINFLIQGLERNENTAPFFHAISAPKIAEDEASYRAIRLAELVDAPVLLV
HVSSDGAMKHIREAQTRLLPIHAETCPHYLFLLSDKLANHEHDAFHGAKGVCSPPLRHN
PEDLEALWRGISNDTFTIFSSDHAPSKYDHPQGKKAGIIDGIPKFSSIPKGIPGIETRLSLLFS
ESEGCLPKERARLSLARFVQLTSGNPARLYGLTQKGSIMPGFDADLVIWHPHSQGEKIIT
QEKLHHGVDYTPFEGMHVRNWPRLTMLRGEIVWDADKDRVTGVKGFGNFLKRENGR
VLVGKLGQLPAGMIEGERDLWRLKSVT
>1102_t gene=1102_g
MVDGYPNNAVAVIGMACKFPGADSLDEYWQLLDEGKSMCEPAPEGRFATTENRRHQE
KSIYNGNWVSDIDAFDHKFFRKSSREAASMDPQQRLLLQVAYQALESSGYFGPVEPRTD



VGCYVGVCASDYNDNVAAHPPNAFSTLGTLRAFLTGKISHYFGWTGPSVSVDTACSSS
MVAIDAACNAVQLDNCYSAIAGGVSLFTSPYFFQNLSGASFLSPTGPTKSFDADADGYC
RGEGIGLVVLKKLSNALADNDNILGVILSNAVAQSSNLVPITVPYSPSQTSLYRRVLKQA
NVSPEEVTYLEAHGTGTRIGDPQEYDGIREVFGCQGQREQPFHFASVKGNIGHTEGASGV
AGLIKTLLMMERRVIPRQGSFKQLNPKIKLEPNLMIPTSSVPWTAKTLIACINNYGAGGSI
AAVIVKEAPKLSTQKKSSPLALQARYPIFLSAHSPQSLSELASRLRTYINHLPSSSTRNTLA
DLAFNLGDRQNRSLSNIVATTVSSMSELDDQLRILSSVPDSAPAQIAVTNPKPIVLAFGGQ
TNRSVGLNPAVTEASGLFRSYLDECDRILKSLGSNSIYPGIFESNPRDDIVGLQTMQFAVQ
YASAKTWMDSGLRVDYIVGHSFGQLVGMTVAGILSLEDGLKLVHGRAALMQQGWGPE
RGEMVALDADLKTTQELIATSPPNDKLEIACFNGPKSHVVVGSNVAIDGLIDKLRVSSAV
KYKKLNVTHGFHSRFTDAILPALETLAGTLTYCSPQIPFESCSDGSSWSAPTPQLIAQHTRI
PVYLGQAISRIVSRLGSCIWLEAGSNSSITSMARRAVGDDVQSHSFIPLNLSSPGAIGSLAD
ATVQLWRNGHHRIQFWPFHRVERGYYTQLSLPPFPFEKTRHWLEWVEDKPVAAPAAIT
QGADKDNHNNQLLFSPTWLDANRKTARIRVNPRTDEWHRVVEGHAVLNNPLCPAPLYI
ELVARAIKILGLGEVSAFQSLEIIAPLGLSQDVDLALQLDQQTNNNWSFSFVSQQPNAPQ
QDPAVHATGAVTIASDNNSVKAEFDRTARLLPYSRVKELLSQEDGEAMHGALVYKVFN
RVVQYDDYYKGVSHVVAKSGQVAANVVLRNPPLSWATEQVCNPLALDNFLQVSGLHV
NSLRDCADTDVYVCTKIDRLSISPSFSTSSSQPGHGRWGVFSNLNVINDKQVENDVYVFD
ATTGELVLMVVGAQFSRVLITSLSRVLSRANNSSTSTIAAATTTTTTAPALPIPVTAPAPFS
ETPFASTQSPTTPSSATTKAKVVRKKKTPGIERELRQLLSRITDVPEEEFSGQATLEDLGID
SLMITEIVSEINTAFSISIPQEDLQDLVTFESLSTYLARRGAGGNSVDEEEEIVEKDDLPNPV
VLPKIAPAIPDTVRADSKRDESLRLQLAQLVASHLEVPANNFVRTTNLADQGLDSLLCM
ELASDIERSFGVRIDVTLLTTESNFGDLVDMVFGKGNGSEKPLISSSISSISGTESLGPSTPG
GTDTDYEQISLPDSGCNSIQAFEKIQFDYDQYANELGFIGFWKNVYPTQARLVLAYVVET
FRDLGCPLDALQPGQTIPLLPVLPKHDRLRGVFYEVLRDGQIADYTGKDYIRSEKPLDSE
TSAEIYSEIIRAHPQHAKEHELLHLCGSIMAKLVSGERDPLQLLFGTKKNKELLEEVYSNG
PMYRAMSQLLAKFLKQALSNRSAPVRILELGAGTGSTTKWVVDTLVRSGIPFHYTFTDIS
TSLVAAGRRKFSKYDDCMEFQVLDIEKDVPQKFLRSFDTILSTNCIHATSNLPNSLGHIYQ
MLRPGGFVSLVEFTKNMFWFDLVFGLLEGWWLFNDGRQHVLADEAFWERCMRNVGF
QHVAMTEGPSLESNTVRIITGFTNKATEPPRTASWIERKRNETDMETVAFNTTPDGVILR
ADIYYPSSSSIIGTSGLSSQKEWPVALLIHGGGHVMLSRKDIRTKQIQHLIRHGILPVSVDY
RLCPEVNIVDGPIHDVREAFVWARTQLSSLKLSASPYLKIDDSRVAVVGWSTGGTLALTL
GWTSDVKAPDAILSFYCPTDYEDPCWKAPNFPNKTEAEAQIEDYDLLEGVYDKPITSYN
VPPSKRATGGWMCPSDPRSRIILHMNWRGQMLPVLSNGLPSKEAFRKLSAEEQKQITRL
PQPSPEQIARFSPLAHIVKNEVHSPTYLVHGTEDDLIPWQQSQRTYEALVAAGVDAGISV
LEGQPHLFDLFSDGDGKKWERILEAFDFIFQHLGITSQQ
>1103_t gene=1103_g
MISFMRFVSILGLIAQLAAAAGSYNISSLVTKLSPGAEVFYPSSANWSEVTPRWSTNDAPT
FYAAIKPATPGDVQKIVRYASRNQIPFLGVGGGHGFTTTLGELKEGLEIDLSQFNKVSVD
ARNNRLTIGGSVRFEEILDPVYAAGKEIQIGSCPCVGMVGGSLGAGVGKYQGVHGLIIDA
LESVKLVTGTGELITVSKHQEPDLFWGLRGAGFNFGVITEATYQVYDLTNNGSVLNADF
EFAGNLNQTFFEFLASFNGKLPPKLALFGVLANDATNGPTILLNAVYIGPQDEGLAYLQP
LLELPYLRRNITQLTWNTVFDAHMFGSIAATCIKGNPQNNWSQGLAGIDVPTFVAYYNA
LADLWTQHPAAANAILSIEVFSPQKVLTVPDGETAYPWRDTAVQIILNFPVNDDTVTNFA



EKWVPEFTETGGFNESRVYVSYAHGDESLETKYGKRKLPRLTALKTKWDPHGLFSFNN
ALPIH
>1106_t gene=1106_g
MRAKTVSVVALTSVFASLTSGSTTGPSQNGPACCHDLKGILPADTFVSNSTEYNAEYHD
FWSSTEDLTPSCVFLPDTTEKVAQAVQLFTHLKCQWAIRGGGHSPIPGAANINGGILLGT
DHLNTIEINHQEGYVRVGAGNRLGAVYNATDPQNLVPIIGRYEDVGLGLAVGAGFSFLC
NREGLTIDNVLNYEVVIANGTVVNANSTSNPDLFWALKGGNNNFGVVTHFSLRTFPTNG
TVYGGNIVHPESSFDGVAELFYDYFTYQAIEDTLTHVMPSYEYIGSTDVTTAVSLVVYNE
AVDELPPILQPWIQVPSTSNTFSRRTYGSLAQEEGSGIFDGFAVDQRLFSVFPDRAFLKEA
WDIQLKWLRDRKDVPGLVGVQVPMPITPNQVAQGVAKGGNALGLDKTNEGKSIVVIL
MLLNFSNLSDLPRLRVEHNALMEELVDLAKKRGVYHPYIMLTYSGAGQQAIASYGREN
VAKLRKIAKAYDPSGVFQHLVPGGQKLPSD
>1112_t gene=1112_g
MHRHNLSATSIRKKVSFDLADLTDDSDLEEYRDDYKSDWSPRSAITAITPRRLRKYVIAS
LVFFVILYITFHRSHPPRGLSPYLNYDAIDWTQYAYTQYATDETYLCNSVMVFEALDRLG
SRADRILFYPKDWDLKVNSASDRLSQLLNLAHDRYKVQLEPVTMDSLHQFESEDRATW
DESINKLWAFRETTYRRILQIDSDTLILQNLDELFFLPSSTVAMPRAYWDSSENLKLTSLL
VLLEPSYKEYKALMDKVQGVEAGQLGTGREALYDMELLNERYGGSALVLPHRQYGLV
TGEFRTKDHQKFLGNDYETWNPDKVLSEAKLVHFSDWPLPKPWILWPLGQLAKMQPV
CDHNPGTPQESGCRDREVWKQLYEDFRLKRKDVCKLLSYPAPEWPPRPKDMSNLPNQP
PPQDLPPQAPSVDYKVDTNANIDATAESNSQVETIAKVEVDG
>1122_t gene=1122_g
MHKFQRRGSIFQIELNKNVADRCAWQGAPFDNLYAGISVQFNDSAAAVVAIAIRDTTYL
VDFYEHHFDARPEVKLTGREIIDFIISRLREYSEEHLERFTGLGMPEEIADRCPQLCSRLW
HELDIVPIAFAEGVPLFATSPKDQTKWNARCIDELTEAMSRRCVRFFGPSNNPILDVGYQ
GRVEVDCASRIRISTLDDYKPTVGPTTWEAVNHYASELKKRKIKIAFFSATPQGGGVAL
MRHALVRYARELGVDLQWYVPKPRPGVFRITKTNHNILQGVSAPEERFTEDKQETIEEW
LHDNARRYWLSSGGPLQKPSEGGADLVIIDDPQMPSLIPIAKSAAPERPVIFRSHIQIRSDL
VGTPDTPQHEAWTWMWNRIKHADLFISHPVEAFVPATVPKGKVGYMPATTDWLDGLN
KTLRDWDVASYGRIFNTLCHQTQTPLINYPDDEYIVQIARFDPSKGIPDVLESYARFHELL
KENGIENKPPKLLICGHGSVDDPDGNLIYDATLQHIETRFPHLKDLICVMRLGPSDQMLN
ALLSKAKIALQLSTREGFEVKVSEAIHKGKPIIASRAGGIPLQVQHEKNGFLVEVGDREA
VAKYLFDLWTDQDLYDRMSKTALETVSDEVTTVGNALCWLYLASHLTAGKPVKPNER
WINDLAREAAGIPYQKGENKLKRAVRVENMG
>1126_t gene=1126_g
MKQTISREWILGLALTAVMVPNVSADLTTTISSTTNWGTWEGFGVSLAWWAKAFGTRT
DLADIFFSTKSTTYNGQSIPGMGLNIARYNAGACSWNTFNGSAMVVSPDIIASRQMDSY
WIDWSSASPSSSSWSWSVDANQRNMLSLAQARGANIFELFSNSPPWWMCLNHNPSGSN
DGSSNNLQSWNYDQHAVYLATIAEYAAKNWGISFQSVEAFNEPASDWWNGETGTQEG
CHFDVSTQATVIGYLRTELNNRGLSSTLVSASDENTYDLAVSTWNSLGSTATSNVNRINV
HGYQYTGGRRDTLYSLASSAGKRLWNSEYGESDATGEQLVTNLLLDFRWLHPTAWVY
WQAIDGSGWGLIDGDNDNVSLGAVSQKYFALSQFTRHIRPGMRILDGGSNYTVAAYDS
TAQKLVIVAANWGAAQYLNFDLSEFSTPGVSGALVPRWITQTGSGAQYESYNDTYISGT
KFWSYFPTGAVQSFEVSHVVL



>1129_t gene=1129_g
MSSVQASSDEALETHINDYENPRIFQRNRLPARFYYLPETSLCLNGTWDFNYAPSPLHAP
EPNASLGSDKSVIESAIEPTSSDDEAQSLSMLDLKDSSSAEWTSITVPGHWQLQGHGHPH
YTNVVFPFPACPPHVPSENPTGTYRRSFQVPPRWEKSSQLRLRFDGVDSAYHVWLNGVE
VGYSQGSRNPAEFDVSKIVKRDGINDLFVRVYQWSDGSYIEDQDQWWLSGIFRDVHLV
AFSSQARIEDVFIKTELDSTYTDATLEVSLSLHAESPSLVRAKLYKPGDSDEVLKSTELKIE
IGQESAEIFMPVATPQKWTAETPTLYKLEISLFRTTDGSLPLQTIVQKVGFRKVEIQNGNL
TVNGQPILLRGVNRHDHHHLFGRAVPLSFIREDLLQMKRYNINSLRCSHYPSHPRLLELC
DELGLWVMDEADLECHGFYDAVARPMDIPESMDYEERKKLAFGKAAEFTTNNPEWRD
AYVDRMAQLIHRDKNHASVIIWSLGNEAFYGQNHKAMYEYAKKVDPSRPVHYEGDAH
ALTADMYSYMYPSLERLIDFATAEGDNFSKPIVLCEYAHAMGNAPGGLVEYMDAFRKY
RRLQGGFIWEWANHGLWVESKEPGKKGYYAYGGDFDDFPNDGDFVMDGLCYSDHSPT
PGLIELRKAYEPVRAWVENDLIVIKNEYDFVSLDDILAVFKVEVFSEKSAKILSSGTLNLP
HIPAGQQGTIPIPTGINIPSSGEIWLSVSFLSKTAHSWADSHSEVSWFQHCLRSNKSLSLPIR
TMTNTTSLEIHTTGTSQTITGQSFSLTFSRVTGNLSTWLVNGHALLESDPLTNAALSAGF
WRPPTSNDIPFDLPEWRRFGIDTLTNHQLRSFHIARRSDGSIQISTKTFICTPILAWGFRATS
SYTITVDGTLTVSIHLVPEGPAPKTLPRIGLDLYLGDSLDNATWFGRGPGESYADKKSSQ
KMGIYRAGTAQLHTPYEVPQENGNRLDTRWLRMADGRGWGLKAIRTDASAGTSSPFQ
WAASRYSAQAIEQAKHPRDLVAKNAVRLRLDVASAGVGTGACGPRILEEYQVPCEERV
VSFCLQPSFDDFDI
>1138_t gene=1138_g
MRLSALLSAAAIWHATTAQLIGPVGPTTDLSEKNIQCNILNYGAKADNSTDISTALENTF
TECVLKNPGSRLIVPEGDYLLTKSVVLSNATNWALQLDGLITAAYGGNWTVDRELILQG
FAGVQVLNSTINGEGDNKFLLDVLVIVNAVDFEFYSSNGLGAIQGQGYIYRNLNNTDRP
RLVRLVSPTNASVHDLILVDSPKFHIVLDFAVNVEAYHITVRGANLGSYDGIDAIGTNYW
IHDNEVTNRDECVSVKSPSHHALVENLVCNQAGSGISIGSLNVSAEISNIEARNISIIQGNNI
AFIKTYPGGSGYVTNVTFENFRSLGSLYGLDINQYWQNTFTPDTGSVALSNLLFKNFSGS
VANGALRPPLYLIANDLTFAKNVTVEDFSIWTETGTNVVNHISNVFGKGDNSYGTNDGIP
SLSAGQAPYTYTSAYTITASPTSWKAPSTPTWAVASTGYGTASPIPVYTPAPLWRPGGVD
YDLHYWGSF
>1164_t gene=1164_g
MTFDVDAVLAKLKQNDKIALLSGTDFWHTHPIPEHNIPSIRVTDGPNGIRGTKFFAGIPAA
CIPCGTALGATWDKSLLRQAGNLIGQECLAKGAHCWLGPTVNMQRSPLGGRGFESFAE
DPHLSGKLAAAMIVGCEQDGSGVISTVKHFVGNDQEHERRAVDCLITPRAFREVYLRPF
QIVARDAKPGALMTSYNKINGKHVADSLELLEGIVRKEWQWRPLIMSDWYGTYTTIDA
MVAGLDLEMPGVSRYRGKYIDSAVQARLIKQSVIDARSRNVLNFVKRASQAQVSHVEK
GRDYPEDRKLNRTLCSNSIVLLKNEENILPLPKTIRKIALIGSHMKHPQICGGGSAALLPY
YSVSLYDAITEVLPKDAEITYEVGAYAHNMLPVIDRMLSGAVMHFYNDPPTKTDRKLLG
TESVTSTAFQLMDYNQIPELNRSLFWTSLVGYFTPDVSGTWDFGLSVFGTANLYIDDELV
IDNTSKQTRGTAFFGKGTVQETGSKELFKDRKYKLRIEFGSANTTTMETIGMVNFGGGA
AHLGACLRMDAKRMIENAVQTAATSDYTIICTGLSGEWESEGFDRPHMDLPPGVDEMIK
RVIVATQGRAIIVNQSGTPLTMPWANEASCIVQAWYGGNETGHGIADVLFGDVNPCAKL
PLSWPVHVSHNPAYLSFASVGGRVLYSEDVYVGYKFYEATGREVLFPFGHGLSYTTFEL
TSQPIKITPETFDPEHPSVVELCLKNTGQRAGAQILQLYISAPNSPTPRPIKELHGFEKVFLE



PGQQKTVSITVDRYATSFWDEIESMWKSEEGDYEVLVGTSSVDILGKAVLTVPETRYWL
GL
>1213_t gene=1213_g
MSSHTKLSGFTVFQKHYKTVGTHKIRADVIIPTSQLTGKRPVIIRFHGGGFITGDSLIMEW
FPQWLLDLAKASNAIILSANYRLLPEATGLDIINDVEDLWKWLSTSLPDILERQLDPPIMA
DFDRILVSGESAGGLLSIILALKYPKKIRAAIACYPIIDMAAFGRGIDKPILGNTFSRDAIDR
LVAEATTESIISTDFNQTRLLAMLSCLQHGALDSLYSRGIWQAEQRIQLYPLEKLKNQDV
EYPSGGITIIHGTKDSVVSPKGSQDFLEIVQKMTEIRNNGPAVSLSLQDGEHYFDTDVRLE
ESWLQRSLARCREHWLQ
>1227_t gene=1227_g
MALSRSLRRTSPITLVLAAILAIGFIFFLFDPTLSSAPITARQRQEDAASHPLSPPTKPFPKN
HAQGRNGQRAPPPVVHYKMNELTTSDASAAKGERVLILTPMMNFYQQYWDNLVKLQY
PHELISLGFILPKTNDGNAATLALQEAVAKTQSGPIDDRFASVTILRQDFEPPLQSQDEKE
RHKMENQKKRREAMSRARNSLLFTTLGPSTSWVLWLDSDIIETPPTLIEDLTSHNKPVIVP
NCYQRYFNSEKGEMDVRAYDYNSWIDSDMALQLAAEMGPDDVLFEGYAEIPTYRSLM
VWMASQNPEDADPHSEVELDGVGGTALMVKADVHRDGAMFPPFPFYHMLETEGFAK
MAKRLGYTCWGLPDYF
>1236_t gene=1236_g
MSSVEIFQGAVIFSKDSENLEILDNATIIVKDGRIDTFYKVPGQIPANAIPADAKISRLPWG
EFLIPGFVDTHNHAPQWTMRGLGQSLHILDWLSEITFPVEARFNDPDYASQIYGQTVDDF
LRQGITTASYYSSRHADATKILANLCHEKGQRAFVGKCNMDRHAPAYIQEKSASLSLQE
TEECIQHIRSLPGCSSPDVALINPVVTPRFAISCTSELLQGLGDIVKRDSTLAIQTHFNEAQ
QEIDATTELFPQFGGSEADLYESFGLLSRRSILAHCTIMTDYEKDRVHTLECGIAHCPIAN
MTVGGGFMAAPVRDFLRRGIKVGLGTDSGGGWASGMLSVIRQAMIASNAREVMSEGK
DKALNINEVFYLATLGGAKVLCLADKIGSFEVGKEFDAVWVRTTTGLESAMTPREADD
TLRTVFEKYIMTGDDRNVANVYVRGRRVAGTDDP
>1259_t gene=1259_g
MRLNGCLKFRRYGPARRLFRVTLILIIVWFVAEIYSVHQSLTTGNPQTQFNDIHAGRIFIAS
LHWNNEAILRADWNDAVVQLVSHLGAENVFVSVYESGSWDDSKGALRDLDARLDALG
APRNITLSDVTHEDEINAQPAEEGWIETSRGRKELRRIPYLARLRNWSLSILEDLAREGVT
FDTILFLNDVVFTTQDVLTLLHTNGGSYAAACSLDFSKPPRYYDTFALRDSHGNEPLMQ
TWPYFRSSESLNALLSMSPVPVTSCWNGMVAMPTTPFLSQSNPLRFRGIPDSLALHHLEG
SECCLIHADNPLSATHGVFLNPRVRVGYNRAAVPTLGEPVASLDFNAGVLEEEYSAEN
>1267_t gene=1267_g
MKGTLASLAVVPLVAAIPQNLHIRDGMTPVTVKGNAFFQGDTRFYVRGVDYQPGGSSK
LVDPLADAATCKRDIAKFTDLGLNTVRVYSVDNSVDHDECMNALADAGIYVVLDVNTP
KYSINRADPEVSYNDVYLQNVFATVEMFAKYDNTLAFFSGNEVINDGPSSKAAPYVKA
VTRDIRQFIRSRNLRQVPVGYSAADIDTNRLQMAQFMNCGTDDERSDFFAFNDYSWCDP
SSYQISGWDQKVKNFTGYGLPLFLSEYGCNTNKRQFQEVSSLYSTQMTAVYSGGLVYE
YSEEGSNYGLVEINGNDVTEKDDYTELKNALKQTPNPGGDGNYNSTGGANGCPASDPP
NWDVSNDALPAIPSPAKKYMTAGAGKGPGFSGSGSQDQGTKSTGSATSGSGTAADSDS
VSTSKGAAANLRAPEITFTPIICSAVVALFTLFGASLVIL
>1004_t gene=1004_g
MFDREWYRHVLRGLGRIFSQPESTNTPMIVCEECHHQQSPQTTNEAVLASLMTLNAYLL



AIFNDLEKQYWTIRSRGVNVVVTLLMLGSVLGLVGATVWTTLLVLPYLLGLWNLWCCF
WVTLERIVNSFDESEGFIHVQAEGETETNEYMGESKDHFD
>1316_t gene=1316_g
MASSLDKNDFNLFQLGDFQLESGEILPQAFLAYKTFGDIKNPAIIHPTSYTAFIHETASVIS
DTRQSLNPSKYFIIVPALFGNGQSTSPSNSPHLREAFPVVTFADNVRAQYLLVTEKLGLTK
AKAVVGFSMGGAQAYQWAVQYPDFMDVVVPICASAKNALHNNVFLEGVKSALIAARG
GLSLGVGLGQRYPSNEPWTPQQREVGLKAFGRVYAGWGFSQAWYRHKLFSKFFGAKD
EEEFLQTFWEPWGLKNDPDDLLVMLRTWQLGDISRAPEFGGDLTKALQSIKCRVVVAP
VETDMYFPPEDSQFEVENMVAGRGTLAVVPSVWGHWGGGCTDSKDDLQFLDEAMVQ
VFRETG
>1363_t gene=1363_g
MRLSDVLVAAASLGIAAAGVSKPRSSEETCVDAEFTGEVVQYSLSIIEYPIIVDVELQDDT
TVTIDNTITIAVTNAPTHLHTTVYAATTSTITKTISTATITTSATAVVEATTDGSNFQAAPT
STITTKVTVPKADTSTFGSGALPVSQSVSTRSLAPVAGGSAVGSGVNTGLYTASTSNTAV
HTLTATFTNAHYTSTKTYTTTVASATATLAAGTWTDWKKYKANGVNLGGWLELEEVF
DQYWWNQYAPNATDEWTFCETLGSRCGPILEQHYATYITTDDIDKVAAVGVNTLRIPTT
YAAWIKVPGSALYHGNQKEYLKTITTYAIQKYNMRVIVGLHSLPGGVNSLDIGEKAGND
GWFFNTTNLDYSYEAVEEVLDFFVETGHPWAFTIAPINEASDNPSAFASPETLTTNGSNW
IVEYTEGVLSRIAQVDKRIPLMLQDCFLGEEHWSPLFANDTNLVIDTHVYYFAASGVYSQ
WANGAICGQASVLGGDGKFPVYVGEWALQTLYSNTFANRKSLFNTQRYAWSYYVQGG
SFWNIKHNSSAVVDGEGTQKDYWSYELLIDAGVITRPIGNATYC
>1406_t gene=1406_g
MTTFTKINDDSIPTISVNAEAQLSKINPNIYAGFTEHMGRCIYGGIYDPGNSLSDENGFRK
DVLEALKELNIPTVRYPGGNFVATYHWLDGVGPKEQRPARPELAWLGTETNHFGTDEF
LKWCEVIGTEPYFCLNFGTGTLDEAMAWVEYCNGTGNTHYANLRRKNGREEPYNVRY
WALGNEVYGPWQVEQTTKEAYAHKAFQWAKALKLLDPNLILILCGETGTTSWDYYTL
KQCLKPTKVTLTSNPTPLIDMHSIHMYTASKDHLQNATAPLAAERAIEIASSLIDLARIEN
GVGPDEPRPTLCFDEWNVWDPMRAEGRFGAEETYTLSDALAVGVFLNVFVRKSRDLG
MACIAQSVNVISPLMTSPTGITKQTTWWPLLLFSKYMRGWTIAAHVACGSYNGDTSPA
WLRSVKDTPWLDVSAVLGDDGFVNLVTINVHEQKDFEVKVEGVKGPVEIFTVTGANVT
VTNMNGKEEVGVKQTNWDGQGHYVFPKHSLTLMRWKA
>1411_t gene=1411_g
MAQPETFSYGPHELQKIHVWKAEDSPKDTDLLWVIYIHGGAWRDNTVLAGSFLTTYSLL
TQNPFIKTKVAGFASIDYRLSPHPNAPQDPSSTPSTQLRAAKHPEHIHDVQAALTFLHDK
YAIDDRYILVGHSCGATLSFQVVMNKVQGADTTTFPKPRAVVGVCGIYDLVLLRDDFRH
IKIYEDFIKGAFGVDERLWEGVSPAKANGVDGIAAGWENGVVAVLASSTGDSLINQPQT
DAMLQVVKQWQGLEQGRNVIEMYDLKEEHDDVWAEGEELARVIITTVQTLTEKSAV
>1421_t gene=1421_g
MAPSESKKRLALAIVDFLGSSLKDGTLTAEDADSIEIAQNCIAETFGVDPTDSAAVQDAL
GGQSLFSIYNVYEKLKGKTAGGAASAAAGEAKPAAQPTSNATPESDKLKSEGNAAMGR
KEYDAAIDLYTKALALAPSNPIYLSNRAAAYSASGQHTKAAADAELAVNVDPKYARAW
SRLGLARYELGDAKGAVEAYENGIEAEGNGGSDAMKRGLETSRKKVEEMKRADSAPPA
EEVDSAPGASRGGPGGMPDLSSLASMLGGGAGGAGGAGGMPDLGSLMSNPMFASVAQ
NLMSNPDMLNNLMSNPRLRQMAESFGSGGGGMPDMSSIMSDPSLAEMARNMMGGGA



GRGAGGQ
>1457_t gene=1457_g
MAITSRSHDDYTVGWICALPLRMVVAKAMLDEVHDDLPVSSSDHNTYVLGNIKEHNIVI
ACLPSGDNGLVSANTVAMHLLSSFPSIRFGLLVGIGGGVPSSFTDIRLGDVVVSKPTDIYG
GVVQYDYGKALSAGFRRTGMLNRPPQALLTALSKLQTYHLTDGSRMLDFIAEAEQKIPR
YASKFARPPQEYRLYFSDYQHIESGSTSCKACDPTQVVPRPSRDHNEPVVHYGLIASANK
IVKDSKLRDQLSRDLGVYCVDMESAGLLNHFPCIVVRGICDYADSHRNNDWQGYASIV
AAAFAKELLFYTTVRYSNQVQNFRGSPSNAPDFHVPFDLPGALAVEDFIGRRDELERLW
QHLQPEIKGYRKVAILHGLGGIGKTQLAIRFAREHKEHFTSILWLSGNNQETLLRSLSLAL
SRIPGQSSKSAAKNDQELEQNAKQVLRWLSSAGNSRWLVVLDNIDQYSPGINDGYDIGN
FLPTADHGSILITSRLQSITELGRSFPLGGLDFEDAIALLWQSRHLPIPDTSTKQDPVLTSAN
VVNLLNRLGGLPLAITIAGSFMRETGTDISEYLEYYQTSWHDLQSDARPGRHYQQGNILQ
TWSVSYDAVRKRDSDMAELLLLLAHFDNRDIWYELLRSGKCSPNQPTWFSDVLSDSLTF
KKRIAILIEFSLLNVNEQTGSYMMHPVVQDWCLDVSKIEDKERNRRWEILALIGVGHTKP
DIDQPAYWELQRRLLVQADYVCRSWMSDHMVRDVEIPFALHGIGGLYLNQGKWKEAE
LIYREAVRHFRQVLGEGHTSTLSVFNDLGVLYRHQGKLNDASFMLHKALDGFHKCLGR
DHLSSLDTVNNLGVLYRELGDLNRAEALHQEAITGYEKILGQNHLSTLDTVNNLGVVYR
DQGRFDEADAMHRRALAGFEMALGADHTTTLNVIGEIGTLYKNQGNITNARVMYWRA
LAGYEAILGLNDYRTKRVAEILKEIDQEASVSDCSV
>1479_t gene=1479_g
MAFYQQRLSTGWTFRDRDSEQSDLDAWMSVPTIPSTVQQDLIANNKLENPYIGFNELKA
RWVNEKSWVYRHEFQRPEIPTGAKVALVFDGLDTFASVTLDGQTILESDNMFLGHRVD
VTEALLKSTEGKKHVIEIRFDCAQSRAREIREKYPEHKWVGFNGDMARLAVRKAQYHW
GWDWGPIIMTAGIWRDVRLEVYAARVADLWPKTTSIDFDGKTASVTAIAKIDASNSTSK
DLKASFRLSLRGQEIARQEDISVETTDQTAKVKFEISNPELWWPHGYGSQILYEVTVSLS
HNGTELHNTTKKFGIRSAETVQQPDKHGKSFFFRINGVDVFCGGSCWIPADSLLPSIDAE
RYRKWIELMVAGGQVMIRVWGGGIYEDEKFYEACDELGVLVWQDFMFGCGNYPAWP
EMLESIRQEAVYNVQRLRHHPSIVIYVGNNEDYQVQEQAKLTYDYDDKNPNNWLKTDF
PARYIYEKVLPEVVAEYSPATFYHPGSPWGDGKTTSDPTVGDMHQWNVWHGTQEKYQI
FASLGGRFNSEFGMEAFPHLSTIDYFVENDADKFPQSHVLDFHNKADGHERRLATYLVE
NLRTATDLETYIYLTQVVQAETMMFGYRGWRKQWGDSRHCGGALLWQLNDCWPTIS
WAIVDYFLRPKPAYYTVKRALRQLTVGVQREHHDWSVTHAQPPTKSRYELWVASSYK
HEVQNATVELRFLSVVSGKDLRSPVVYENVTISPNGTTDVLTSGVIDHVAEPEPHVLSAR
LWVNGQVVARDVDWPQPFKYLDLSDRGLEVRPETTLSAAGERQQILRVSARKPVKCLV
FEERDGVRVSDSAMDIVPGDEQVVTITGLAEGNAPLKYRYLGQ
>1481_t gene=1481_g
MKSSILAIPFLSHLAASQTANWGQCGGQNWSGDVTCNPGWYCSYQNQWYSQCLPSSSS
SSSSTATTLSTVASSATTTTSTTSAGGSTATGSFPSASGTSFVIDGKQGYFAGTNSYWLPF
LTNDADVDLVMGHLQQSGLKILRVWGFNDVNTVPSSGTVYFQLLANGQQTINTGADGL
QRLDYVVKSAEAHDIKLIINFVNNWNDYGGMNAYVQNYGGNQTEWYTNSAAQTAYK
TYIKAVISRYTGSSAIFAWELANEPRCNGCSTDVIYNWAESTSQYIKSLEPGRMVCIGDEG
MGLSVDSDGSYPFGYSEGNDFEKTLTIPTIDFGTIHLYPSQWGEADSWGSSWITAHGQAC
KNAGKPCLLEEYGSLSLCSSEASWQTTAIGSVAADLFWQWGDTLSSGQSPNDGYTIYYG
SSNYTCLVENHVNAI



>1493_t gene=1493_g
MMRASLFSLATSLLVLLQPESAVASPSVNVALRASFGAGPYLVELLETAAQENATAYFP
LLDRIASGIFEDAANDKDLYESFLQVLIQDNHLASKESLDSFKFALAIRSAAPRIQAHYQY
YNTSVTSTLGTAQDAACPVWVHMDGKQYCSSTLERAQQDVSGDSDPRELPFDRTLGDA
SATPAVLYADIASPIFADYHRTLKGLADEGQIAYRVRYRPAHDGVSQPLFVSGYGVELTL
KRTDYIVIDDRQAEERETTKSNTKVPSAQDLETEEDETPPDLKPLSSSEVAKLGMSAASF
VLDSSDPFTTLVKLSQDFPKHSSSVAAYNASKEFLEEYKKNRQAGLPAGRNALWINGLQ
IDSRQVDAYSLLDYLRRERQLIAEFHQIGLSASEAIDLLSYPALAEVQGSSEAQRYDWRD
EIEGGGVVVWLNDLEKDKRYATFSTTLQTLLQPTYPGQFPAVARDIQNVVVPVDLANV
DDVQFVVKYLYAFIKRLIPVRFGLVLTANTEDSKAQAKIAHYLHQSYGLASLLQYFEASL
SSEISRAHKPSFAAAIAERSLRPDQEALSFEEVLESEALDLIVARTEKYLKRLDLKGTSPPT
LVNGVPMSRSETYMQELPMQLSRDLQIIQQGLIQGVVSEDDHVPDYFLSQAAQSRNEWI
VPERDSGILIADIRSAAEAHNDFADILRFPADAKHPTANVQLIVTGDFNTDHGFALLISAL
KFRQTHPEVEIIPLHNPDAENKVGDNSSKLYDLLRHPEPVDLDHVLAQIQSGNSPQAIQK
EEEQTYWINVQQLIKDIGLSAGATSLIVNGRVVGPLPSSVEFTEADFELLFSYETSQRLGP
LSAALKDLDIETKVEGPLNFAKLTSLVMLSSDPPEGVFEQRSKYRVNVWKRWNSTHSAI
DASTNTKDASINIAAAVDPTSEMSQKWLPILKTLSKLAGVSVRIYLAPNSQLSELPIKRFY
RHVLESEPKFDESRALERPEASFTGLPQDALLTLGMDVPSSWLVAPKYSIHDLDNIKLSAI
KDGSDVDAIYELEHILIEGHSSDTTLRSPPRGVQLLLETEKGSFFADTLIMANLGYFQFKA
QPGFWKIELKEGRSQDIFQLDTIGGGQQSTGTNEVALLSFQGKTLFPRLSRKPGQEQEEV
LETGPKPGSAMDYVSKGLNFAQGVLSSVGVKNTGKSESDEKHAEINIFSVASGHLYERM
LNIMMVSVMKNTNHSVKFWFIEQFLSPSFKSLLPHLAEEYGFTYEMVTYKWPHWLRGQ
REKQREIWGYKILFLDVLFPLSLDKVIFVDADQIVRTDMYDLVTLDLEGAPYGFTPMCDS
REEMEGFRFWKQGYWKSYLRDLKYHISALYVVDLQRFRELAAGDRLRGQYHTLSADPE
SLANLDQDLPNNMQTVIPIKSLPQDWLWCETWCSDEALKTAKTIDLCNNPLTKEPKLDR
ARRQVPEWTEYDDEIAALARRVASTSTDDKHEDEDDVEAEDAYERKDEL
>1503_t gene=1503_g
MTTVVASSRAVVSGRLTPATIVICQSTGKITQVHDSIRPASDFPDCESYKDYSPLVLLPGL
VDAHVHLNEPGRTEWEGFYTGTQAAAFGGVTTVVDMPLNAIPPTTTVAGFKEKIRAAQ
NKCWVDVGFYGGVIPGNADELKPLVEMGVRGFKGFLIDSGVQEFPAVSAPDIELAMKA
LADQPTTLMFHAEMLPPITDSVGDDVQTSMPPLAPAGPLQSYSTFLASRPASFETYAIAEI
IQLASTAPNLPLHIVHLSAIEAIPLLREARANGVQITAETCFHYLSLAAEEIAEGDTRHKCC
PPIRSRLNQDGLWAELERYADDGVIKTVVSDHSPCTPDLKLLPAHIMQPQQVDSAGSSDS
SAVATPHNSSSNSSVSDYFEEETKEHEIADGNFFSAWGGISSVGLGLPILWTEISRRKKLG
AAGGTKTVTQDLQDIARWCSTNTAAQVGLSSQKGDLAVGFDADICVFDDSAEWVVEPS
TMLFRNKCSPYQGRTLKGMVRETWLRGQKVYSHSEGFNRVPAGKLLLEKRSH
>1527_t gene=1527_g
MTSHDDPEKKRVSHRIRSLSKSLHRLSSNNVPDRLKNNDDEQEDFTAPPKILTARDIPYM
HQSVFSLIAAAGSRSDFHSRFDDSSDSDGDDSEEKKRHDPLHRRLVGRLSNKTGKEVSSS
QVIPEETGQEPRPSKIPSTSSVSSHRRTGSGNRLLRSIPSIVTKRTDKEGKPDQAAEATQSP
RNEVKPTQETTTTPRTAPVLSRMIEAQSRFDPAALSTEEHAQAVTETDDKQSAEQKSKVL
LPIRLKEIFGFENPEPVIGEYPCWLMQNVALQGYMYITEGHICFYAYLPQKSNVTVKSGQ
LSKRGRKNPRYKRYWFSLKGDVFSYYADPSKLYFPSGHIDLRYGISASLADKEKGKDTR
DFTVTTDQRSYYFRADSASSANEWVKALQKVIFRSQNEGGRVKISLPLEDIIDIEESPMM



DLAQTFKIRVVDIHETYAIDEHFFSFFNFGQDAFEVLKGLINDSTARRIAQDPNATQVLNA
VVSESHRQRADSSASEKPDAKLGTFSAQKSETSDQNQESDSFVQSMGQTESSLSLQSHPD
TIVTASQILTRDDVFNSPTIHSLRPNTSLDGVSFESPSGKVLAESTKKTGKEVSREPVQDAS
VERKSYVTAAPAIHELVKAGTYPLQRAAGFAEYLKSRSRQMSSLLATESMGYIEKVSGM
WIGGGKHYAEGEDPALEQCFDGEDAETSGTYGDRFRAHFALPPTEKLQATYYGYLHRV
LPLYGKIYIGNSKFCFRSLLPGTRTKMILPIKDIENVEKEKGFRFGYQGLVLIIRGHEELFFE
FNAADSRDDCAVTLHHRLESVRFLAQSSILLQKDKDEADAAKAEQQLLQEAMQGPFVE
DSQEVHPIFDDPRASIVNFKPTESLRITCLTIGSRGDVQPYISLCKGLIAEGHRPKIATHAEF
GPWILQHGIDFAPVGGDPAELMRICVENGMFTYSFLREASSKFRGWMDDLLTSAWNAC
QDSDVLIESPSAMAGIHIAEALRIPYFRAFTMPWSRTRAYPHAFAVPEHKMGGAYNYITY
VMFDNVFWRAMSGQVNRWRKTELGLRGTTLDKMQANKVPFLYNYSPSVVPPPLDYPD
WIRVTGYWFLNEASTWTPPTELTNFIKKAREDGKKIVYIGFGSIVVSDPAALTRTVVESV
QKADIRCILSKGWSDRLGDPKSTRSEVPLPSEIHQIQSAPHDWLFTQIDAAVHHGGAGTT
GASLRAGVPTIIKPFFGDQFFSGSRVEDLGVGICMKKLNVGVFSRALWEATHSERMILKA
KLLGEQIRKENGVATAIQAIYRDLEYATTLTRQRASLSTTPLTATEENKPADEGEEADDIE
GEESWTFVDDYTDPELLKNENLFYQKNFTSSPTSSPTLTNK
>1567_t gene=1567_g
MGLFHKSTVLVYTALLLLSSTFVAAIQYCHTGPEFCFAATTQRNISTESHDVYLTISATPS
KKGGWTGVGLGHEMKDAVMFIIYEDQESKSLITSIRSASGHVMPQVVEDADKQVKVLQ
TTVSDHKYLAQFVCYSCWSPEVEIDGLSPYIFAGNKEQAFHGADKYSSLMYHDFKGNV
WGDISVGAQDTTETSAPVIQGEDSIGITEKPPKPDPKKTEGFFTAVRVHGTIMTISFMGLY
FAGSVAIRSPLIRAFKYHWMVQAGASVFALGNGLYMFLRSKHFGPHKIIGLIILCSLIIQA
AAGYKHHIDFVKIRRQTIFTLVHRWLGRGILLFGTMNVGLGMYYRHWSSAGLLTWFVI
WCVELASYSYVLLRHQRRQSQQRGHAIPKEDLEDIADAEVFDIGDDFDEDEDGVEGVPL
MERQNKHDKRR
>1596_t gene=1596_g
MLPIPLHVKPSPHSVDEMIRLTQQIALSKRQSYLRFSVHLSRIRRRRDNLIGDLVELDRQQ
RRSRKLQQCGAKLGCDSVEFYWSIKFQLETRRRSKSILRRIHIRLQLDHSLHLYEVMIWL
AQNGDAEPLEHSDGPIETDVKIEDISWDLYKDTNKDSTVYGYVVGSSQNDFEGDVNEFL
TCLNVYS
>1597_t gene=1597_g
MSDMEEKIGSYRVHNVYADLSEEERANYPEFALYDKQLEYQKQGGDTRELQGGWALG
KYMNLAMKRKIWNMHQESRGGHDPSTKWFVFIDTDTFIEWENILTLLNHLNHAKKMYI
GSPVWLPKLQFAHGGSAYVLSYGAMKALNTPETDEKEQLLYSQFGFNTTALCCGDEAL
AWVLKSKGVSLKGYWPMFNGEVPTAVSFGGDLWCEPVISLHHLSGEGMRDLWQWIEE
WKRKTSSMQPFLFKDLFQYIAPQLMSNRDDWDNIHESMRILPKSTASHTSFENCKAACE
LEKSCFQFVYDGATCALSDHIRLATSHVDQSTPTAINIRKDISIRFGSHSHEKGSDSNGTM
GLRDFFKGVRKKDEGQNRPTTSNAPPTTITTKTTSSTTLTTQQSVSQPATQNTSTTTLPGN
PPYVKRDLWDEAYEALRAENEDLIQKYEEIILEHDKQNTGPAVQQLAPPKSSRREEQLR
QIVSHKIDEIDLAKWQIKAGSHSIILRDQFDKAVKAVIAMKEFISSAVSSEPHAALAWAG
VCVFLPLLENPTKQSKDVQDCMETIPFVVRRLRVMERLIRPDSTQAQNTYHVDSIALIHD
FEESTIKLYRTILEFQIRVGRQYSESWATRYGRDVFKADDWAGLKSQINTLESKCTVFAR
DLSLERIEAELHLSDLHIQHGFEQMQKELAKTATSIDNQTTLQSTWRQTDEEREVVQLFR
KGNPYENQKNRIPKRVSETCNWVLENKKFLEWEQSQVPDLLWLSAKPGSGKSVVAKTL



VDERLGKTQPGYAVCYFFFKDISTYQRSPTSAMAAILHQLFSAIPSLVRHALFPYELNGK
ELPHLLDVMFDILVDAANDTAVTQIVCVMDALDECDEHERLFLIEKITNFYRESKSFTPV
EKPKLKFFLTSRPYDDIQFQFHQLVQEVPTIHLSGDEESAGISSEIDRVTVANVQKLAGEK
GFDQDTTKFLQDKLLEVENRTYLWLSLIMEEIRTSHRRGNRREIERLVSDIPRSVMDAYD
SILNKSRDKQLARELLHIILAAKTPLSLEEMSVATALAGDLSYQSYEDIGLESPVAFGRRI
QNICGLFVTIDDGHVFLIHQTAKEYLMEKENEVSGDWKHTFRSNDSETLITSVCISLLSFK
CFANDPLPDESVNVEEDDESDGGSVSFVDIGKNKYVSDLYLESHPFLDYAARNWIEHCQ
ECGLESQETWQPRITTLCDTRSLKYQRWYSIYRHADNRHLPEVMTSLNMAAEFGFYNIL
RRFLEQGADPNEPDAQGATPLQRAASTSREAIEILLKAGADANATGWNTPWVVEVDAN
GSEREVKKFSGTPLYMAIIRNKVDIVECLIQGGASVDLPSAGIVPLSLALIMAHWNDESLE
IFQILLDHGADVTVKTSQPMMNIDMGWTPLHYAAHFDNIEAIEMLLKHGNVNINERAAT
ESEIAAEIAEDENDIVESSKVEEQSVEEEDEKYKDDHTSSQNSEGNDSDDESIDKKQAGN
NDYDVRVFVTPDSKDKDTTSVYTEVSDSGSDDRIYTDSNPESTNDNESDEDNVTSSLAD
SSTFSPGSTALHIAIDRQNVKTVKVLLQNGADMHIKDTHGTSALHFALSLRGYSEANKII
GLLREFNTMEEVDWEWKKPSSRREYRHRG
>1606_t gene=1606_g
MHFFLTALLAVLPLVSGSPVPEKRTGCALPSTYKWTSTGPLASPKSGLVALRDYSHVIYN
GKHLVYGTTANTAGNYGSLNFGLFSDWSSMSSASQNTMTTGAVAPTIFYFAPKSVWILA
YQWGPYAFSYRTSSDPSNANGWSSPEPLFTGTISGSSTGVIDQTVIGDSTNMYLFFAGDD
GHIYRASMPIGNFPGSFGSASTIVLSDSTNNLFEAVEVYTVEGQNQYLMIVEAIGANGRY
FRSFTATSLGGTWTPQASTESKPFAGKANSGATWTNDISSGDLIRTNPDQTQTIDACNLQ
FLYQGRSTSSSGNYNLLPYQPGLLTLA
>1607_t gene=1607_g
MVYFSQLVVVLAAVHSVIAAPTEQTEASVQKRGPHNFVMGPDHPLMMARRNESLARRS
TNYVQDYTTGGSVYFAPESGEYYVSWDTTDDFVVGVGWNPGSTEPITHAGSFDVESGL
ASLSVYGWTTDPLVEYYIIDEFVGLTQSGTKKGTVYSDGATYTIWENERVNEPSIEGTST
FNQYISIRESNRASGTITVENHFKAWANAGLNLGTLKFQVIAVESWNGKGTAYQTVTQ
>1618_t gene=1618_g
MFKYLAIVAACYPLGLSALKTPIISGWNPDPAVIRVGSEYFIATSSFEYFPGIPIYKSSNLA
DWELYSHALTKTSQVQLWGVPTGAGSWAPSISYINGRFYLATMTRWTYDPVARVWPR
VMWISSPDLKEWSDPTWGDPWGIDPSLFQDPTTNKTYLNLMSPNNNVDRLWGIYQCEV
NLHSGRCIGPYLSLWNGTLPHNSSARPEGPKMFRRNDYYYLLIAEGGTDDLHRSTIARSA
SPSGPFTPAPNNPLIFNGAWGYDNLTVQSTGHATMFTTESGDWYATFLARRKINGTSVL
GRETFLTTVTWDSDWPVFNDGKPILLSENIGKLPDAKKKKSSIEKFNRLSLDPSWYQLRD
KYTQNYHIDDDGLVFHPNVFGLSDRDSPAALLRKQTSLNMTFSARLRDFKQSLGPLQSV
GVSVYLSEFEHQDLVIRGCFNTTGNCLFTTIITNATFTTTALPLNSTLPGDITMHIWASPLV
YHLGYSTVSNPEPTWLASVASSWLGFAPTNYFVFSGPSFALFASGNGNPWPFNAPDVGF
SEVREEFYEENIPDYDVW
>1623_t gene=1623_g
MPSHSRTRDRNNTRDRAERDYYSRHRRYNKDDRTRGGEEIDYEEEDEQQEEYRRRRNE
FAAARRGQSRGYETIEVEEEEDDDDDEEEVIDQSRSRHRSVPRQAPDYDEPPRTPRRSRP
DREERYRDEYSSRRRTRDKTPKAKESPVTSPKKRLDREGYRRNTSRTRGGSPVRERRQR
LRDDDGIRVVGDRERTRDEDQDRELRRQQRRKERRDREIAAQKHTSTDSTNSASQLLSA
DALAKLNDYYERERTKPNKQRDDDDNNDRRERRRQRTRDIATEDENDRIRIEKRRDRG



RPPSQQPERRASHRKEKKAFYDDDNDAEPLSRHKQGRRLVSGAVMEEGRSNKLFFWKR
FGRRSDPITEKDIADYPVDDGDDGHGGRGGGAFYSRDLKDPDGDDYDHVPFWRRKRNL
IIAGIVVLLLAIIIPVAIVESRKKTSGTSSGGSGGSGSSSSYGPYNSSLSTISEDSIPASAKGTI
LDPFTWYDTRDFNLTYTNETVGGLSLMGLNSTWDDSAQPNSNVPALNKNFTYGTTPIRG
VNIGGWLSIEPFITPSFFSKYSTIDGVIDEYTLTKKLGSAAAATIEPHYATFIQEEDFAEIAA
AGLDHVRIPYSYWAVTTYDDDPYIKQISWRYLLRAIEYCRKYGLRVNLDLHGLPGSQNG
YNHSGRQGLIRWLNGTDGTLNAQRSLDIHNQLSQFFAQPRYQNIITIYGLANEPPLLSLD
VSTVLNWTIEATEIVQKNGITAKISMGDGFLNLDKWEYMMKTDVPSNLLLDTHQYTIFN
INEIDLNHTAKIDLICNSWLPMIEKVNSTTNGFGQTICGEFSQADTDCTQYLNNVNTGTR
WEGTLSGSSTPDCYTKNSDCSCASANADVSSYSSDYKLWLQTYAEAQFAAFETAMGWF
YWTWQTESAPQWSYKQARAGGFLPQLAYKPNFTCGDTVPSFGSLPEYY
>1634_t gene=1634_g
MLQTPCASLVKAASAWLALDLITTTSATYLNSSNPGYNCHAGQSCWPTIKEWESFNSSL
GGNLHRTIPYAASCYYDSPYYDPSACIIAAENYSVNQARTEVYGAATGLNWEVCQTQTC
TLDPYDPTVVYSDQCSLGRLSSLYVDARNASHVATAVKFAQQHNLRVSIKNTGHDYFG
RSTSPNTLAIWTHNMNNITYHEKFTASKCPASNGQNIGEMGAGAQAGDVYSSFADLNFD
VTGGNEGSVGLAGGFGQGGGHGVFGPSYGLMVDNAVEYDVVTADGEFRTINQCNDPE
LFWAMRGGGGGSFAILTSYRFQLYPSVKINVHSFRANFTLPGNETSNYAVLEDILAQHVT
HQPVWSQNNVSGHAYYWADKAEIYLVLPSNNATALKSLTSEFSSSLTNQTGIIVSESTYT
TYPNYTGFLDLTSNIATRLTPGGIFDVLTSRLVPKSLFETNVTGLVDATIEGLRLSNKYIPD
EGIAMTQVIMTTPINTQNGNDTSINPAWRTALWHLIMTGGWFDVLPTTKENAMVESWL
ETIEPLKELTPGGGCYVNEGHYLEPEWKETFWGSNYPELLRIKNKYDPTHFFDCWKCVG
WEGPSE
>1647_t gene=1647_g
MAILKKWLSVLGLCAALGTSSAIPSSSHLASTTIVYHNLGDWTQHGVNPSVILFNEPATY
QDAVKTCASYNETLLNCRELYNYEAELGYQAWLGTLQGSEELWTSCDSSHPSDFQGKIS
SEAQNDRGEHKYPFLCTNSAPFVGQVDTDYSTFPTVRTPAIDGIAFEGLRDHMAYRFLGI
PFAKPPIDDLRFQYAQPPDYQSGSVVNATRYRQACMQVGSFEGNAAGLNPWGNSEDCL
HLQVFTPTLPTTLPKTSSQGAPLKPVMLWIHGGAMINGAGSDSTFDGASLVSRGDVVVV
SINYRLNIFGLLTLNDGVVNGNYALSDKIAALEWVQKYIRAFGGDPDNVTIFGQSAGGA
SVMDLIVSPKARGLFKNAIPQSLAGNVVNQSVIEAVMAPYIEPLCPGSAGQEGRLECLRQ
LPAESLLNISTTYWSWSTVVDGVYMIDQPLSLVAERKINDVNVLMGWMPEEAQSLLSTS
IAPNMTNLTVGLDTLVSSGIITSSQASTLFSSGLWDVPQDYTDAYNATVNIGTDGEIICHV
LEFVDASTASTSSNAFKSLWLYTHQRAYALSFYSFYDLCTFPINEPDTPYYRCHSGDLYE
VFGTYYLFSQPVRVYGDMAYTNAVQDMWTSFAKTGNPNPDPKYLSVRQYGSSIDFFHG
FEFKEYAASKKVMELQWPKPWASGLPDREHCELLNTTFGR
>1734_t gene=1734_g
MKFTEGMWLLREGVQIDWMNHVERATTTDNTVDLLMAKTQRHRGDTLNSGTISAHISS
PQQGIIGVRLVHWDGGVDRGPHYEIKSESPAEVQIDNKNTEQIRYSSGPLTLVVTTAKNE
LGFRFTGPEGKLTGHSFRSVGYVRDQSTSKSRYEDGMFMEREGYMLAALDLGVGEKIY
GLGERFGPFVKNGQSVDIWNEDAGTSSNMAYKNIPFYLTSAGYGVFINHPGRVSLEVQS
ERTTRVNVSVAGEEIEYFIIYGSTPKEVLKRYTQLTGQPALVPAWSYNLWLTTSFTTNYD
EQTVTGFLDGFRQRDIPLGVFHFDCFWMKSFQWCDFDFDSSMFPDPAGYLQRLKDRGL
KISVWINPYIGQASPLFKEGKKHGFFIKRLDGAVWQWDLWQAGMAIVDFTNPEAVRWY



SKHLERLMDLGVDSFKTDFGERIPFKNVRYHNDADPTLMHNYYAFLYNKIVYDVMTKR
TGKSQSLLFARSAAPGGQQFPVHWGGDCESTFEAMAESLRGGLSLMLSGYIFWASDIGG
FEGTPSPALYKRWVQFGLLSSHSRLHGSSSYRVPWIYGEDCSEVLRDCTKRKIKLTPYLL
EEALEGHRTGTPLMRAMFLEFPKDLNTYSIDTQYMFGSNLLVAPVFNEEGRVTFYVPHC
GDENDNTQGKWRSWFDYSKTYECGRWYTEKHEFDTLPILIRPGSITPVNSKIEKPEDDPL
NGLELLVNGTIVGQKEIEIVNPGKTHEVLKTIQVTSAPETSEKVKLSDDSIKITQLE
>1735_t gene=1735_g
MVKLTCLVTLGLALSTAAKDAGSKRPKYKDPSVPVEERVSDLLSRMTIEEKTAQLIQGDI
SNWMDPDTGAFNQSGLVENMKLKAGSFYVGYPSPASWIAENIKKAQDYLVNETRLGIP
AIVQSEGIHGFLLLNATIFNSPIAYASAWNPDLVNKMAQVIAREGAAIGVNQLFAPVSDV
ARELRYGRVEECFSEDPYLAGEMSYSLVTGLQALNVSATVKHFLGYAQPEQGLNTGPV
HGGERELRTTWMPAFKRAIVDAGAWGIMGAYHSYDGLPAVTDSQMLTDILRGEWGYK
YWVISDAGATDRVCNAFKMCQSDPIDSDAVTLAVLPAGTDVEMGGGSFNFKQIPTLVSQ
NRLDVATVDTAVSRILRAKFEMGLFENPYSSSVAEENWSSLIHTSDAVELARTLDRESIV
LLENHNNSLPLKKSGSIAVIGPMAHGFMNYGDYVVKGSQYHGVTPLDGIRAAIGDSVTI
NYAQGCERWSNDQSGFTEAIAAAKKSDVAVVVVGTWSRDQYELWAGYNATTGEHVD
VNNLNLVGAQSALVKAIAGTGIPTVVVFSSGKPITESWIANSTAALVQQFYPSEQGGNAL
ADILFGDYSPSGRLSISFPYDVGSLPIYYDHLNSGRSIGDSGHIDDNGTIVFGHQYVIGTPE
PWYPFGYGKSYSTFSYSNISLDKVNATFSDTVTAEVNVTNTSPVTGTEVVQLYVVDNIAS
VDIPNKRLKGFKKVKIQAGETAAVKIDLSVQDLGLWNRKMQYKVEPGQFTILIGRNAED
IITNATLWVS
>1784_t gene=1784_g
MKSQTLAVGLILATGLQKASAGHQHGGQHAHFNKNPVSQEYATTTTTTTSIVEVTTITST
ITVTPRVDESTTTPVAEVSPTSPSSEPPVYSAASSAFSDSEAGSAVPVTIADVQGSSTTSTS
RSHTSTSKPTHTKSRTTSSHTSTTIRAVSSTSSLTPNGIKAGSAGGDAYPFWSSHIGWWYD
WTPAPLKNYPDNTGSPIPVAMLWGDGTVSSGDALRYHEFLSLSTAPQYILGYEEPDCAPP
DSADISSEKGAELWNEVVAPWKGKGSLLGSPSMCKQSDEDWLTPFEADITTSWDFTAIH
INTISMDVVNKDLDYYWNTYNNKPIWVTEFACVDTSNGFTPSENQTQINQFIADIVDLLQ
NDDRVYAYAYSSGAGLGDTWPPVRDGKLTESGQAYLDAIRRYA
>1809_t gene=1809_g
MSYGRKDFLSQPAPENYVAGLGRGATGFTTRSDLGPAREGPTPEQIQEALAKRAQQLGA
PTPTAYNTSREKGGKGKEQEAEQEEDDERFQDPDNEVGLFAYGAYDREDDEADLIYQE
VDEKMDRRRKARRLVPSHFLSLSQVFGVSFSRRRLHHLPFIYLLWTESRLDSFDAYREAR
EQKEREEYERNNPKISQQFADLKRSLATVSDEDWANIPEVGDLTGRNRRARQNLRQRFY
AVPDSVIAGARDAAQFDTTIAEDGTQTEISSATGGDGSLTNFADIGAARDKVLQVRLDQ
AALGSSTEAASGSATSIDPKGYLTSLTKSELKAGEMEVGDIKRVRVLMESVTRTNPKHAP
GWIAIARLEELAGKIVAARNYIAKGCELCPKSEDAWLENIRLNENHNAKIIAANAIKHND
RSTRLWIEAMKLETDVRAKKNVLRQALLHIPQSVAIWKEAVNLEEDPADARLLLAKATE
MIPLSVELWLALARLETPENAQKVLNAARKAVPTSHEIWIAAARLQEQMGTANKVNVM
KRAIQALVRENAMPKREEWITEAETCEEEGAVLTCGAIIRETLGYGLDEDDDRRDIWME
DAKANIARGKYETARAIYAYALRVFVTSKTLWLAAADLERNHGTKEALWQVLEKAVE
ACPQSEVLWMQLAKEKWQAGEIDNARLVLKRAFARNPNNEDIWLAAVKLETDAKETE
HARELLSTARREAGTDRVWIKSVAFERQLGNMDEALDLVNQGLQIYPKADKLWMMKG
QIYESQKKYPQAREAYGTGTRACPKSVPLWLLASRLEEKAGVVVKARSILDRARLAVPK



NAELWTESVRVERRANNISQAKVLMAKALQEVPNSGLLWAESIWHLEPRTHRKPRSLE
AIKKVENDPILFVTVARIFWDERRLEKAMTWFEKAILADSDQGDSWAWYYKFLMQHGT
DEKRQDVISKCVISEPKHGEIWQSVAKDPINFHKSTEEILKLVVEQLPR
>1836_t gene=1836_g
MVQILSSIFALSTLLASTLALPAGYSERSGNVSVTWDKYSWMLNGERLLVHSGEVKLPN
PALWLDIFQKVKALGFNAISTYINWSLVEATKGTIRMDGIFAYDEFFKAAQAAGIFVIVR
PGPYINAEASAGGFPGWRMHAPEGVNWRVSNQSYYDEIELYIKTVGEMLAPHQITEGGP
IIMLQLENELSSPAVPGTAFPPTGYMDYLSNSFAAAGMVVPTFHNDVSHGGVWAHVDPP
NVYAYDNYPLSCNSIPDSMNQNDWSLYQQYSNNTPHMIAEYTDGFYDSPGGPGYSNCP
VMLDAGVTRLFYKDLHAMSVTSLNLYMIYGGTNWGHIAWHNVYTSYDYRAAIAEDRS
ITREKYSEIKLQSQFLKVSPAFLTSRLTTRATSAFTTNSNVVVTQTKDDESDTTFWTSRHA
APQDTSTVTFSLKIPTSQGDLTIPQLGGSLTLQGFDSRMHVSDYAIGERTILYSTAEILTWQ
KVDSKYVVILYGVAGETHETAFISTGNDTCVTISGSINHCQSKSGTVVVNYETSGLSVVD
IGSEILLYILDRNTAYTVWDPEVSSNDAIFVKGPYLVRSAVQEGNKLSLTGDLNSTTEVEI
IAPGAINTIEWNGNLIQTSITPYGSLTGTLTFTQPTISLPDLTQLTWKSHNSIIEIMDTYDDS
GWTPANKTTSVNGARGLTTPVSLYAGDYGYHAGAHLFRGHFVAAGTESGISLELSGGS
AFGYSVWLNDTFLGASGGSPWLDSAQFTLQFPSSLSQGNNYVLTVLSENTGYNENESGG
ITYPRGILNYNLAGSSATIQWEIAGNLGGENYTDLVRGPLNEGGFYAERMGWHQPNPPT
QGWATKSPLQGVATPGVEIFTTSFDLDLPAGYDTPLAVSLQGTSSIRVHLYINGYKFGIY
AQNIGPQTVFPVPEGIINHQGSNTIALIHWNISPNGGKLTTLSLSTTGTYQSGYGTIAPVPQ
PSYTPRPNSF
>1837_t gene=1837_g
MLISLFLAATVVGVSTQDPSYILNFHAPGPVGYTATEFVNALPIGNGRLGAALYGQPANE
VITINEDSIWSGPEQNRLNPNGASSLAALRAALLSDDVTEAANIAYANFTSNPTTSRSYAF
LADLVLTTSHSTYSNYERTLDIQNALLNVSYESGGTTYTRQWIASYPAKAIIGSLTSSTPG
GLSFAARWNRTGLTDGTRIGNTTSVGRDTSVILAGLPDGAPNYAAIFSVVPVGGSISITDN
IVTVNNADSAIIVISAETDYWNGGFSAPELQNLVESHISNAISTGFPTLYSQHTADFRQFFD
RTALNVESPATDYSLDITGRYKAYLSGTADHALEILLFSFGRYLMISSSRAGSLPPNLVGI
WNPQNDPGWGGKFTTDLNVEMNHWLTETTGLSEMSLQLFNFTQSRIIPNGEITAKTLYN
CRGWVSHHNNDLWGDTAPHDRGTSYTFWPMGGAWPMTHLYEHWRFTGDMDFLANT
ALPILTGLVEFYNDFLIERDGYLVTAPSASTENSYITTGGVNEAIAIGPTADNYILYEIYTN
FINASTYSGSTYLLQEAESVRSQIRTPFIPNYYGGIQQWWEDWTEAYNSQPMMDPILGLF
PFSSMATWQPNGNVTAMAETNLNHYLSETIGNSWSVVWPIAFWARLYNGANAYAAIQ
RTLNTMISYSGATWTMNSGSYQIDGNLGYSAGIAEMLLQSHGPSDSWPIMLLPALPSTW
ANGAVTGLHARGGFTVDITWSNASFQSANIYSGLGWNLNVSVFNLPAGYSKFAIQELDL
TSENGWIFIHSTQGTNYTIIPVSD
>1845_t gene=1845_g
MDYEKPLNPNENGELIQNALRSIIIPNVDDVRGSITLPTTIEDLPEMQITWTSSNPAIVSDK
PNGKAAPGVVRRPPVGAAPAQVTLTASVAIKSEPKITTDFSRDFQLTVQPSVKLAPYSGY
GMVNFARSNSHRGQQVYMAYSVGNDGTRWKAANSGQPILTSTKGVHAVRDPSLIRSRE
GDRFFLVATDLNVDGVEYGWRGWDWAQSGSSRYIEVWESRDLRNWSNQRHILVAPPE
AGMTFAPEAIWDPEIEAYVVFWTSSMYPADTYFTEDPNDPKRRYPLTRNQTLYATTRDF
ITFSPAKVMSGRPNHGTLDACMIYEEETGYYHRFICDRISTGVGVTRYAADCPTDDIYQE
RSQRVLAPEEDWQLVACCITHKAMNTTYAEAPLVFQANPGDQRGKGYYFYSDQIWADS



PAGQPMEEQLHPYWTSCLSSGQWTPIEWTQKPEYEGSHGVIRHGTVINLTSADHAAVRG
ADLVSLSVQLSAKITCFTEEPLDSSALVVTAKYSDAVTETLGEGYGGYILTGSGPWRTPG
EYTVEVSYSVLEVTQTASFNVEVIERPTVF
>1853_t gene=1853_g
MAVIHIASLTFEHHPTGFGIGHERPRISWNFSCNDDNFKNWVQSSYEIQIRRQNDTEKYH
VESSSSVLVPWPGQALCSRERAWVKVMAHGKARNAAGEVITASTAWSEPSIIEAALLDK
GDWTANLVTSTHMDIKNTPMRPLIFRKVFQLRPGSILKARLYITAHGVYHAYINGHRIGN
EEMAPGWTSYNHRLLYQTFDVTSLLIEGTRNVLGIEVGEGWFAGRLGMDQKRNFYGDQ
LAFLAQLEVTFELGENVLVNSDSTWKSNTSATTRSEIYDGEDYDSCEEHWGWNDDPNL
DEHDWLPTVQLPFPRAKLLASDSPPVRIVEVIAPVRIFKSKSGKALLDFGQNLVGKLRVR
LPATTETTKISISHAEVLESDELGRRPLRGAKPVDNVVLSSRQPSSWSPKFTFHGFRYVQI
DGWPVDEGFPHREDIAALVMHSDMVRTGWFSCSESLLNQLHHNVVWSMKGNFLSIPTD
CPQRDERLGWTGDIQVFSPTANFLFNTRGFIGSWLEDVAAEQLESSKNGVPGLVVPDVF
DNPPNPPGPQSVWHDVTVLTPWDLYNSSGDIDILRRQYESMKAWVDKGIKRGPNGLWD
QNIWQFGDWLDPASPPSEPGLGRTDSLFVADAYLVRVLGIISKISHLLGETEDATRFAKD
ESNARKAFQYEYVTPSGLLVGDTQTAHSLAISFRLFDNHDHLVKSASRLCHLVHLAKYR
IATGFAGTPLIAHALSDTGNHQLAYRMLLEKECPSWLYPITMGATTIWERWDSMLPDGSI
NPGEMTSFNHYALGSVANWLHTNVGGISPLDPGWRTIQVRPVPGGVLRNANVAHESPY
GRIECSWSINESDDTFALTIVVPPNSEARVILPSAWKENQQEVEEESIRVGSGKYNFSCPY
KPAQWPPKAELARSTFRLEV
>1854_t gene=1854_g
MASKRMALVWLTALLGIMPTAGAVTLNVATEGGNATSPIMYGLLYEDVYHSGDGGLY
SELIQNRAFQGTSVDNNQGPYQTLQYWHTQGSDTLTLDNDAPLLTSALPWHMRVDVAS
DATGPTGFWNEGYWGMNVTTASTYNASFYVRGSYTGEISAAFWSNTTGSMLGSTSFDV
NQTEADGWVSYSQTFVPTQSGPDEKNTFHITFEGSNVAGGSIRFQMISVLSQSFNGSPNG
LRMDLAEAVNELNGKYLRLPGGNNLEGIASPYRWKWNETIGPIITRPGRPGTWGYVNTD
GLGLLEMMQWCLDMNLEPILAVWDGLYLDGEIVDEADLQPYIDDVLNELEFLTGPSTSE
WGSKRASLGYSDPFTINYLEIGNEDFLNGGIPSYLAYRFSNFYNAVKNEYPNMKVISSIW
AGYFTDSSLPVNVIQDLHDYLSADDMAAKFNGYDNAPRTYPVLVGEYAAIYDAQHTSP
NQLDNPTLQSATSEAVYFLGLERNADLIVGISHGALIKSLHDEPDNVAMIKHSPTSIVRSM
SYYAAKLFATNFGSETVAVTGDVAYGPLYWAATKNDSGTFFIKIVNYGGYSSTPVTVLV
SGKTNVATLKTLSAPDMYSTNTLGDTQSIWTETQISVSEGGYSFTLSGAYIMAVLVV
>1875_t gene=1875_g
MGGEAHPRAPPSSYPKLVERPVGQHIRSIYLDRLRQFTDEGLYREDGLVSKYYDAVVSD
QEHVKLFVYSPPNLSRPTFEGATSHEFKPTSTGNAFGPSWSTHWFKIHLTIPRDLLGKERL
EFHWDAGNEGLIWTEHGHPLQGLTGDGERIEWIIPESFRDGKEHVFYIEMACNGMFGNG
NGNSIAPPDENRYFTLSKAQIVAVNLDARALYYDFWIIGDAAREFPQDSWEQHEALMVA
NSIMDTFIAGGGSKQAIKDARKIAQQYLGDRVDSHKVYDTDTEAVVYAIGHCHIDTCWL
WPFAETKRKVARSWSNQCDLMDRYPEHRFTVSQAQQYKWLKTYYPSVFDRVKSYVKK
GRFQPIGGSWVEHDTNLPSGESLVRQFLYGQRLFESYFGERCRTFWLPDTFGYSSQLPQL
CQLAGMKRFFTQKLSWNNINNFPHTTFNWVALDGSQVLCHMTPAETYTASAHFGDVRR
SITQHKSLDQDKTSLLVFGKGDGGGGPTFEHLEKLRRCRGLSDKVGLLPRVKMNTSVDE
FFDQLQEKAAKGVNFTTWYGELYFELHRGTYTSQSNNKRNNRTAEFLLREIEYFATLAT
VGKTKSSYKYPKEDLDNMWESVLLCQFHDCLPGSSIGMCYEDTKEIYAEVFATGHRLK



KEALAALGFSEPKSGENVQYINTLPWQRSEIVKLPEAVCQSNEPSYAQISGRTGTIDVSLL
NNSQTPRVSIKEVKPGVFRLTNEKLKVDIQDGVIVSLYDVEAEREVISRGGKAGQLVIFD
DKPLYWQAWDVEVFHLESRKELKSSTTSIAENSPHCVSVVTETQISEHSWIKTTISLKAT
VDNEPSYVEFDSEVEWREDKKFLKVEFPVDVHNTEASYETQYGIVRRPTHYNTSWDMA
KFEVCSHKWADLSEFGYGVSILNDCKYGFATVGNVMRLSLMRAPKAPDAHADMGRHH
IRYAILPHSGPLDHRTVRAGYNFNQPLTAVSATSKSTGAFDAIHMTGSKALILDAVKRGE
DDEDVSRGELAKRPGQSIILRLYESLGGKARGAIHTTLPVKKVWKTNLLEDNEVEFPIVQ
NHKDATLEGQKSVDIELRPFEVATFRLQL
>1896_t gene=1896_g
MAVTQETISKLSDGALRQISKPYFYREAYLRPATIQCHASNLLRLSNGDLLCAWFGGNM
EGKPDISIYLSRLEFGKSQWSEAIRVTHDNTRSEQNPVLFRHTDDTIWLLYTSQHRGNQD
SAIVKRVASHDNGYTWNENPEVIFSEPGTFIRQPVVVLDNGNLVVPTFKCRVDAGEKWV
GNDDISAVRVSQDQGKNWSETPVPESTGCVHMEIQQLKDGSYLSLYRSRWADFIYSSTS
PDGIAWSPPKPTSLPNPNAGICFDVLSSGRVVVVYNHSSRQNATGRRTGLYDEIGDDEGD
NRQDQTAKHEGKEAFWGAPRAPLCVAWSDDNGKSFQHKVLEDGDGFCMTNNSENKL
NRELSYPSMVIGDDGTIHIAFTFWRQTIKYVQIRNDFFD
>1925_t gene=1925_g
MARKDKDSSSEFVPLTNRSHSSSASFSSTDSLSSDGSLFGDDDVDALPSLKTTKTQLQEE
APYRDVDEDVEVERGDDIFLHPIQKSKRNRGSRLIWVVGLLCLGGWILAFVLFWGRRNN
NSELSSSIAAVHDAESATGATSYGKPLTLDSVLNGAWSRRRHSISWIAGPNGEDGLLLER
GEEGKKGYLRVESILSRQNESNAGEGWVLMESGTIDANGKYLQPSETWPSPDFKSVLVA
VDSVSNWRYSFTATYWIFDVDTQTAQPLDPAEPKGRIQLASWSPQSDAVVFTRDNNLYL
RKLDSDKVTQLTKDGGKDVFNGVPDWVYEEEVFGTNSATWWSNDGKYVAFLRTNEST
VPEFPIEYYMSRPSGKKPPAGLDKYPDVRKIKYPKAGSPNPVVTLQFYDVESAGVFSVDV
SGGFSDDDRIITEVVWASNGKAIVKEFNRESDIVRTVLIDVASRAGELIRVDNFVQDDGG
WAEVTQSTTFIPADPANGRPDDGYIDIVVHEGYDHWGYFTPVNNSVPILLTSGPWEVVD
TEPAIDLYNNIVYLVATKESPTQRHVYSVKLDGSDFQPLTDVSKTGFYDVSFSIGGGYAL
LSYEGPHVPWQKLISTPSNQNRFEEVIEQNEELSNMIEKYALPAEIYQNITIDEVTLQVVE
RRPPHFNPIKKYPVLFWLYGGPGSQSVDRRFSVDFQSYVASTLGYIVVTVDGRGTGHIGR
AARTIVRGNLGFWEAHDQIETAKVWAQKSYVDKDHLAIWGWSYGGFMTLKTLEQDAG
QTFQYGMAVSPVTDWRFYDSIYTERYMHTPEHNPTGYEHSAISNMTALQQNVRFLVMH
GTADDNVHFQNTLSLIDKLDVAGVENYDVHVYPDSDHSIFFHNAHKMVYDRLSSWLVN
AFTDEWHHVNSALPVS
>1943_t gene=1943_g
MAIPFVFTLAWLLPVVLAASLTQVSNFGDNPGSLQMYIYVPNTLASKPAVIVAMHPCGG
SAPSYYGTYDYHTPADQYGYILIYPGATRDYNCFDAYSSASLTHNGGSDSLSIVNMVKY
VISTYNADSSKVYMTGSSSGAIMTNVLAGAYPDVFAAGSAFSGMPYACLYGAGGADPE
MSNQTCSQGQISHTGQQWAAYVHNGYPGYTGKYPRLQVWHGTADNVISYADFGQEIS
QWTTVNGLSFTSNQTNTPLSGYTKMIYGDGSQFQAFSAAGVGHWVPTDVSVVLDWFGI
TGSSTTTTTTSKTFTTTTTTTPTTTTSSPTSTSTGCTAAHWGQCGGIGWTGCTTCVSPYTC
QNLNDYYSQCL
>1996_t gene=1996_g
MRYTPFLSALAACAFESAAAISVTGAAEGFAKGVTGGGSATPVYPSTTAQLVSYLGDSS
ARVIVLDKTFDFTGTEGTTTSTGCAPWGTASACQVAINQNNWCTNYEPNAPSVSVKYD



NAGILGITVASHKTLIGEGTSGIIKGKGLRIVSGASNIIIQNIAITDINSKYVWGGDAITLDG
ADLVWIDHVTTARIGRQHLVLGTSADNRVTVSNSYFDGLTPYSATCDGYTYWGIYLDG
SSDLVTFKGNYIYHFSGRSPKIQGNTLLHAVNNYWYDSTGHAFEIGSGGMVLAEGNVFQ
NINTIVQSPMDGQLFTSPDTATNAACSTYLGRACVVNGFGNSGTFNEADTAFLVDFQGK
NIASAAAYSSIKSTVPSSAGQGTI
>1997_t gene=1997_g
MLSVVVLAASLLAVPALADLESLTSSGRGRTYWVHEPDDLEDGQIYPAIIAFHASSGIGF
NIDGFAMEADVRLSLPAIPTAYSSDRYFIYPDGVDGYWAGPTYANVSVAEDLQFVSDLIE
DIKSKYSIDSNRIYATGLSNGGGFVGTIACSEVGGQFAALAPVAGSFYTDVSGTGCTPAR
SPLPILEIHGGSDQTVFYAGGEGEGGPLPAIPTWLGYWQQRNGCTSNSTVDSDSGNVHH
TSWICGGQNGTLQHWKVDANGHDWPSKTINFDMLAAGMGPQPIEANDIVTEFFDQFSL
SD
>2011_t gene=2011_g
MPPLRLHIEGHKFRDPYYREITLRGINVAGDAKYPKNPDIPSHVAEGFLDGDNVSFVGRP
FSLEEAPFHFRRLRKWGYNTIRYIFTWEAIEHSGPGKYDDEWVAYTIEVLRIAKQYNFYV
FMDPHQDVWSRFSGGSGAPLWTLYAAGFNPENFNKTQAALVHNTWPNPSEFPKMIWST
NYTRLVCQTIFTLFWAGRDFAPKAIIDGRNIQDYLQEHYIAACRYLALKIHEAGDLEDEV
VIGWESLNEPNRGLVGYQDINVVPPEQQLQLGTSPTAFQAILNGSGRACEMSTWAFGSF
GPYETGKELVDPEGESAWLPANYDDTKYGWKRDPNWRLGTCIWAQHGVWDPSTDELL
QNDYFSKVPKTGEPLNYDVFTNTYFMDHYRAFRDAIRSVHSNCILLNQPPVMEVPPKLK
GTEDDDPNMVHAAHYYDGLTLLTKHWNRMYNVDVIGVLRGKYWTPAFAVKVGETAI
RNCLRSQLKFLRDESFECMGDHPMIFSEIGIPYDMDDKSAYKTGDYSSQISAMDANHFAL
EGSGSNGYTLWVYATQNDHEWGDQWNGEDLSIYSRDDLELPSSLSDSTLTVDRNSPSFS
QSSSSNDNGKITHHNIKNVIETPSISRQSSKASSEPEGKPGFRAGEAYIRPSAVYTNGDLLA
QGFDLKSCKFTLSLYADKPTTQEAPTEIYLPEFHFPATEIGVTVSGGKWAIENREESSYSF
QVLKWWHGEGDQDVTIQGIKRKVSGLIISPEDESYLDQCQKNCSVM
>2012_t gene=2012_g
MSGKAALKAVKSALDSKDFELAASKAKDLIDRDSTNYHAHVFLGLAQDKLGKTEEAES
SYLAASRIKDTDKTAWQGLITLYEKQGSNKLDAYRDVTVKLGQILAENDERDRCVDVV
DKFVKFTRKNGNRAQQKQALHIQLPTCPLYPSLEGRVPHPSDTYSRLIELTETEEKEFINR
EIGERRTRLGARIDQVTAEVKREALTNPELEQYYRGLIDWTGNDEIRHQTEERLLQRAYD
LLLVLPQEQKSVKREEVIRLARDMVIIKHPFLLAWKIELEWKDVEDFSGWDPILLRDFTE
FFPENGLSKVLQGFLKGDLSPFPVETELQESAQAESSDEKAEVAELAVEDRLILMSSGLE
QSSDSIISHRIMAQLYLNLEEYASAVEVARKGILIIKDITKNTGLGLAHTTDNVNTTLATA
LISYQSPRNHPEAKGIFESILKRKPKNTKCLLGIGLILEEDHDYEEAYNFLQRARERDPSN
VKIRSELAWCTALNGDLESGLEMLQDVLAEVGDDETQNREFKAEILYRIGHCQWELDPS
AASRKDRSGAYASFLASIQANLNYAPAYTRLGIYYADYKKDKSRAKRCFHKAFELSSSEI
EAAERLAKAFANKQEWDLVEAVAQRVVDSGKAKPAPGSKRKGHSWPYAALGVVQLN
KQQYTKSIVSYQAALRISPGDYHSWVGLGESYHNSGRYIAATKAFEHAEALEATLSKSES
NNIWFSKYMLANVKRELGEYDEAITRYEDVLTIRLNEFGVMIALLQTLTESSWKNLDTG
LFNDAAKSAHRALEIAMAMAKKTPNVFNLWKAAGDACAVFSYIKAKSGHLHLSELRSL
LSIDAPDGVYNILADTDDVGSNHVIFNASEEGLSSSSDLCMYASILAYKRAVYVSANDRH
GQAVSWYNLGWAEYRAYRCIEGDTNTKREKRHTKKFLKGAIRCFKQAIELEAGNSEFW
NSLGVVTASLSPKVAQHAFVRSLHLNDRSAQNWTNLGAFYLINNDLQLANEAFTRGQS



ADPDYAPAWLGQGIVALLYGDPSEARALFRHGFEISTSSSTLTKKQYTLSLFDRLLEDASI
SNELSQLIQPYFALQQLHFQEPSALSFEHLSALFAERIGEYAQAESALSVVCTGVEAEYEV
SESSSSLVRFALANADIARVHLANHEYEQAVEKAELALTLSGDDSLATPDPSMVTSLRLS
AHLTAGLSYYYLKSMDQAIDMFRDALHEAENDPEVVCLLAQVLWAKGGEEERNVARD
QLFESVEKNPEHIGAVTLLGAVALLDGDEDAIEAVHADLENMRTRDDIEIHDRARVVKL
LSAISAMGFSADSDIPEAERLVIEASRAVMLAPGLPQGWMELTAATGELHPATIAVKTAL
RNVPPHGGLDAVDLCKAYVQTGTIGDSLRGIMLAPWKADGWASLNESLSDAV
>2022_t gene=2022_g
MQIARLLAHVVTLSQQTVRLNLPFLAKAQIRLLSIFALAYLTILLLLRWRVSHDPGSLFFT
VQGYAPKYSLTRLQQAQAFLQSIAQSDTESVKQTEQTNEIGTVAPRLCIGMPTARRSQEQ
YVDITIASLFDHLTPQERAQIQFNLLIAHTNPREHPFYDESSSTVNASRVADKVVFYPDIA
GSSKSMTNRIHQLEKQSKFNEKSYYDYSLLIHQCVGSLAPYILILEDDVLAQEGWYART
MDSLQKLDTEPENFRGEWLYLRLFFTEKFQGWHKEHWPLYLLWSCATVSLVAVILLSL
RLRLSSLLASPSLPYPRSFSQRRSSKDHQLLSLPFIFVVSCLFVPALIIIYFAAGPQTVQPLRP
GIHVMNNYGCCSQAFVFRRNMSLALMDWFDERIATDMKFADPTSNHDNGRKYLRGSID
SAMEIFADERYLQRYALVPSAFQHIGARTYKESGDSGARDLYKVSGARGIWSFGFEQLV
PPS
>2046_t gene=2046_g
MKTTILFASALLGHYVSAQTVGAWGQCGGINYSGSTTCVSGYVCTYENPYYSQCIPGTA
TTTTSSTLITTTSRTTSSTTSSTSKTTSSKTTTSSPTSTGFSKVNGLNFTIDGKTNYYVGTNT
YWLAFLSNNSDVDLVLSDIASSGMKILRVWGFNDVNTVPSAGTVYFQLLANGTATINTG
AYGLEKLDYVVSSAEAHGIKLIIPFVNNWSDYGGMAAYVTAFGGSQTTWYTNTAAQAA
YQAYIKAVVSRYSSSPAIFAWELGNEPRCNGCNTSVITDWAETTSAYIKSLDSNHMVTTG
IEGFGLDAGSDGSYPYTYAEGTNFTALLSVPDIDFGTIHLYPDSWGEALSWGSSWVSTHG
AACASIGKPCILEEFGTTSNQCANEAPWQATSLDTKGMGADMFWQYGDTLSTGQSPND
GNTIYYGTSTFTCIVTDHIAAS
>2047_t gene=2047_g
MLLPVLTKNLGPTPRSSLLTTTLTLFLLISTPAAQNTTFPLTLTTNHNCRDPSIILYNDYYY
LFSTSSQLSYWRASNLSGPWHPAGSVLPRSTGSVIDKGDPRQPWAPTILLVNDTFYCFYC
VSTINTRDSSIGVATSTSLDDGGAGTWTDHGALINTVSGANADVFPYNDSNAIDPSIIVDP
VGNSGQAWLTFGSYWTDIWQVPLSADLLSVENADDPNATQLAFNASFPAEEASFMSYK
APWYYLWYSKGYCCGLDIDNLPAAGTEYSIQVGRSLDVSGPYLDKDNVSLAEGGGSIV
YGSNHDGQVYAPGSSGVISSDTRQDVLYYHYLNLSIGVSDGDAILGYNYLDYDDGWPV
VSSIRPDTTNVQDRKSAASNFLSMKIFLFLCMALCTLWLL
>2061_t gene=2061_g
MRRGVIIFILVNVLILGFLVRSVFTLLTLLVEDASADAIHRSDIPSPNSSLIETRPQLIPKIIHQ
TYINESIPERWIEPQRSCIDLHPDYEYKLWTNAKSRAFIAEEYPWFLDTFDGYKYPIQRAD
AIRYFVLAHYGGIYLDLDDGCQRRLDPLLAYPAWVRRTKPTGISNDAMGSIPQHNFFLK
TMESLQAYDRHWFLPYITVMYSTGPLFLSVIWKEYMPQSFGMDRVRVLMPDEYNGYP
WSFFTHNIGNSWHGADAQLIFWMCRYWVLLTVAGFTIAGCVGFCMWVVYGRLLLLGH
RYRYTRVASSSLSMPKIRRRPFTIVPSFFRRISASSISSDEELGRKEGAYSE
>2080_t gene=2080_g
MSEPTYDYIIIGGGIAGCTLASRLHERNDSIKILLIEAGPDVANHPLTQSPLACFGAHFSPL
DWAFKTVPQAHLDNRECYNSAARALGGGSAINYGTWTRGSAADYNRWGELLKDQQW



SYEGLLPYFRKTETHFKTTDADLTVHGVEGPIHNVSVSQSSPDRKYPLREPLRVAWNRL
GVEVTEDANAGVPLGLGELTENWRDGRRQIASEVFGIKQLPRLTVLTETLVQRVLIEDDE
SGTKRAVGVEVIGGHVYRANKEVIVSAGTYRTPQVLMLSGIGAREDLSKHGITQTVDVP
EVGRNFHDHFAFVQWWKLRHPERGLSIGTPLWNSPAYAVGLPCDWVATLRAPRENLIR
ALEEDKVTDIDGHPYLAPDACHLETLIVYAPAGAAVSKVDVPMDGTYIASAVLGMATTS
RGHITLASANASAPPLIDPNYYSTEFDRAVLRAGIRQVTGLLLDTPEGQELVESQLSSHHG
FGPLNSWSTDEEIDAQVRAGGNTFYHPAGSAAMGKVVDSNLRVYGVANLRVVDASVL
PLPITAHYQALTYALAEKAADIIYS
>2085_t gene=2085_g
MASFLKLAAAGLLIASASAVPTKQVRSTSVQKRSSSKAGAAYNDASLVTTLCGDSSGIS
WAYNWGSSSDGDLPSGVEYVPMLWGTSSLFVDGWTSNVEAALAGGSSYIMGFNEPDL
ASQANLAASDAATYYKQYLTPYSGKAKLVSPAVTSSASTTAGLAWFESFISECTDCGVS
VLAVHWYGDSVSELQSFITEAISTASNHGISEVWLTEWALSADEGGITDLATAASFVQEA
GAWLDEQAALTRYSYFYVANGYLLTDGAVNSVGAAYASAASSSSTSSSSSSSSSSSSSSS
TTSTTSTSTSIYVAPTTTSSSTSTSIYVPPTTTTAAAVPTVDTNNNVAGTTPEAGAAQAVT
TTAAATSTTPVVLTTTTVTIKSTVTVTTGCVPTPPPCESSYVPTPSSGFVTQTAVPSAV
>2112_t gene=2112_g
MVAFSSLVTVFTAIVGSLAAPADLFKNDNILDIVGRGPSNFIVDTTNNTSLTRRSAINYDQ
DYKTGGTVNYYSSSTGFEVTWDTEDDFVVGVGWNPGSTTPINFGGEFSVSSGTGLLSVY
GWSTSPLVEYYIIEDYASPPSFGTEKGTLTSDGGTYVIWENTRVNEPSIQGTSTFNQYISV
RQSPRTEGTVTVQNHFNAWANLGLKLGTLNFQVIAVEGWGGSGSASYAVNNS
>2143_t gene=2143_g
MFSTKKHLLLSAFLAASTVQGHMIMTSPQPFGQDTLNNSPLAGDGSDFPCKLRSDTYSY
TADVLSANTYHVGDSPLLSFKGGATHGGGSCQISLTTDLTPTKDSTWFVIHSIEGGCPTN
AAGNIGDDANAPDPTTFNFTVPDIAAGRYTLAWTWFNRIGNREMYMNCAPVEILSKAGS
KKREEETSVSKRADFPEMFVANINGCTTTEDFDIRFPNPGDSVVYLGEATNLLPSGQAAC
TGGAGATATGVIAAPTPTGTGAASGTSGGTSGGSSGASTGSSTTAAAAATTLTTTTATST
VPENTVQPVPAPTSTEPATSVATSTSSTSTPSTGSSSGSTSGALSGPCSTEGMWNCIDGTTF
QRCASGAWSAAQPVAAGTKCNAGQSSNLNLVAAKREYAGHIHDRRRLLIDKAQS
>2166_t gene=2166_g
MRFSQFFAGITLSTSIAAATTNNYSTWMADSIISRGQGIAPETPTASTYLQIGIVQNALLQL
IQSPKVSRDAKEKYRAYVQQGTESILDRLLNASQDTLYPLDRFSLGRGLLAEYLDDQDK
QNVKEGLDALNESIALQPRNQYGGLWYFTYPNWSYLDGMYSYASFASLYTTHFDLRST
LEASHDVVYQLDLLWSHCLDNTTGLLFHGYDSSKTAVWANPITGASPIVWGRAMGWY
FMALVNWLEANSSLQLNSSQWRHVQSRFVSLADALVKAADPVSGAWWQVLNYPGRE
GNYIESSGSAMFVYGLYKGVRLDFLPQNQVYRKVADKAYAYLADTFVVNNYNGTLGW
NGTVSVCSLNSTANYEA
>2180_t gene=2180_g
MSAPRSVATALRRTRLSSRCRFAPQTLIAPISVNAARSFSITANNRADASRKIKLTAASYP
QLKRNPNFAEVTKEHVQYFKELLGTDSALIDGVNSDATDDLAAFNSDWMRKYGGQTRL
VLKPQTTEEVSKILKYCNENRLAVVPQGGNTGLVGGSVPVFDEIVINTARLNKIRSFDEES
GVLVADAGVILEVADAHVGEKGYLFPLDLGAKGSCHIGGNVATNAGGLRLLRYGSLHG
NVLGLEAVLPDGTIIDSLSTLRKNNTGYDFKQLFIGAEGTIGIVTGVSILCPTRAKAVNVA
YFGLESFDQVRKAFREAKGQLSEILSAFELMDGRSQALVKESTGNKPPLEGEYPFYCLIE



TSGSNAEHDTAKLETFLEHVLGEGIVADGVLAQDETQIQSLWRWREGITESLSHLGGTY
KYDVSIPLPELYQLVEDTNTRLTEKGLVGDDDSFPVRAVVGYGHMGDSNLHLNVAVRQ
YTKEVEQAIEPWVYEWIAKRNGSISAEHGLGVAKKEFIGYSQNETNIKLMKQLKNLYDP
NGIMNPYKYI
>2198_t gene=2198_g
MAYQGQSQYPKSDAPPYADNIVLNSGINNYSPARSSQYSRFDPRGWRTRTQLIAAGGVV
VILIAIIVGAYEGVKANRYPDYSALSYSLKDTYEGENFFDNFWYWSDADPTGGFVVYLQ
RANAVWSNLTYATNESAVIKVDTSYSDTTGGRNSIRIQSNNTYNDGLFIFDILHTPYGCG
TWPALWLSDSSNWPTNGEIDVMEATNNGTWGNSMTLHTTDSCSMGVKRKETGTVTSK
NCYNGTNSNEGCGVSSTTASYGPEFNSNGGGVYATELRDAGIRIWWWPRASIPSDITNG
SPDPSTWGEAAADFPSTDCSISSHFRNQSIIANIDLCGSLAAADKYYIEEAHCPSNCTAYV
AANPSAFTEAYWEFKSFKVYQSS
>2212_t gene=2212_g
MSSRFTAAALLLALRSANALVLPDNVGRLPALGWNSWNAYGCDVNETKILTAATQLNT
SGLQALGYKYVNIDDCWSVKSGRDNVTNRIIPNPDTFPNGINGTAQQVHDLGLKIGIYSS
AGYETCAGYPASLGHETTDAQTFAEWGIDYLKYDNCNYPSQWDDEYNACIPDSDYPGV
NPNGTCPGLADPAPAGYDWSTSNTTKRFNIMRDALVAVQDQRVILYSLCEWGYADVPS
WGNGTGNSWRVTGDINATWDRITAIANMNAHELSSVDFWGHNDPDMLEVGNGDLTIE
ENRAHFALWAIMKSPLIIGTDLSTLPDTHLSILKNADLIAFNQDPVIGKPALPYKQGYNNG
TYNPHYPPEYWSGATSYGWNLVLLFNSEDVAASRTAVWSEIPQLGKHTNRYRVEDAWT
GKDLGCVHKEYTAQLEAHDVAVLKVTGTC
>2216_t gene=2216_g
MAMTFTEDSIKELRLRLEDAVVKCSERCLYQSAKWAAEMLNSLVTTDGNDTDAESPME
TDPQPNVNPFSPQSDPTEATLELQEAHKYLLAKSYFDTREYDRCAAVFLPPTIPPVPLSTV
SPNVKSRTSLTPQKGKRKSFVRPGSKAGQALPRNPYPNLSQKSLFLALYAKYLAGEKRR
DEETEMVLGPADGGMTANRELPDLARGLEGWFAERRERGLQDCGQGWLEYLYAVILM
KGKNEEEAKKWLVRSVHLFPFHWGAWQELSDLLPSVDDLKQIAETLPQNIMSFIFQVHC
SQELYQATDETHQTLNGLESIFPTSAFLKTERALLYYHSRDFEDASAIFADILIDSPHRLDS
LDHYSNILYVMGARPQLAFVAQLATATDKFRPETCCVVGNYYSLKSEHEKAVMYFRRA
LTLDRNFLSAWTLMGHEYIEMKNTHAAIESYRRAVDVNRKDYRAWYGLGQAYEVLDM
CFYALYYYQRTAALKPYDPKMWQAVGTCYAKMNKIPQSIKAMKRALVAGAYYEQSA
DASSADHPTAGRKILDPDLLHQIALLYERSGNEDEAAAYMELTLQQESGEIERTETDSED
DDGDENSDDDTTTQPRSRRRRRRQKSSRDDDNEVEAIGGTGVTATTSKARLWLARWAL
KHGDLKRADQLAGELCQDGIEVEEAKALMRDVRARREGGG
>2218_t gene=2218_g
MTLSKTYAILASVSLWLGANAQGKRGLCYGNVTWANYFAGNSKVTWGYNWGVQSGG
LDSSLEYVPMLWSVPSGADPDFENAAAVAKNVLGYNEPDLGSQANTIPSVAASGYQTY
MQPLAGKTRIGAPAVTNAGNGVLAYMGLGWLEYFFDDCQGCHVDFIPLHWYANDTAA
NFEAYLTQAHDRFQKPIWVTEFQLQDSDANQVAFLQEVLPWMDQQSWIERYAYFGPFE
TFLINGAGNGLSDVGKAYVSI
>2224_t gene=2224_g
MASTNGSGTPRRDTRNHLLFEIATEVANRVGGIYSVLKSKAPVTTAEYGERYTLIGPWN
RASAAVEVEAMEPTNQAMIDTMASMKERGIEMIYGRWLIEGAPRVLLIDTGTGYGYLN
EWKGDLWNTSGIPSPEGDHETNEAIVFGYLVAWFLGEYIAHESKRAVIAHFHEWLAGVA



LPLTKKRHMDLTTIFTTHATLLGRYLCAGSVDFYNNLQYFDVDAEAGKRGIYHRYCIER
AAAHSADVFTTVSHITAFESEHLLKRKPDGVLPNGLNVKKFSAMHEFQNLHSQAKEKIH
DFVRGHFYGHMDFDLDNTLYLFTAGRYEYRNKGVDMFVESLARLNHRLKTSGSKTTV
VAFIIMPAQTSSLTVEALKGQAVVKSLRDTLEMVEKGIGRRLFERCLSWKEGDSLPDEK
DLITSQDRVLLRRRLFALKRHTLPPIVTHNMVNDSEDPVLNQLRRVQLFNHPSDRVKVV
FHPEFLNSANPVLPLDYDDFVRGTHMGIFPSYYEPWGYTPAECTVMGVPSITTNLSGFGC
YMEELIENSSDYGIHIVDRRAKGIDESVNQLCDFMFEFASKSRRQRINQRNRTERLSDLLD
WKRMGLEYVKARQLALRRAYPTSFDTEEDFSDYIGSTAQKISRPLSVPGSPRDRSGMMT
PGDFASLQEGREGLSTEDYIAWKLPEEDEPDEFPYPLTLRTKKPGDRPQSPLDSISLNGK
>2235_t gene=2235_g
MEKFLRGWRQDALNRGQNDSAIYIGDKVLALTNSDADAFWLAQVHFNNNNFTRALAL
LSRKDLISRSTSCKYLAAHCYIKQNKFEAALNILGDQNPTHLITTAGHSRRKIQHLNGHSH
VTLRNGKTAASRSDRADRSEERDREDANNIRFEAAMCYLRGLCYAKQNAFDRARDCYK
DAVRIDIQCFEAFDQLMKNSLMSPAEELEFLESLDFDSVTVPSDPSKSQEAAHFVKMLYT
TRLSKYTSPATLSDATETLSTHYNLATNPDILLSRAEALYTQCRFLEALELTSSILTSPETA
GAMTESSVVPGQNLGHSPAVYPLHLACLYETGAVNALFLLSHTLADNAPEEPYTYLAIG
VYYLSVAKIAEARRFFSKASLLDPHSAPAWIGFAHTFAAEGEHDQAIAAYSTAARLFQGS
HLPQLFLGMQHLALNNMSLAHEYLCAAYSMSSGSPSGSLTTIPKGPASGLPALGGDPLV
LNELGVVLYHQGNFKPAAELFHQALALANSLQCDPGAWVATRANLGHAYRRMGELND
ALAQFDECIRVGAGGGATGYSAAIGGTSATSAGVAGYEDRGLIGSLHTSRGLVYLQLGR
TLDAVTVLHEAVRVLGVSGGDAAGGAGTAGTILARALELWSMENRVKAIKTANSGRQ
RRDAASRSRDDAYGSNLTEELVHAEDDLETELDAHAEGLLGTALNKVRPRRPGKRPQR
SGTASASVDPPEEMEVEEPIGRSSRGNEASLPSRRSPTRRVQTRRPDGS
>2239_t gene=2239_g
MFSSTTAFVAATLAVGVLANPAAAPAALTKRNTPNSSGTNNGFFYQFWDDGSSGTTTY
TNGPAGEYSVNWQNVGDFTSGKGWQQAEARNISFSGSVNCNGNFYLAVYTWSTQGEN
YILEDYGTYNPCSSGTNMGSLYSDGSEYQVCLVDRGNNYLQNWSIRQNKRSSGTVTTA
NHYNYYEAHGMTHNPLSSAAYQIVSTEGYGSSGSADITVSEASPPTSSSTGITSSTSLTTG
TTSSASPTTSSTSGTGAAHWGQCGGIGWSGPTTCVSPYTCQQINPYYYQCL
>2241_t gene=2241_g
MAIARPIRLLGAVGILGVLLVLYRLSQTSQLPSITGTTGTVDTDKITDGMKRDPLLDPTGE
PEGILWRAEDHDYAPDSENSARINATLLSLVRNEELSELVTTMKQLERTWNHKFNYPWT
FLNDKPFTEEFKRKTQEVTKARCYYEQIPADHWEAPEWIDDDLVRESNKLLEEQGLQYA
GKASYHKMCRWNSGMFYKHPALANTRYYWRVEPKVEFYCDVDYDVFHYMQDHNKT
YGFTINLFDAPESLPSLWPETERFLAEHPEYIADNNMMEWLVDDKLRPEHNKKANGYST
CHFWSNFEIGDMNFFRSEAYEAYFNHLDRAGGFFYERWGDAPVHSVALGLFEDASKIH
WFRDIGYRHIPYFNCPNSPKCSGCTPGKFYEGASFLAKEDCRPNYFKYVGTH
>2248_t gene=2248_g
MSGFSRTRQKRYKAAKNLEIMILASILLFATSVAALTLDVASSGGNKSSSLLYGLLYEDI
YHSGDGGLYGEMLRNRAFQGSSSNGAASLARNTDYWHPVGNVSLNIDTSSPTLSSSLPY
QMRMDVPAGTTGTVGFYNEGFWGFNVDATKRYIASFYMRGNYNGTVDCYFHSNTTGQ
VLGSSSMSIDQISSEGWVQTFSTTFQPSTTGSDANNTFYFTFDGSKLAGQSIYFNILSLFKK
TFDDRYNGVREDLAKAVENMNVKYIRLPGGNNMEGNGSPYEWKWNETIGSLVDRPGR
PGTWGDINTDGFGLLEMMQMSQDLGLEVILGIWAGLYLDGEIISEANLQPYVNSVMNEL



EFLLGDKSTTYGAQRAALGFPSPFTINWIEIGNEDYLNGGTSSYYSYRFMAFYNAIHAVY
PSINLVSTINPNPVTSNGSSLDLHIYGNEDYFVSLFNTFDQASREYPVFSGAQTLGMSCAE
AIFLLGCERNSDVIVGSAYGALIKSYNEAPDTVAVIKHTANEILYSISYYVQKLFADNMG
TKTLPVTATNGGFGPVYWSATANSSSTILKLVNYDGMTGSSNAVRVKIEGSSKKTATLIT
LTAPNSTSVNNLPTLGGESSTITTTTLSGSSGSFSVSFSNPYEIAILVV
>2249_t gene=2249_g
MAEITALRFEQHHSGLGLQCSSPRISWTFSAADDSICDWQQLQYEICVRHETGIPTYFVIQ
SPGSSLVPWPSTPLQSREQAQVRVRVCGSWMDRKTRRVHSDWSAWSSWATVECGLLSS
QDWTAVPISRPIVPLSHKDEPLRPLLFRKTFELPATFDSVQRARLYITAFGVYRAYLNGCR
VGDHEMSPGWTSYRYRIAYQVFDVKSLITTKGNNVLSFEVAEGWYAGRLGFDGGKRYI
YGDQIAVMAQLEIDGPAGGRFKVASDISWKCHPSPIVNSEIYNGETYDARVEGEYWNQH
DPSNVDTDWETVSVLDFPRAQLYAPNAPPARITEILAPQKIFTTPSGRIILDCGQNLVGKL
LVRSITLPVDATVSFIHAEVIEDDGELGTRPLRGAKCVDTVISSGQTLIDWSPKFTFHGFRF
VEIDGWDPRIEKKSWKSNIQALVIHTDFRKTGQFECSNMAINQLHQNACWSMRGNFLSI
PTDCPQRDERLGWTGDIQIFGPSATFLYDVTGMLSEWMEDVACEQSDHNGVPPLVVPN
VLDHVWPSIPQALWGDVVIILPWVLYLSSGDCEILRRQYPSMNSWLDQGVCRGKDGLW
DPELWQLGDWLDPQAPPDEPGDCRTNSTLVADAYLVYVTSLMAKIAFVLEKESESAHY
SYKAQCLRALFQEKYITSSGLMVGDSQTAYSLAIVFGLFSTQLQLDTARRQLAARVRMA
KFRVSTGFAGTPVILKALTETNNLSLAYRMLLEDRCPSWLYPISMGATTIWERWDSMLP
NGSINPGQMTSFNHYALGSVVNWLHETVGGLRALEAGWKTALVSPQPGGSLTYASVSY
ESVYGRWSCFWKLRFDGDRNETVTLCLDLVVPPNCRAVVRVQADEGGFSKLNENVGS
GKHHWEIPFFPWPWPPQATAPFITNPGKHID
>2251_t gene=2251_g
MRSHALAPFAFELLPLGSVQPRGWIRDQLKLCAAGLGGNLYNFHRFVKDTSWLGGDVE
YSPLRESAPYWYNYIVPLAYILDDDDLKKQANEFLHRTLKNQHADGWIGPEHTKHGRGI
WARCLVMMGMVNHALADPSQYDRIVDSLLRFTRLINSMLKDNYQGLIPHPGDEFDEFCI
TRAHELSTSLQWLYEQVNNRRDKEMIWETMDLAWEATRVGDRDWSKFFTEEEFPKKP
AAPGSTLIKHVVNVSEALRYMPQLYRMTHDHELIAKTRRSVDMSFKYHGTTFGALAGD
EFLAGVHPKRGAELCGTAELIFSLSYMYRLFGDNSYADRAELATFNGLPAGMTPDWWA
HNYLTQSNEPWARNLENWPFYNCGGRALVYGLEVNYPCCLVNHSQAMPKFAMNAFV
ASADLRSISHQFLVPAEVIVPVKGEKPIHIVSETHYPFDERITYKIETSRPFNFYIRVPEWAT
KGTTVNKTLDSDEVREEAVEVDTNSLYKIAISPGKTAFRITLNAEIRVVPRANNAVAIYR
GALLYAMEIPHKAKVGPPTHFAEWKPLPDADYSSKLRDVEYIPTADWQVAIDPSQTHFH
RSEVKGDLPNPIFESGAPPVSISVAGTKISNWKLEGDCAGLPPADPSPTGKPFTVKLVPFA
SAKLHISEFPVVHLKKVTLESQRSGHCILM
>2274_t gene=2274_g
MTTPRKVCFVTIGATAPFDALLSNVLAQPFLDTLKTHGYTALLIQYGKEGQAIFDAFTKI
NPPGSPGRCDLDIKGFGFKNEGLVQEMRSTKANPSQNVVEGMILSHAGSGSIMEALRIGV
PLVVVPNPALQDNHQEELARQIAKNGWAVAGKLDRLVESVQKAETLRNALRSWPPKNS
GAFKDSRGLAGVVEDELGFLD
>2292_t gene=2292_g
MTSQERLERAISIASDPFSEPEVYYGEPNALDGPDGHRHRRTFSADLRSVNRDDIKEFLG
KLPARRGSHDESTLASRKFLIDVDKTIASLLEREDTDQNMEITIEDVGPKVLPVGTAASQ
GYNKFDVRGTYMLSNLLQELTIAREYGRKRIVLDEQRLSENPVSRLSRFIKKTFWNALTR



RIDGSNIAVAGLDPKDWTGDPRPRIYVPPGAPEQLEYYTRIAKENPEMGLDVQKLEGPIT
PEYVKSLNAKPGLLALEMEKFIDPKTGKEDLRGVPFVVPGGRFNELYGWDSYMESLGLL
VSDRIDLAKGMVINFCFSIKHYGKILNANRSYYLTRSQPPFLTDMALRVYDKIKQEPDAL
EFLRMATLAAIKEYYSVWTAEPRYDPATGLSRYRPEGLGVPPETEASHFLHLLTPYAEK
HGLSFTEFVAAYNDGVITEPDLDEYFLHDRAVRESGHDTSYRLERICANLATVDLNSLLY
KYEVDISRIVRTYFKDKLAIPSEFRTPQTAHVEFETSSVWDRRARKRKVTMDKLMWNEE
KGMFFDYDTVKKHCIQYESATTFWTMWAGLATPEQASKLVRQALPRLEEAGGLASGTE
ESRGEISLDRPNRQWDYPFGWAPQQMLAWTGLLRYGYQDDAERLAYKWLYMITKAFV
DFNGIVVEKYDVTRPIDPHRVEAEYGNQGSSKTGFGWVNASYVYGLDILNAHQRRALG
AVTPYETFSKAVDQQFPY
>2306_t gene=2306_g
MIFAVSNALFAASSLLLLAPSPVNAITYNASTHVDCYSSLPSNFIDNGTWTYQSSGYCQE
RCVPMGYSVMAMTNGNDCWCGNELPANSTKTDTCTDTCDGWQADACGGKNAYDVY
LTGLKSDVPIADSSSSTTTSSATTSTTAGVTVITQAGQTIVVTASSDASATAKSSGGGTST
AGIAAGVVVGVIALAAIVGAAVFFLRRRQKQRVEEEYRRNAEISAFTQKKPSSMSSDAR
WDSDFMAQRRQSNGSIADAGDFSRRILQVTNPDR
>2335_t gene=2335_g
MPRSRRYRSFVIFTVIFGLALLHFVRSREWSSEWTQPAANPKVAPATSPHDSTPHEPILPH
DRDAAAEIKFDSTPRIEVPPVPKEQPLDTKKPWTQETAKQIPNGEKSKSGTIKPPTRPASD
DTISIDTASVVDSSRESSGDKTTKKPGSPAKVQPDVFAETKPTKHWEKLPEHFPILESDLIP
LPSGEPKKLPKFQSVTKTETTAQSILREQRLAAIKEEFEHAWSGYTEYALGHDEVRPVSG
SFRDPFAGWGATLVDALDTLWIMGMKDEFSDAVEEVSKIDFTTSFRSDIPLFETVIRYLG
GLIGAYDVSGQKHTVLLDKAVELAEILMGAFDTPNRMPVTYYQWDPEHVAQPHRASAR
VVLAELGSLSLEFTRLAQLTQEHKYYDAIARITNELEIMQNSTRLPGMWPLQVDASGCK
KATPSVPSLTTLGQKSGVKANEDRGLGTPTPSPTPKSTHKDSAIPKDLEKREGGLELDAE
PADHESETKTTTTAKFTPFPKEECEEQGLTSSNAKYDRFGLGGQSDSTYEYLPKEYMLLG
GLSEQYRTMYEISMEPVRETLLFRPMLPEQRDIRFVATVQVSDPGPKDDADEFHIQYTYE
GTHLTCFAGGMFAVGAKLFGIDEDMDIAAKLTDGCVWAYESTNTGIMPEGFELLACDD
PLVCPWNETRYLDVMDPNEKSRIQQAEAWYERELQNAKQAQEVSLEKKPKIVSPVRVL
ESEGSGASSEKTYAGIARREASNSGVDDYDEHAHLSTSKPSVEKASVGTQDTPKSRLDSK
VSPDTKYQADGLPIKPTVLSHKDYVANRLEQDHIPLGYTKIQSRKYILRPEAIESVFIMYR
LTGDDTWREKGWKMFQSIARYCRTELADSAISDVTSTSPELLDEMESFWLAETLKYFYL
LFSDPSVVSLDDYVLNTEAHPFKRPVS
>2337_t gene=2337_g
MKYGVLGIAALALLHFTNGHDHHHRQLSKRALRQPAADQPCPKETLTKTVVVQLDQA
GHTVDVQVQSTQPSTTARFSDAASGHREVPTSSTTSATTTATPKSAQSDRYVIPKPSALN
NLPDPLSSNFLSDTSSTFLGQRSNYGISYSPYKADSTCKTQDEVNDDIRQLRQFSFVRFYG
IDCNQAETVTHAARQNDMQVFAGLYNIDDIETDLQKIIDAADGDWSTFHTVSIGNELVN
RGSKTPGEVVGTVISARRILRQAGYEGPVVTVDTFNQIIAHPELCDESDYCAANCHAFFD
SNQTPENAGPYVLEQARHVYQATGGNKQVIITETGWPSAGEANGHAVPSRQNQLKALK
SLRQSFPDGGIVFFSAFDDKWKQDTPWTFGTERHWGLYGLTETASGFPDLIGPLNDEV
>2339_t gene=2339_g
MSAGHYDDGYGHQGHGDAYYQDDQHGYYDQNEYSNYGDGYYDQSGYYGDNHGEH
HGEQHGEQHAGSGYYEGGQDNYYNEQYYDQGQGGHPDYAQNGRGRRRGDSEEDSES



FSDFTMRSETARAADMDYYGRGDERYNSYNESQMGGQGYGYRPPSSQISYGGNRSSGA
STPVYGMDYSNALPAGQRSREPYPAWTSDAQIPLSKEEIEDIFLDLVNKFGFQRDSMRN
MYDHFMTLLDSRASRMTPNQALLSLHADYIGGDNANYRRWYFAAHLDLDDAVGFAN
MQLGKASRRTRKARKAAKKAAVENPENEQATLDALEGDNSLEAAEFRWKTRMNRMS
QHERCRQIALYLLCWGEANQVRFTPECLCFIFKCADDYLNSPACQNRVEPVEEGTYLNNI
ITPLYSYLRDQGYEIYDGKYVRRERDHAQIIGYDDVNQLFWYPEGIERIILEDKTRLVDIA
PAERWEKLKDVNWKKVFFKTYRETRSWFHMITNFNRIWVIHLGAFWFFTAYNAKSLYT
KDYQQQLNNQPPGSYSWSAVGLAGALVTLINIFATLAEWAYVPRRWAGAQHLTRRLLF
LLLVFAVNIGPAIYVFGVSKDGTDTIAYVLGVVQFFIALASFFFFAVMPLGGLFGSYMKK
NTRQYVASQTFTASFPALSGNGMWMSYGMWVCVFAAKLVESYFFLTLSFKDPIRILRPM
KIQNCLGDKIIGDILCHAQPQILLGLMFFTDLTLFFLDSYLWYIILNTVFSVARSFHLGVSI
WSPWRNIFSRLPKRIYSKVLATTDMEIKYKPKVLISQVWNAIVISMYREHLLAIDHVQKL
LYHQVPSEQEGKRTLRAPTFFVSQEDHSFRTEFFPSQSEAERRISFFAQSLSTPIPEPLPVDN
MPTFTVLIPHYSEKILLSLREIIREDEPYSRVTLLEYLKQLHPHEWDCFVKDTKILADETSQ
FNGEYEKSEKDAARSKIDDLPFYCIGFKSAAPEYTLRTRIWASLRTQTLYRTISGFMNYSR
AIKLLYRVENPEVVQMFGGNSDKLERELERMARRKFKICVSMQRYAKFNKEERENTEFL
LRAYPDLQIAYLDEEPPANEGEEPRLYSALIDGHSEILENGLRKPKFRIQLSGNPILGDGKS
DNQNHSIIFYRGEYIQLIDANQDNYLEECLKIRSVLAEFEELTTDNVSPYTPGVSTPKTDP
VAILGAREYIFSENIGILGDVAAGKEQTFGTLFARTLAEIGGKLHYGHPDFLNGIFMTTRG
GVSKAQKGLHLNEDIYIGMNAVLRGGRIKHCEYFQCGKGRDQGFGSILNFTTKIGTGMG
EQMLSREYYYLGTQLPLDRFLSFYYAHPGFHINNMFIMLSVNMFMITMINLGALRHETIL
CRYNSNLPITDPLMPTGCANLVPITNWVNRCIVSIFIVFFISFVPLVVQELTERGVWRAAT
RLAKQFGSLSFMFEVFVCQIYANAIQQDLSYGGARYIGTGRGFATARIPFGVLYSRFAGP
SIYLGARCLLMLLFATATMWTAALIWFWVSLMALCISPFLFNPHQFSWNDFFIDYRDYL
RWLSRGNSRSHNSSWIAFCRLSRTRITGYKRKVLGVPSEKLSGDVPRARITNIFFSEILGPL
VLVAVTLVPYLYINARTGVTQNNPQATNALIRIGIVALAPIGVNAGVAGAMFGMACCM
GPLFSMCCKKFGSVLAAIAHGIAVIMLLAIFEVMFFLENWSFPRCVLGMISMAAIQRFVY
KLIIALALTREFKHDQSNIAWWTGKWYNMGWHSLSQPGREFLCKITELGYFAGDFVLG
HLLLFAMLPSLCVPYIDRFHSVILFWLRPSRQIRPPIYSLKQSKLRRRRVIRYAILYFVMLV
LFIVLVVAPLVVRRLNIKLPTIPDSLMQPLDAGSAHNDTHTYYTGSGLPAGFIAHSGSDSS
SSTSTAGAKMFMF
>2355_t gene=2355_g
MYFSKSILLPLLLAVGSLAGEDVCPAGADEVVVVETITETYSIPAHPSSTVVSSVAPVAAV
ESTTSRTPAASSTQATWTTVGLLTSTTPVSTVQPISSSTTTTSASTVPTSETFVGLGTRYGD
DCTEEDCWQGGACSFVDYTLPAGIDGSTCVSQDIWNNGANCGGCISVTYKGKTITVMV
TNETGGNATHLDMTPATWSKLTNGYSGGGVDGIEWEWITCPIATTTPLEIRMHGGASKY
WFAATVENARLRTAKLEVSSDSGATWKAAVLENYNMWILDGTLPNDTAWVKVTSIDG
DQVVVENVALQSGVITQATENY
>2361_t gene=2361_g
MSLRGAVRTASSSYLRKTKFAPQKNIIRIQALSLTQWPTADFRSRRWTQSAAAARQQPD
SSNPAMSFPCLDAQEAKTVSLSTRSMNTGPEPSYTTGHHEKFHCEKPLLLDWGGVLHEF
DVAYETWGTLNADKSNAILLHTGLSASSHAHSTPSNPKNGWWEKFIGPGAPLDTNKYY
VICTNVIGGCYGSTGPSSIDPSDSKRYATRFPILTIEDMVRAQFQLLDFLGIQKLHASVGSS
MGGMLSLAAGVLFPERMGRLVSISGCARSHPYSIAMRHTQRQVLMMDPNWQRGFYYD



SIPPHHGMKLAREIATVTYRSGPEWEQRFGRKRADPSKQPALCPDFLIETYLDHAGEKFC
LEYDANSLLYVSKAMDLFDLGHAHQVATRERREQNQKSMALGNIERNDASCSLTLPDK
PYEEQPAALSSLTSMNEPATVESTDGPPQDLVRGMSSLKDHPVLVMGVASDILFPAWQQ
REIADTLRAAGNQKVEHFELGEDVSLFGHDTFLLDLENIGGRVGKFLG
>2362_t gene=2362_g
MAPIRRAIVAFVLLVGFILLFRSFSASDAVYREDSPQGQKPLRIPPQARGRVVTWQSQLT
VGDAAYPSLLEKLRYQYPYDLDSKFPAYIWQTWKHSVDSGSFPNHLRSLEASWTSQNPE
FVHEVISDESADHLIQYLYGAVPEVVEAYNSLPAPVLKADLFRYLILLARGGIYSDIDTEA
LKPAIDWLPDDMDPSSVGLVIGIEADPDRPDWHQWYSRRIQFCQWTIQAKPGHPVLRDV
VATIVEDTLRMKKKGVLTMSKMDKSIVEFTGPAVWTDAVFRYFNNPDYFLSEGTRNVT
YEDFTRLTRQKKIGDVAVLPITSFSPGVGQMGAQGPDDPLAFVSHQFEGSWKPENERIY
>2382_t gene=2382_g
MGGAKQVYLLPLTDGGAPDIPGGYIYLPPPTTPAYVLRFVIEGTSSICREGSLWTNIPEEG
AEFDRSKFRQFSLQPDFNKDIHIDVPINQAGAFAFYTTYSPLPEFTASSLPSQKQEKSEVH
YVDVSPALSLQGADLPLDALSIFSVISKFMGKYPTDWDSHLRGISQRNYNMIHFTPLMQR
GSSNSPYSIYDQMQFDSNVFPNGEKDVAELVDKMSKEYGLLALTDVVWNHTANNSKW
LEEHPEAGYNVETAPWLEAALELDTALLNYGNDLEKLGLPTEFHTVDDLLKVITGMRK
HVIDAIKLWEFYVVDVKENVARILKEWTTSPSTEPIEGAQSWTLKQKADFIRQSALPNAS
RILGRFDRQVDEKEASRLLTALYGSKDTADSSAVESEIGHILDEVNQPFYEEYDADVKVI
LDQLLNRIKYVRIDDHGPKLGPVTKSSALIETYFTRLPANETTKRHNPKSLALVNNGWIW
NADAMKDNAGPDSRAYLRREVIVWGDCVKLRYGSSPDDNPFLWEYMAKYTRLMAKY
FSGFRVDNCHSTPLPVAEYLLDEARKVRPNLTVFAELFTGSEETDYVFVKRLGLSALIRE
AMQAWSTAELSRLVHRHGGRPIGSFELDLPTGSSPASNEQEIIASIRQSPVHALFMDCTHD
NEVPAQKRDARDTLPNAALVAMCASATGSVMGYDEIYPKLIDLVSETRLYTSKSSESAT
LEVGPGEGGIGGIKKLLNELHTKMGKEGYDETYIHHDGEYITVHRVHPKTRKGIFLIAHT
AFPGYGNGNGILAPTHFTGTHAKPLGSWKLEVDVSDESRKSVLEDQKFLRGLPSKVIGIE
GATVSINGEDADVTVTEHLVPGSIALFETWTPSAEHADGFDHYITSGADEAFAKLDLIDL
NFLLYKCEAEERDSSNGQDGVYSIPNHGPLVYAGLQGWWSVLENIIRYNELGHPLCDHL
RQGQWALDYIVGRLERASKQELYTRLEAPAAWLRTRFDVVRTLPSFLLPRYFAIIVQSAF
TAAWRRGIQLFSKNVQHGQQFIHQLAMVSVQQVGYVKSASLWPNKSVPSLAAGLPHFA
VDWARCWGRDVFISLRGLLLCTGRFEEAKEHIIGFASVLKHGMIPNLLSSGKLPRYNSRD
SVWFFLQAIQDYTKMAPDGIKILDAKVPRRFLPYDDTWFPHDDPRAYSQSSTIREVIQEV
FQRHASGLSFREYNAGPALDVQMKPEGFQIDVNVDWDTGIIFGGSQFNCGTWMDKMGE
SEKAGSKGFPGTPRDGAAIEITGLCYSALKWVEELRTNGQYEHEGVSAADKKFITFAEW
ASKIRSNFERCYYIPVNSTDDSKYDVDSSLVNRRGIYKDLYKSGKPYEDYQLRANFPIAM
TVAPELFNPEHALQCISLADSVLLGPTGVATLDPSDLNYRPNYNNSEDSTDFATSKGRNY
HQGPEWLWPRGFFLRALLHFDLLRRKTAHERTETFQQVTRRLKGCKVAIKESPWKGLTE
LTNKDGAYCADSSPTQAWSAGCLLDVYYDAAKVAS
>2415_t gene=2415_g
MSQEGGLLGDGRFSSSSSMKAMTNKSNMDEVSRRRVIIEYLRDQLATHRWYSNNPAEP
WCGVLLRISRGVYVSEPDVPNPSLLAAVQKINPEVAYTMSTRMTKLIASQLQPQQSELVL
SNGSILQVIDSLADIVTLPSSAVKKYQYGALLRQEQMLLVWHDSVDKLFSHSMDLEARL
MARVWGSSLPSSLSLHQSALPSVVTTPTASLYHLPMDTKAETSETIAAVYPAVDEEAAK
HVDSLDRPLAVASSIYTALGVFTVIVLLIGFNVSSLVFESLVDGKWIRMALIVATPFLCLL



SLFFFFVIWGDIFQVVGPIKSLQVNSRFYSPHRPDLAAAYAQGFSPPRVTIQMPVYTESLE
GVIIPTVTSLKETISHYESHGGTATILVNDDGLAYLSEEEAQRRIDFYHDNNIAWVARPKN
NDERFNYVRKGKFKKASNMNFALNVSNKVEDELLILMGEKLGQADMIDPIEEEIQYRRA
LETVLASDPRIRAGGDIRMGEIILIVDSDTRVPKDCLLMGAAEMFLSPEVAIIQHSTGVMQ
VTGDYFENGITYFTNLVYSSIRFAVGNGEVAPFVGHNAFLRWQAVQSVGNDDPDGYVA
YWSESHVSEDFDMALRLQIHGNVVRLASYHGADFKEGVSLTIYDELARWEKYAYGCNE
LVFNPMYTWPWKGPFSKLFRTFLFSNLQLSSKLTILGYISSYYALAVGFPLTVLNYFLVG
WFLDDLDQFYMQSWKVYLSLLVIFTGAGNVALAILRYRLGEKTLLGALVENFKWAPLF
CIFFGGLSFHLNLALLAHMFSINMTWGTTAKEKDDSNFFKEIPKIAKSFKWMYAVVIPAI
GAMIYLGCFAPHGWRINSVAAVVPLASTLISHTLLPFVLNPALMVFNY
>2416_t gene=2416_g
MVYTVQNPFTDSNAPSIRSSYGSDRNGDSTPAKRKFVSYRLKGKFEQPWLEDKRVKKTQ
VGNWIIRGAVIAALLLAVYINYNAYTRVPKTNYCLILDDSFQEINPDVWNHEVQIGGFGN
GEFEWTTTDSGNAFVDSEGLHILPTLTTNSTSITPAEITNGYTLNLTQAGGDGTCTGSTIS
DCAVQSNSTLRTVIPSVRSARLNTKGKKSIKYGKVEIVAKMPEGDWLWPAIWMMPESD
VYGAWPASGEIDIAESRGNDINYQQGGRNWFASTLHWGPTVDTDAYWRSTTAKTLQRG
DLSQGYHTYGMQWTEDYIFTYLDTPLKQILYYKFPKGKTMWQIGDFASYTANKSILADP
WIQSADSNAPFDQPFYLILNVAVGGTNGWFPDGEGNKPWTNQGNSAWDFYQSLNTWFP
TWGAGNAKGMTIKSVKMWQQGECS
>2418_t gene=2418_g
MSDSKTFPPVALEHDLSDPPPAYSPLIRPSHASVSEISITSRLDNESQFERDESLAKRLTLEP
TPYALAFVERFRRPNCQVQVITQTTQTRVAEVTNYPPLRDRNVSLDIMVMVVGEAIDTFI
NLSKRLVNDSHRVRVAAYARYGPLITKNGLDFWQIDQSRMNSGTFESCLANLTRQQPR
ADLQQTRSTLFGTYVRCWEACISPTGNDPRPFVADAIIASPLAHAHIHCADRLSIPLHIMS
SIPCSPTEEYAHPASLAMVEASEEKLSNLLSYAMVEEATWATIIDPINHFRQHTLGLNRIH
PDVAGRLMQEQAIPHTFFCSNELIKRPKDWSDTLQISGYPFAEHEFRNYEPSKALKNILQS
SAHLVYFMIDPHSLSDPSHFARLLSEATDDQGLCILLPSVWGDLVDTAGHTKIFLTDGAP
DDWIIPQVNVVVHTASIQSTALALRYGKPSVTITFNREQTGRAQKIARAGAGVMPFSPPT
LTPLSLVKAVYACLNSDIQSCTLKIRRKAESKGKSGLDLAAQSFYRWIALCISPCSITEHE
LATYQIIEKPDISLSAAVASVLLQEKLLKRSEIELIRQVVYDIAGEGVVKAGFKNTKVYFD
AFANAAHDIASSSNLVGMIQRKTQPDRGGKRSVANEIGIGTAKFFGNIALLPFTSTALVV
NTVTYGIKTAKSLSSNRPQNDDDYGSDRTYKKSSSSAYSSTTRLSRNVYSDEGDHNQNN
DNTENGDNSSQVSKLANMKNDINSKQQVRSVATLQSERGFRDSRMQDTEFRRWVVEQF
KKVQSHETVGANTFPLS
>2423_t gene=2423_g
MSSYYPVSHETNIHITQSGNPAGTLVLLLHGLGGSTATFVTLLPYLNIEKNRIVSVDLEGF
GKTGLSSSDIKLSIPRYVDQLESLVAFLQKPAEEDDTTAATQKTLERRIIIIGHSLGSIIAMH
YAAKHPEKIRGLALLGPGRSISHIPAARERMLSLASKARVEGISAVADVAAMSNFPSQSEI
AVPDSIRDIVRSAVATCDAEAYAKACEAVAGLDHLDPDYSRISAPTLLLAGSGDVISPPE
RSVELKGLIGDNSWVTILQDVGHQMILQDLDRSGKAIKSLFEAVLM
>2432_t gene=2432_g
MIGLATLLALIGAASANTLLAELNYGSFQGYYDAGYNLSYWKKIPFAAPPVGENRFRGP
QPPSQINGTYDTNSTFAACPQKLSTGSEDCLYLGVFARPWSQGEKLRPVFVEFYGGAFVE
GSASTGLPGIVYPLLNSSDESDFIVVGPNYRTNAFGFLPGQEVHDDPKSDLNAGLLDQQY



ALEWVHKYIHHFGGDPSQVTIIGQSAGGGSTVAQALANGGRTEPPLFQRSLSLSPFWPKT
YRYNAPEAQAIYDQFTRVSNCSSYKDTLGCLKTASLETLMTAAYNVTYSDEYGPSSYT
WAPVIDGHFLRTTLTEAIKNGDINGDVHWGMYNTYEGENFIPPSLNNSDSDSSDAAFKL
WLSDFLPGLSQHELQHLETVYPPSGSSENIESYNSTYVRAELVYRDLVLACPAYWTASIA
ETGYLGEYTISPATHGSDTSWWDKPNVLQTEYPTIYHGFAGAYASLVQTGNPNTNKLTN
SSEAAVPNIRTGKEWVVSMGGFSNTKIEQLKERCGFWMDVAANVPI
>2443_t gene=2443_g
MDKLIFYFKLRILRWLTRLLAWLDRKRSPALALTPSSQVSIPSTLSTSPGNFDVLFYHPPG
YDSENAKEGQYPIVLVLHGGGWCVGDARHDERFIATLIARGSVVVAVNYRLAPEHPYP
APVADCLDAILYVWKSAAAMGLDKHRTYITGFSVGGQMAFASLFMLCKALQDKDPRV
DPEIVGSVRGITAFYPPMDLTKSRAERAASNPAFVALRKKPASSSKLIGDIFDRAYFWNL
QQMPDKGGPYVSPGLASLDLMQTALPNRIFLELAALDPLLVEGEAAAARLKAAGKQVD
CTTVANVPHYWDHLAKTEHEKGLREKVYNKAVSEIEDSMEIKD
>2450_t gene=2450_g
MSALLKALVAAAAFSSAWGSEFRVFDNTAYTNTSIGFQSTNINWIPAYVCNPLTAGGVL
PSAAEWKSIVLEWNIYPGYPLVLDCEDLYFTSASTADLYLQILSTLQTWAAEVIPTGQIIG
WYGLSGNTIPSLYGHYQSLIANYSSHAFFPSAYTFSSSLTTWNTSLNSVISNIIAINDTLPIW
PYTWPQYHNNYSFIPVDLWESELEILSANTYLDGFVIWGGKNHAVCNDTCQQTAGQQP
WLNATRSFLSNLYGIYNGEPQRNGAQVFSF
>2494_t gene=2494_g
MEPPFVPKPTTPYFSKTELQIGGLKTYIYGLDQARQEGWTDLAVLYIAHGRTRSYRDSEA
LAHEILHQVQSDPTPKDAGLIVVTIDARNHGERKLNDMKNMGWTEGNESHAQDILSIISG
SAHDYELLIEYLPTYLPEFNKFYNFMSGISLGGHTSWRVATSSVAQKGKLHGVVIIIGCPK
LTSLLLSRLGVDLEAAAREFSVPLDLVHTISYDKLSKILTDEQRQRWPRAVAELTTSLDR
VVEQSYPKDIPTFILNGKLDPLVPDKFTAQWVKQRSIERYDNIEYFVQENTGHTCTNEMV
DKVSKWLVKLLSTRK
>2515_t gene=2515_g
MSQYFINSSANVGISSRSNATAAKVLPGANFGGKFTNFNILQAVYKVVDGHEIRANLIFP
RSISTGKAPVIVHFHGGGLITGDSLYEDWFPLWLLDLAEANGAVIISANYRFLPESTGLDI
LDDIDDFWTWIHSENLTKLLLSVHEDFPIQLDLDRILTAGESAGGLLSIYLTLSQPDKILAG
TAAYPALGYDNPPLLTAGKSSLLPDLPESYIEEYLANQKPGYVVSSDPTLQRLKLTSAISG
NKRTMEFYIRNSEKSPHRDRLYQLSRLDKPDAKLPRGGLVILHGLEDDVVLVEATTQPG
VHGFDKDVHLKEPWLSEALKTAIGTWLQ
>2523_t gene=2523_g
MFSFLLFLFITFLLHVHVQAVLTSNTTSLLTWWHSSNSQTPTGTIADDTVRKSDLYYVQV
SANTDPTYFYDSFVYLSVPANGMSAYVQYAANTASTQAWSSFLTSEDVVVRVTRPSAT
VANGSVVIRPTTLLNQGFSVSYDSSDDISVYITIPYSENGWRFSVEFSDDLYTPVEGVANT
EPQHSLLIFASPMEDPSIVPVATDDESTFIATPGRVYDTNVTSASTVIFYPGVYWFSGTDHI
LLSESVTWIYFAPGAYVKGAVEFQSTAAIVKATGHGVLSGEQYVWYADPENGYQTSTS
ADNNGLRIWRGKNTDTQTFVLQGVTIANQPFNSMDWSGNLEDITVLVSDYKQVGAFYQ
QTDGLEMYPGSVVQDVFYHSNDDTIKAYYSNVAAQRIVVWKLNVAPVIQFGWTSRNTK
NVTVDTVDVIHQSYSNAEENPGLIGSNNNYVYAPGGLSNDHNTADTNLTTSGLTFSNIRS
EGFSGCLFRIYALENLDSIYIRNVWIEKFQDPSLNTTDSLLPAFYDATSGALVSITNFVVEK
FQVGDYIIWNSDSAVSVGLINVDSDYSEAVTYSSA



>2528_t gene=2528_g
MVSFSSLIVASAMVTAAFAAPTKPLTKRSNAKKGAAYNDASLVSLVTDASWAYNWASS
SGGTLPSGVEFVPMLWGSDTTGWTDNVEAALASGSTHILGFNEPDLDTQSNIDAATAAA
LYKEWITPYQDQAELVTPAVTNGAAPLGLTWMESYLEACNGECGQTAMAIHWYADAA
DTDFESYIAEAYNLAASHGIYKIWITEFQKTGVDDASQASFIDNTIPWLDETSYVERYAYF
YVANDYLTSGDSLSDIGSAYNSDE
>2536_t gene=2536_g
MRSTVLAALVAALASTVSAQTTTSCQPLNETCPADLAFGTTHTWNISSSSQLDDTWNIT
NGVLNYTDDAVGFTINKKLDSPTIRSTFYLFFGRFEYHVRAAPGHGVISSVVLQSDDLDEI
DWEWVGSEPNQVQTNFFGKGKTIAGTAEYFNISSSTHDEYHNYTTWWDKDKLEWWVD
GQLLRTVTPSNASNSTFDWYPQTPMNIRIGSWPGGDPKEPLGTIEWAGGEINYTAGPYT
MYVSQVTAQDFTSGKEYNYTDHSGTWESINVIAGNSTVEQELNAVHLSLSQRWNNLSS
GARIGIIVAAGSVVGLSALAFLFCCIRQRRLGKREWNTQNNQWTQERTDMMNMQAEW
RQKGYVEMK
>2543_t gene=2543_g
MASSPTSYRPRQKKKLPTTFSGTNNNDLILDAGSPHAAPAFPLVSFMWFARGATSQWIIL
PLILMVVGLFRWAVSLWGYSGFNVPPLHGDFEAQRHWMELTIHLPLTKWYFYDLQYW
GLDYPPLTAYHSWLLGKIGSLVDPAFFALDASRGIEDPLLKLYMRATVIVSEYLVYIPAV
VLFARRYGRLLGVPMWSTSIALIAILMQPGNILVDHGHFQYNTVMLGLMVASVESILTG
RLPLACAFFVAALSFKQMALYYAPIMFSFLLGSCIFPRIRIGRFLAIALSTVAAFAIILAPLI
VASLNDWAHGTALPGPLPALIADLPIELDAKAWYYTPFLQLGQLIHRVFPFARGLFEDKV
ANAWCAIHTFYKLHRFPALLLQRASLAATLASISVPCLIIFRYPRPQLLLLALSSSAWGFF
LFSFQVHEKSVLLPLLPMTLLFASDGGLNKVNRAWIGWANILGAWTIYPLLKREELRIPY
FVVTFLWAYLLGLFPTSIEIFRARNITTTTKEASVSGLTVLIHTVSYLGMIVWHVLDAFVQ
PPADKPDLWVVLNVLIGASGFGLAYLWTTSNLIAQAYRLSGKPAGDVKKTQ
>2548_t gene=2548_g
MKFLNTNKVLQTLAAFSALLPAALSAPANKIDSRIPCQAGVLSACPHKTIIVSKDNSSYSS
KHASKHAHFTSIQSAILSLPHDNSSATILIRAGSYTEQLNITRPGPVTLLGETSHATNASEN
QVTVYWSAANNATYLDNAFTSVLTVAPTQNASLTGAGPTGWPVPVDTPYGSTDFRVYN
IDFRNVFSEYSAGPSLAVSVSYANAGFYYSGFYSYQDTVYIGKLGNAYFYDSIIAGQTDF
LYGFGTAWFQSCALQLRSCGGGITAWKGTNTTYTNKFGVYIVDSTINAANASIAATIAG
KCALGRPWNALHRSIFARTYEDASIRSSGYIDWVNKGVENYTPGVTLQAEFKTYGPGW
NETGRIAGGWDTILNETVWREYDKPSKVFQFGYVGGGFGYVDWIDKTPWS
>2559_t gene=2559_g
MVEAQSQPSTAQTTSIRSDSAIISLVRNEELNGIISSMRQLETTWNSKYNYPWIFFNNVPFS
EEFKARTQAETEAECHYELIPEEHWAVPDWIDPELLSEATKRMKKQGIKYAGLLSYHQM
CRWNSGFFYRHPALEKYKYYWRVEPDVKFFCDITYDPFQFMADHNKTYGFTINIFDDPS
SVASLWPETQSFLKSHPDYLAADNSLMWLTDRTLRPDHTDAANGYSTCHFWSNFEIGD
LDFWRSTKYQQYFEHLDQSGGFFYERWGDAPVHSVALGLFEDNSRIHWV
>2561_t gene=2561_g
MRGLCYLSVIAAAGHASAAAVFAHFMVGNANNYTLSDWQTDIQLASKASLDAFALNIA
YGDDTVSESLILAFQAAEDYNFSLFFSFDYAGGSGPWPQADVIGYLTQYSATSAYYRYN
GQPFVSTFEGPNNAEDWIEIKAQTGCFFIPDWSSLGAEAALKAGGGGIVDGLFNWAAWP
WGTRSMDTYTDGSYYNYMGKNISGPDPGSGMPYMMAVSPWFYTNLPGYHKNWLWKS



DNLWYDRWMEAIYNEPEFIEIISWNDYGESHYIGPLYEYAYEAPMTIGEAPINYVENMPH
DGWRKFLPYVTELYKTGISVVNEEGLVGWYRTSPGQACGTGDTTGNTASQLQIEFEPYS
VRLLPSRIFACNYGFCPMHACECTAQGALVDSNSIYDGKVGTPIPGLEDWGLCAWSCAR
GYCPPGACNNGTSTGTGSGIVYVEPDVWVDPTPTVGCEPPCTLIFPPIPLATPLTFTWPPY
ATGLYSSSGSVTMTITTIISLAPFTVSEIDFWPVTINSDDPDTGVIFPVQSITPPSTSISLPSDQ
AAISVGSETILGSDGQVTLGYTGGPATWGGGYVPIQPQPTISIPIPTSDYQTTQGATTTQG
VTTTTHSVTYTRSSTAVSSTCTSPPCGHRTCLFGCGHGCGLFGCWGGCGLFGCGGGGCG
LGGCGGGDWNNHGCGPAGCGCTFGCDSGGDDGEGGSQGCSGPDCDKGCQGDDCGCD
ESKTVTSCGVLCTQTVAFTTSYLGDCSTTTCATTSCGTDTTSTETTTTTLVNDITITAMAT
DPIWTPDTTDAFVGAVWSDYLSWSAAKDAAAASASTTTTTTTSSLPYPTNTAVNVGSAL
CFADYNSNGQYVQFTEDDAKAVVAAACDNDSHVLTPSNTYGFVEEYSANGYMVYASF
SWAADQSGCGTMANLDLTSDGCLDAFDTDFFECNGETDNPDYGGAYVYNTGKGCVLIS
LYAINS
>2570_t gene=2570_g
MTSTKQTEKPTHDELNGLGLQNGNAEKTKPVYRQRSSMTLSEILDLPLALLSVPFVAFFA
ILTGPFRARKQKLNPKQTIARSMLLHVGYSIFRRVVARFSPLQVQAILPSTSTVYKIYTWK
KRIKGQSVELGDGATGHWVGNPNAKNVLIWIHGGGFAVPANRGYFAFFDKFLKEMRA
ANKDIAVFVVAYTLVPKAVYPMQLRQCTTALRYILDKTERKSENVYFGGDSAGGNLVL
AVLSHIAHPHPDIEPLKLSAGEEFGGATLLSPWTSLETTFPAQDTEPLGDLIHPDCAKPWA
GSYLAGSERDNYTDARLAPIDWWHNLPIKHVLVTAGGYELLLPFIEDFASRLKQGLDGD
KSDGGKVEFFVGEKEAHVAPMFNLMLGDTVETEQGKKVKAFYREVIESN
>2575_t gene=2575_g
MANSINHVYDLDMGAYFNEKWQAAHEACLEKLNDSDRRYINNIKTCEAFKDRIPQLQE
GFAQAATGSILHRLTPFINSLRSFLALIAVSTGSTAFETAMIWDVMSLVVQVTSGMPPIFT
ETMDMLSNIAHDLEMLELYEKAFEKNPNMGKVLVDIFVEVIDFWTTAIHFFRRNSSQLIA
LQFWPSVKNDFERVSKRIKQSCAHAKEKANAMTAADLPASTARLLHDMHLDEFYISTH
GIQTPQSTNTTVLSTPCYEIPFSRNRNFRYRETELTMVDSYLRLDTQSPTIKSLALWGTGG
VGKTQIALEYAYQRVDAGLESVLWVNCETGLSVARSFTQIAKSLKLEGVMDDENTDKN
RHLVLTWFRNTDGPWLLVLDNVEDDTLARECWPIALRSSGAILVTSRRSIMAVDPAAEG
IHIREFSVQAGADMMLHLVGQSPYSDDDISASFSLSERLGGLVLALAVMAAQIRTRRWN
FTRFLAYYERNASKLHSDRRGIQSQYQRSLRSCWYSAFVNLSEQASVFLGVLSFTGPDNI
PQELFEASVCGGPPKDLAFCATDEDSIEDALEELIDFSLINREPETQALSIHRLIQFEYRDYI
GAHERLRSFLTVSEQLYYKFPKQINGVSLRNDWVECKKYAQHILMLCAHWQRYRFETIP
PGGLGLFIKSLTNCAWYLLESGAWSEEIELMKTAFEVCKDKNGLDYAHLCNTHACVQV
ERGKAYEAISLIDKAIAIRTKILGPTHVETAHSYNNYANSVQQAYKTPDSINEALAYYLK
TIEIDNLQPPDERIKLSYIRHLNISRVYRLLGQYDVGLSHVELAEESVLHMFKTLDTFFGA
TLIVHRANILFDQGKVSEAEQQWHKAFKIFDKEYNTHPATISVRLKLACLRMRRGEVESS
LKDLQKLLILCELREKAKGDKGEIARVTRRLAEAHLLNGNLDEASRLKEKAESMRKEIQ
KHREWQLPDSEMAYNILVWNEYW
>2591_t gene=2591_g
MLVYLLGFLCLLLSSLVLGQRDNNIQNDPISVFVTSPGSGSGNYVFALNIPKNSEDIYFHL
SGPDAYSWIAVGTGLEMRDSLMFIAYLNSTGNGVTLSPRISTDETEPSYSSSINVETLSST
VANGIISVKGRCTKCTTWNRGSLDLNSTNQAFIYALGPSSGSLVKLQSNSITANLERHSIY
GNFEMNMTKATGGTDGTTLLSTSLSSITTSSGASQDGDQTSDSNWPVIIHAVVLSVAFIII



MPGGAIFLRLIPASVRWHWVNQTIATILVCIGGVIGLWLSTMYNRSSSYNSAHQILGIICVI
AVLAQWFVGFWHHYQYKKHRMPTKFGAIHLHMGRIILIFAIVVGAIGLSWSYVKTSIIIA
YVVIAGVIVAIVLVLSVLKRHTSASFSFLQTKGSDRSLNAEESYDNIEDPFSNRHEYRPYE
SNTPLASYPHRDDSR
>2606_t gene=2606_g
MPHTQVSTHIFKAVGGLSLSIDVSKPANAPENAVVLLHFHGGFLVLGEKTTFPPHWLINA
CHARGWIYATPSYRLLPESSGLEILSDTLDAVQWVHQNISSRLIIAGSSAGGYLALSTTAH
PSCPKPLAVLSVYGMCDPASERYIRPGQALVTPVEDINMSLQEIDAATKDGHLIDAYPFP
ATPATDKRYRWIRALHEGAQYPDVLTRVPGLANQIANQGVSVVPDEFRPLFPMSFGLKE
EFPPTVLVHGDADVLIGFEQSASAAEKMASIGIDVHLERVPAHGHGFEAKTFIDLDAGDA
QGDDVDMKESLRRVIKKLEKACH
>2676_t gene=2676_g
MVHIEEKYQVPRDFEGFGEEGFDPKWPNGARIAVSFVLNYEEGGERSILDGDNMSEPYL
WEKGASGGYKENARYLNAEQDFEYGSRSASWRLIRLFKEFGWNFTTYAVAVALKKNPT
FAKALVRDGHEIAAHGYRWLDVWDYSLDEDKEYIKKTLLLLKEVTGEMPVGAYFGRG
TPQTHMLFPEVWKELGAEFLWSSEVYNDDVPYWLDLPWEKSLKDEERTGMLLIPYNYD
CNDGKFHMAPGFGSSVGESYENYLKNTFDMLYREGGKMMNIPLHTRIIGKPGRCEALR
KFMKYISEKPGVWVTTRRDIAKHYNEKFPYQPDGKWIETAKKAE
>2678_t gene=2678_g
MTLNIFAFASMIGAGLASSHSIQARIQNGLAHTPQMGWNTYNHYGCSPNEAIVHSNAQA
LVDLGLASLGYRYVTTDCGWTVANRLANGSLTWDATLFPSGFPALGQHLHDLGLLFGV
YQDAGILLCGSPPNQTGSLYHELQDAQTFASWQVDSLKYDNCYSDAATNYPNVNYAPS
TSPESRYANMSNALLQQDREILFQICDWGVDFPAAWAPSLGNSWRIGNDISSSWSSIYRL
VNQIAPQTNFAGPGQWPDLDMLEVGNNVYTTAEEQTHFSLWAILKSPLVIGAALKDTTT
SINSVSLAILKQEDVISYNQDALGVSANLSRRYTEDQYDVWSGPLSGKRTVAALVNWAD
ETRNLTIDLPDIGIQYAGTIKDIWGNVTVQDVKTSYTTEVKAHGTMLLELQDTTPSGQYS
ASIFGTSSGNSTTFEAIYGLTDSSNYTLSITFSSTSSVSEVITVKSSASTQTSTVTLASKKAS
VSLPITLAAGTTNSLTIQHQISISSITITPPESTYYPNTDFTTTGYATSATCGTGYCLPVGTKI
GYIGPGGTAVTTISADSAGTKFVEIDYINNEVAFSSGSNARNITVTVNGGTPTRLEVPLSG
RHSELFGPGLGWWDTATLGILTEGWVQGNNHIVIGNDGGAGYSVYAADFVGLRVY
>2679_t gene=2679_g
MYWSLLTLPLLAALPISYAQLTGSVGPLTTVAKKAAIKTCNVLDYGAVADLSTDLGAPL
LAAFNECIHGGLVYVPEGKYAMSTWATLDKGTGWALQLDGIIYRNSTDGGNMILIEHAS
DFELFSSNSAGAMQGLGYQFHADGTSTTTRLLRLQKVTSFSVHDIILVDAPAFHLVLDTV
EDGEVYNVAIRGGDKGGLDGIDVTGSNIWVHDVEVTNKDECVTVKSPSSNILVESVYCN
WSGGCAMGSLGADTNISDITYRNIYTWSSNQMYMIKSNGGSGTVENVLLENFIGHGNA
YALNIDTSWAEMSTASGRGVGYSNISITNWKGTQSNGLQRGPIKVLCPDGNPCYDLTIED
FALWTESGSSQTYTCSNAYGEGFCLASGDDHIAYTTTTTTVKAAPSGYSAATMAADLKT
AFGISSSIPIPTIPTSFFPGVTPYSALAKASTAAAASPLSAAGNVLIVSSSVVTPTATAAVTS
LAASSVSSAILTTTTAPSPVAISDSASTIPVLVAAASSVTSSAASSASTLISSSSAKSSSASAT
VGVIASLTIPFASNAPIASNSVVSYISVSTSVVYSTQSVPSEASSTGVPEPEEEEGCPSGSEH
EPHAHDHGHGHLHRRRVTRD
>2687_t gene=2687_g
MASNTSLDDCTIVWLCPLEVELRAAITMLDKVLDECPPRARGQNVVYTIGEIGLHKVAV



VGYYQEQGLAASGSIAAEVMRDLRNLQLGLLVGIAGGIPSSTHDMQLGDVAVAVPEGD
RPGVVGYDFGKTGDDDQYQLKHWQNSIHPLLRSVISKVRAHDELRFRRHLQVLDRLPEF
RRPESCFPHVTSVHPKVHYGTILSGNTVIKSKVKREELRQLYGGIAVEMEAAGMMTRLP
VAVIRGISDFADSSKDNKWQPYAAITAAAYAKEVLLRLPSEHQEDWKYVREKDMHETR
STPFADKDLRLAQVLPEKSAFVGRAEEMAFLEEELGFRDQAPIQKSVVCLWGLTGAGKS
QLATKFVSQQRLTHPKREIFWINGEDLESFERSITSMLKSRDNSVASESNHLTGLSDEKRE
RLINLFFAELNNLEDARWLLVIDGVNETPPRSALKDLSSLDIHRYIGRLNRGYVLLTSRRR
DVVERYYPSRELKGLKDRDAISLLQLKTHPQLMEGAQDLVGLLKGLPLALCLATSVISR
YRCSVREYLKMWNNCSQASEIMGTDETLYRSLELSLEELEKADPVAAKILTLFSFLHHG
DLWYDLCYNATDDTYPTWLQNLGNEKKSFRHYYPLLADLSFIELRITTKGSRFWETHPA
IQVVARQRAKASEQEYIRCAVSLVASEVPRSFEANSWETIRRLGPHARLCWDYVKQGA
WGPDTNLTDLESLGHVFRHIGHYSEASLSYRMIEHGLGFLPSTRDNNEFLANVLTNLGLV
YTRQRKFNLALGAFDRSQRLMIELDILTPIVSMSIMYNKAVVFMMTERLNEAESLLQNA
VVLVSENTINGHTWKRSEWNVLHLRILNDMGEVSLRKGAGEAALEFFRDVYNSQRAW
HDELHPNLYSIKLNMGRALTKLGRFSEARALLFEVIAIYTEWWGRHHPETMRAIDELAW
TFMEESKEKQATNETGGAEIQKAEELWTEALNFYQSTDGDESDMVTRIEANLRYLYS
>2698_t gene=2698_g
MELSPYTLTTSATIQDIRQIWSWNATVPEAGDTCIHVLITNKARQQPDALAIHAWDGKW
TYGELEELSTKLALLLLDSGVGPGANVAICFEKSKYTPVAMLAVMKVGGASVALDPSQP
EERLRSITTQVNPIVILCSASKSHLAKSITTKSVLALTVDGTTLSEMTEKSDAESRLPVVSL
DSKLYLVFTSGSTGTPKGVIVTHRNYASAILHQQKAHGFKSTSRVYDFASYAFDVSWSN
LIHTLTVGACLCIPSDQDRKDDLVESIRSLRATHVDVTPSIARLLPDSLLCEIETLVLGGEK
LSVELARHWSSLVTLKNPYGPSECTPTATIATIRPDDDDSKLSSIGRGLGVNTWVVDSEN
EASLMPIGQVGELLLEGPLVGAGYLNDQTKTAAGFIEDPPFLLMRGDGSGEPGRRGRLY
KTGDLVRYNKDGSLTFVGRKDTQVKVNGQRVELGDVEHHIRHYVTQSAVVVRQIVAE
MILPKNGSNTVLAAFLEVDLGGQDTGMVQDSTHEEIISNLRSNLTQDVPSYMIPAVFIPV
GNFPLSATGKVDRRQLRAIGESMDLAAFAKFNAAQNETHIPLTLREKQLRRLWCSVLKI
DESLIAVDDNFLQKAGDSNAAMKLVTVARGEGLSLSIANVLKYPRLQDMAQVVETLEN
SQIHEIMPFELLSNHVDLNQALREAAALCNVQVDRIQDMFPCTPLQEGLISLSAKREGDYI
MQYMLELRLECDIERLDEAWAAVVAKTPILRTRIVNITGQGLVQVVLDEQWTTLPTQGI
SLSQAKNQKHEFGLGMPLARFEIVTDDMSDFKHYFVWTMHHALYDGWSIQLLFDKLEN
EYNRKKDAPAQSPDFKHFIKHISARDGEQTTAFWTEQFRDFEAQIFPSMPSADYQPRSDK
MYTHSVERIQWPRNGITASSTIRAAYSILVASLTDTPDVVFGSITTGRQAPVADIEDLIAPT
IATVPVRISIDPKEELGQFLQRIQSQAADMIEFEQTGLHQIRRISADAERACQFQTLLVVQP
EESTTAPSNIFIDIADDIKQGDGNSAAELGTYALTMECLLKKNGLDLHMSFCSAVLSEHQ
VRRLSQQFEHVLCQICHLAEKLHRQSTALGSLRMPATEVELQMQRIWAQVLNHDPATIG
LDYNFFHLGGDSIAAMKVVVEARKLGLKLAVSDIFRHPNLQDVANKASESALQPHVED
KSVNGVEIQINGDIEHTQLSNNAKTVGGREAQQVMLWEEMYDKEVYVTLDDVQLEKIG
REFTGWTSMYDGNQMDTGELNEWLDDTIATIRGSGSTANILELGVGSGNILFNLVKGLH
RYIGLDPSEKIVDFVRSTVKTIPQLADRVRIIKGTADKINDLDVPISANLVIINSVAQYFPSQ
DYLYKVVVDLVQLKTARTLFFGDMRSYALFREFQITRALHMTGNAATEDEIRQMMAN
MEQAELELLVDPAFFTSLVDRFPELVEHVEILPKRMKSTNELSAYRYAAVVHLKDASQL
AQPVPVHDIQEDTWIDYTERQLNRESLLQLLQDSSLQDPSPSSIVAVCNIPYGMTIYERHV
VDWLDRGLTAGPGPENWLSSIRQKSQGCSSLSALDLAQLAEEAGWQVELSWSRQYSQR



GGLDAVFHQIHLPERRGGRVLFKFPTDHQGRQSRAFSNSPLQRKQQQEVNEKITLADIST
VSKEDLYDIWAWNGTVPDVVEVCIHDMISETAQKQPQFPAIRAWDGEWNYGELDDMS
TRLARALVPFRVANTIVPVCFEKSKWTPVAMLAVMKAGAASVTLDTSQPLDRLRSIISQ
ASPRVILSSATKQDLAVQLTRVPNVVVNEDSISTFQTAGEPLPTVDPSSALYIIFTSGTTGV
PKGVIITHSNFSSAIYHQQEAHGFKKESRIYDFASYAFDVSWSNFIHALTIGACLCIPSDAE
RRDDLAGSLERFGATHVDLTPSAASLLPEASFRRLETVVLGGEKLSVEYAQRWSSWVTL
KNPYGPSECTPTATIATVTPTDEYQSSIGKGIGLNTWIVDTLRGCSLVPVGGVGELLLEGP
LVGGGYLGDDAKAAASFVQDPDFMSQVCPQGQVRPARMYKTGDLVRYNPDGSLSFVG
RKDAQVKINGQRVELTEIENHIRRNSQTAQAAVLYSKSGLCANQIVAFVCIQGTGKTQT
ADQIRLVDSKHSSLVAAYIKSTESLLGEALPAYMVPSIWIPLEHIPLSTSGKLYYKALKSW
LDGMDANMFAKISPAAADGDVELRKAETVVEQAIVDACVQILNVSASKINLDRSFIANG
GDSISAMRLVAHCRAANINFSVAKLLKSKTLAAFASSSDIKSALNVLASYEEKSDPFALSP
IQQWFFEQGSYRKSNDTFCNQGFYLKIKRPLLTNDLDAAISKIVRHHSMLRARFQRNGEE
WTQKTLKADTKGSFHFGTRYMCLMTDIERLAQLRHQSLDIEEGPVFSADVCHTVFGDQ
YLVLIAHHLVVDLVSWRVILEDMETLLGGNDLQPSLPFQVWNHMQIERSKDSSQLDPEH
VLSTSGINNNLDFWQATAGIKNTVEDHLMYSVKVDSRVTELALKDANRPFNSEPVDLFL
AAVWHAFFETFPQREDLTIFIEGHGREPWSSDIDLSRTVGWFTTISPVNVSKIDVQQSVGN
LVRFVKDARRLLPANGWAYFTSRYLNESGKAAFKAHDSIMEITFNYHGQFQQLESEDT
MFENVTLSGVCEQGPALPASSLLAVEVSLDRGQANFEISANRHIKHQDRVPIWVNAISNS
LEIICNELTSRTTTSRTLCDYEFLSLGYTELNELHENVIPEIERLNHSTVENIYRCLPTVDGI
LISQYKDPESYKTVQHFEITSQGHEPICINRLSQAWQTVVSHQPALRTVFIPSLDKAAAFN
QVVLSQYHSQVILLAVSGDDAEALEMFKTLSPVDYQNLIPPHRVAICQISPSRVLCQVEM
SHAITDGASTSILADDLLKAYSGNLRPMNLMDTADSFARAQLVASTESKMSYWKDKLS
GMGTCHFPKISDSSAQGIGTSICHISGSSFSDIKKYCNSAEITTATLFQTVWALILAAYTGN
DSTSFGYLASGRDLPINGLDKSIGAYTNMLVCRVDIRRDTGARQFIRGIHDQVMQDLEH
QHCSLASIQHELGIESGNALFNSIISYQKQDDEEVGAETLAIKALDGEDPTEYDIVVNISHA
IDRIEIVFDYTHACLTSSQAERVLSLMQTTTATLIHHASVDSETLTSLNMVSSEDVFDIWQ
WNSEVPDTVEDCVHHLITRTCQKYPQAQAICAWDGDWTYAEIDYLSSQLARHLVSYGV
GPEVVVPLCMEKSKWTPVAMMAVMKAGGASVAMDSTQPEERLKKIVTQVNAPVILSSF
ANQQLASRLISQLPKSTKVITINDVTLATLSPTRGNQLPEVKPNNTLYVVFTSGSTGVPKG
VAVTHSNIASAIKHQRHSLGITAESRVFDFSSYMFDVVWCNLLHCLSAGGCVCIPSDNDR
KTNFMAAIIRLRANLAILTPSATRGLNVDALNSLRNLHFIGESLHVDTFRAVEPSVTVSNL
YGPTECTTFSTIQIISGRNPQSVAIGKGAGPNTWVADMATGTSLVPVGSAGELLLEGPLV
AAGYLDDVVKTAAAFVSDPPFLLRGSVGHPGRRGRLYKTGDIVRYNSHGTLTFLGRKDS
QVKINGQRVELGEIEYHVREALLPDFIEAQGIVEFVSLQQSSRSMLVAFVCFGPAITARM
DENNLLSLTKRTAALLEERLAARVPAYMIPSAYIPLERIPITATGKTDRRRLREMAKALT
WEQLTATNLSSAERCPPSTAMEIQLQALWATVLGVDSSLLGAHDHFLRVGGDSVGAIRL
VSRARELGFTLNVADVLKSPKLSDMAKLMGRADPSHNSQVEAFSLLKPGSNVTATIMET
AAICDIDVNQIEDVYPCTPLQEGLLALTTKRPGDYTIRCILELKQSTDVEKFRTAWETVLE
STPILRTRIVDVVDQGLVQAVTKQPAQWTSADASNLVDFVNADNEKTTGLGMPLVRFA
MIHDMNKHFFVLTLHHAVYDGWALNLVFERLEHAYAGTLTQKLPDFRHFIQHISSIQSE
AAATFWNNQLRASEAPTFPSLPAATYEPKPDKNLSHTVAGLQWSNTDVTAFTVVRAAL
SILTAVYTDSQDVCFGLTSNGRQVGVSGVDQMVGPTIATVPVRVGIAREQSLKEFLSQIQ
QQAIDMIAFEQFGLQRIRKLSPDAERACDFQTLLIVQPADETAQWHSDIIAGDLSEEEQVP



ELGTYALTLECHLGPDRLHIKANFDSNVIEETQVQRFTQQLEHVLRQICCSDSDAVVSDIE
TISKEDMEYIWARNGVVPESVNTPVHDLISAVARRLPHLQAVCAWDGNWTYRELDNLS
SDLAHHLVGLGVTSQHVVPLLFEKSKWMPIAMLGVMKAGAASVAVDTSQPEERLRMII
DQANPIVAISSSNKRSLIQNLTQAQTVVVDDHSLRTLSRPSADATLPIVDPSSRLYLVFTS
GSTGVPKGVIIRHCNFASAIKHQKRVQGILPTSRVFDFASYAFDVAWANALLTFEAGACL
CIPSDTDRKDDLNGSIARLRPTHADLTPSAALVLSEESLLQLDSLTLGGERLLAEHATKW
SRFTTVKNSYGPSECTPTATFTEAIFPGCHLGASIGRPAGLNAWVADPATGQSLVPIGSVG
ELFLEGPLVGAGYLGNAEKTNAPFIQDPAFLLRGNGSGRPGRRGTLYKTGDIVRYNSDG
SLAFVSRKDAQVKINGQRVELGDINSHLARYAATRQVATLLSRIGPCANKLVAIISFKDV
QDEIENSITLVSSKHAKVVSEHIEALQSFLHESLPQYMVPSLWAVVNSLPMTASGKQDDK
ALHTWLQNMDETLFASITNTNGSVVVREPSTEAEKILSKACSIVLNIPVGNVNLDRSFIAN
GGDSISAMRLASHCRAAGIAFSVALLLQSKTLANFAASSGITTARAVKQKEEFDVPLGLS
PIQRWFFDQSPFNSKDRHEQFYNQGFYVRIRRNLALHDLESALSALVNHHSMLRARFQH
SEGQWKQVVLRPSKQAHHFDTSQHQSMGEIARLAQERHRQVEIENGPVFSADLCTLNH
QQYLIMIAHHLVVDLVSWRVILDDLENLLNGGSLEDALPFQVWNKLQAERGESLQLKP
HKLLSTDGVHNNLEYWKYTSDIPNSLSDHGLRVIDIDEETTAMVLGDANRAMNTEPVEI
FLSAVWDAFLRVFPQRDGLTIFNEGHGREAWSDEIDLSRTVGWFTTLSPINVSRTDATSV
TNLVRFVKDARRRLAANGWSYFTSRYLNPDGQKAFESHNNISEVVFNYHGQFQQLESQ
DALFEDLDLVDVREQGRSIPAGSLFNIEVSIEAGQAHFEFFFNRRIAHQGLIDQWIDQIQPS
LQTICLSLLGASPTRTLCDFEFINIGYQHLDDLTRRVLPEIESINQSYVEEIYPCSPTADGML
LSQIKQPESYKTLQQHQVFSPEGHPISIDTLASAWQKVISRQPALRTVFTTGLDGSAAFYQ
LLLQEHSGSVVIVEAKNKEDVLRAFSQLPIVDYQQQKPPHRLSLCQTPEGEVFCQIEMSH
AITDGVSSSVLIKDLIDAYAGNLSSTDLVKTTRDFAGHLLAKKHSEKISYWKTKLEGLES
CRFPYMSGLPREEQGSTSEIGVIIEGKTFARIQDYCSTHQVTPASLLKSVWAVTLSAYVES
ESVCFGYMASGRDLPIAGIDESIGAYTNIMVCRAEVDRQQPGVTFVRNIQEQLMQDLSFQ
HTSLARIQHELGLLSDQQLFNSIVSFQRSEDLNEQYRQDSKLYDIVLGINHGAKTIEIDLD
YAHHCLTDKQAGRILGHLQSNIVAILNSEIPTLISPQDEQDVWAWNSTVPDTANICVHDLI
SETVLRQPDAPAVCSWDGDFTYAKLDHLATRLANGLVKLGVGRGDIVPICFEKSKWTP
VVMLAVMKTGAASVTMDTSQPEERLQSIVAQVHTKLIICSTAKRELAGKLTTADVFAVD
QTIMEMMLDETPLAAVDPASDLYIIFTSGSTGTPKGVVITHSNYSSAIKHQQSEHGFKHSS
RVFDFASYAFDVSWSNLLHTLTIGACLCIPSDEERKNDPAGAIERLRCTHADMTPSAASV
LPASTLARLETLVLGGEKLSPEYAQRWSALTSVRNPYGPCECTPTATIIEIISADMNKGSV
SIGKGVGLNTWVVDPATAQSLMPIGIPGELLLEGPLVGAGYLGDHVKTASAFIENPEFLV
KGAGPGFPGRRGRLYRTGDLVTYNSDGSLTFVGRRDAQVKINGQRVELGDIESHVSSCL
VGNNRAQIVVEVVTPQESPNSMLVAFVCFDDPTFVSLGDAELLARTERATRGLGEKLLT
QIPSYMIPSAYIPVSAFPTTATGKTDRRRLREMGSSLTLEQLTAMTAAQEQYQPPTTPME
LALLELWTSVLRLGTRKISTTDSFLQVGGDSIGAMRLVGAARNNGLSLSVVDILKHPKFS
DMVGLLRPLDSQQFEQPHIYQPFSLLSKDYSKEQVLSRLLDLGIDSNNVEDILPVTDYQA
RCIAMTHSASRDLLLYHTLEGSGMPNVPKMRAVFSELVDRFDLMRTLFVAHKDNFLQV
VLKTLSLDIPVLRTENASLEQCTEELRLRDMDKELRYGSLLTSITIVYHIRDNQYRVVVRL
SHAQHDGMSLVNMWNAFETMYSNNRDDSQHMHSDTSIQDRSRARFTNYMHAVAGIN
HEEAKTYWRRLLQGSSMTTLKPHASHTLSYGDGPCVTRHVPRIIAKSTGFTFSTILKAAW
AYVLAMHVSNSDVVFCNLTHGRNLPGTQDVFGACVNIIPTRVSFTDGWTVGDLVSTINA
QQIASLQHENIGTREIVRDCTSWPKWTYAGSIVYHHDFDDGTYVDHERGIHVEQELNLS



HGRVDMTDVHITSKPNENMFQIELSFAAGVVSERDAKLLAAKLTETISMFCKSMDLALL
SPHEIRHMRQQTTLPLSEKPASAIPTKEQLMVASISPTAMESALDSAWRDAFKRHLSPEIK
ASETIFDLGGDLITASLISAHMERQGHILSIEDVLEYPTWFSQLTLLTKRSRGDVDV
>2700_t gene=2700_g
MTVSRLASVLCALVLGQSALAAPHLSRRATTSLDAWLASETTVSLNGILNNIGASGAYA
QSASAGIVIASPSTSSPDYYYTWTRDSALTLKVLIDLFRNGDLALQTIIEEYVNAQAHLQT
VSNPSGDLSNGAGLAEPKFNVDTTAFTGSWGRPQRDGPALRAIALIDFGNWLLDNGYSS
YAVSNIWPIVRNDLSYVAQYWSQSGFDLWEEVNSMSFFTVANQHRALVEGSTFAGRVG
ASCSWCDSQAPQILCYLQTFWTGSYINANTGGGRSGKDANTVLASINTFDPQATCDDVT
FQPCSSRALANHKVYTDSFRSVYSLDSGIAEGVAVAVGRYPEDSYYNGNPWFLTTLAAA
EQLYDAIYQWNKIGSITITSTSLAFFRDVYSSAAVGTYASGSIAFQAIISAVKTYADGYVSI
VQTHALTNGSLSEQFDKSAGTELSARDLTWSYAALLTANNRRNGIVPPSWGAASANSVP
SSCSTGSATGTYSTPTGTSWPSTLTSGSAGTTTTSATTTTSVSKTTTTTTSATSCTTPTSVA
VTFDEIATTTYGENVFISGSISQLGSWDTSKAIALSASEYTSSDNLWFVTINLPAGTTFQY
KYIRKESSGSIVWESDPNRSYTVPSGCGVSTATESDTWR
>2704_t gene=2704_g
MSLSRLALVPQYDFIIVGGGTAGLAVANRLSEIPDITVAVIEKGDSVFNNRNVTQTTGYG
LSFGTEIDWAYETDNQTYAGGSKQIIRAGKAIGGTSTINGKGMTYTRAQSVQIDAWESV
GNGGWNWNNLLPYYKKSEDFQVPTLDQIDHGADYFIRYHGENGPVKVGWPKLMTNSS
MLPVLDETLSEVGVPYDRDVNDGTMVGLTSHPNTIDRDANIRHDAARAYYWPYEDRSN
LKIISNTQANKIIWAEGSQSEAIAIGVEITGDNGTEVIHASKEVILSAGSLKSPLLLELSGIG
NPNILKKFDIPVKVNISTVGENLQDQTNNGLSYDGREFWLGSPTFSVLPSVEHIYGDNVSS
VASAVNSSLSDYAKAVSNFSNGAVLEANVQAAFQIQYDLVFKHRVPYAEIVLLPIAHSFT
SEYWALLPFSRGSVHMASSDPSHPPSINPNYFMFEQDLNSQADVARYIRKIFNTSPLKSLV
GDELAPGLDLLPEDAPESNYTSWVKSTYRSNFHPVGTASMLPREKGGVVDADLKVYGT
ENVRVIDASIIPFQVCGHLTSTVYAVAEKAADIIKKKYT
>2711_t gene=2711_g
MKSFLTLLPALFLTALGSPTSEDFSKRDDRGSKTVSGIGAHKTAILNAGGNTLDLAIAML
EIKTMNTADYPYGDGKTYDAANFGLFKQNWGMLRECAYRYGFKGQSQNDWNNGARL
NSDVYDDVASRWDCQEYYGYDKWFGGHRDGATGLANPYTQDITNYKNAVEWIQQQI
DSNDQYKWDDTRFWVYIPPI
>2722_t gene=2722_g
MSIAKDALFVGPTTRQRKRVRLILVATIAAAFFFFSYNFSRNRVLYSPISSHDHGHAGSVA
TPPSSFTTGAGTCNVDTGVVERYGLSGDVKYTRREIYVVLTDKEETPITTQMDTNLFDV
APTTLSGDVETTVNCSDPITVRVPPSLPFRDASHIDFAISTNMERLMDSMDAFSVWAGYT
NTRFLVFIEPGADQRKAQRKAKSLGLNIELFESDVDYENRYSLLVKLLADNARPETKWF
CIMDDDTFFLSMSRLLQMLDKYDVSKPHYIGTVTESDSQLSMFGIFAYGGAGMFFSRPL
MDELGRIWDECDAGTDHGDGKIAHCVYQYTRTKLEMETGLNQLDLMTDASGWFEAAR
SVPISLHHWKSWFEADVVKMTAVRDVCGTNCILRQWRFADGWLLTNGYSVIHHGAGV
TDDYGAFAMEKTWDDLNGSTDESFVRTLGPLRSKEEDKISLRLEDVIVEGGQVRQFYIR
RVQGGDEVLELVWRVN
>2725_t gene=2725_g
MVVTTALAALNLLTLVQGAVVEFVPRASGSLDSWLATETPIALQGVLDNIGSSGAFTEG
ADEGIVLASPSKADPDYYYTWTRDSALTLKTLIDNFIAGTSDLESTIKEYINVETVIQGISN



PSGSLADGTGLGEPKFNVNRTAFTGSWGRPQRDGPALRATAMIAYANYLIDNSQTSTAK
DIIWPIVQNDLAYVAQYWNQTTFDLWEETQGSSFFTTAAQHRALVEGNTLATSLGESCA
NCVSQAPQILCFLQSYWTGSYILSNFASNGRTGLDANSILGVIETFDPEASSCDDATFQPC
SAKALANHKAVTDSFRSVYSLNSGIAAGSAVAVGRYAEDVYQGGNPWYLATTAAAEQ
LYDAIYQWKKIGSITITSVSLGFFQAIYSSAATGTYASGSSTFNALISAVQTYADGYMSIV
EKYTPADGTLAEQFQRDTGAPLSASALTWSYAALLTAAARRAGTVPASWGSSNGNTVP
TTCSASSATGSYTSATNTAWPTAPTSSTRPSCTAPTKVAVTFQEIVTTSLGQEIYLTGNISA
LGSWSTSASEAILLSAQDYRSADNLWYVTLNLPSGTAFEYKFFKNESGTITWENDPNRV
YVVASDCGVSTACINDSWQ
>2726_t gene=2726_g
MKLSLITSVAVAGLLAQAAEAATPDEWRSRSIYFLLTDRFARTDNSTTAECDAQLGQYC
GGSWQGIINQLDYIQNMGFTAIWITPVTEQLPQSTSDGEAYHGYWQQDIYSINSNYGTAE
DLQALATALHDRGMYLMVDVVANHMGYAGAGTDVDYSVFNPFNSQDYFHTYCEITD
YSNLTMVEECWEGDNIVSLPDLDTESTDVQNIWYSWIPELVSNYSIDGLRLDSALEVQQ
DFWPSWVNASGVYCVGEVDNGDTTIACPYQKYLDGILNYPTYFPLVRAFESTSGSISDL
YNMVNTVKSDCSDSNLLGSFSENHDNPRFASYTSDFSLAKNVLAFTILSDGIPIIYAGQEQ
HYSGSSVPTNREATWLSGFDTSAELYTWIAKLNQIRNYALQWDNGYTTYKSYPIYQDSN
NLAIRKGSNESQIVTVLSNSGADASSYSLTISGTDFTAGEIITELITCTNITVSDTGDITVPM
AGGLPSVLYPASKLLESGHPC
>2730_t gene=2730_g
MPFVRKRLVIPAFILTFLIYIIIDSIDYDDYPPERPPPPPQDFHNDDFLDEPVHWHKISEHYP
VKQFIQLPTGSASSIPKIQHEFTKEKTSDRRTRLERQSAVKEAFLHAWTGYKTHAWLKDE
VSPISGGYVNSFSGWAATLVDTLDTLLIMGLDDEFKLALDAVDQIDFTTTTDKSINVFET
TIRYMGGFLAAYDLSDGKYPLLLKKATEVGDFVYGAFDTPNRMHVSRWDWKVSLAGT
PLRASPKTLLAEVGSLSLEFTRLTQLTGDPKYYDAIQRVSDNLETGQSKTTIPGLWPMVV
DLQNLNWGGNQYTLGGMADSTYEYLPKEHLMLGGTTDQYRRMYEKSVDPIKTNLLFR
PMIKDKVDILFSGTLDGNNLDYEGQHLTCFIGGMFGIGAKIFDRPEDLKTAEQLVDGCIW
AYDAMATGLMPEIFKMVPCEGLDKCPWDEKKWLAAVAKTSHVNAVDDEVIYKFITEA
GLPPGMTRVVDSKYILRPEAIESVYILYRITGDKKYQDAAWRMFSSIEKMTRTDIAHASI
KDVRFTDSMQVDKMESFWLAETLKYFYLIFAEPGVVSLDDYVLNTEAHPFKRPA
>2819_t gene=2819_g
MSALNSFNMYKSALVLGSLLATASAQQIGTYTAETHPSLSWSTCKSGGSCTTNAGSITLD
ANWRWVHGVNTSTNCYTGNTWNTAICDSDAACAQDCALDGADYSGTYGITTSGNSLR
LNFVTGSNVGSRTYLMADNTHYQIFDLLNQEFTFTVDVSNLPCGLNGALYFVNMDADG
GVSKYPNNKAGAQYGVGYCDSQCPRDLKFIGGQANIDGWTPSTNNSNTGIGNHGSCCA
ELDIWEANSISEALTPHPCDTPSQTICTTDACGGTYSSNRYAGTCDPDGCDFNPYRLGNT
NFYGAGLTVDTTKPFTVVTQFVTSDGTSTGSLSEIRRYYVQNGVVIPQPSSKISGISGNVI
NSDFCAAELAAFNETTSFTKHGGLANMGTAIGEGMVLVMSLWDDYSVNMLWLDSTYP
ANETGTPGAARGSCATTSGNPKTVESQSGSAYVIYSDIRVGPLNSTFSGTPGGSTTGSSST
TTASKTSSSTTSASSTTSSATSTGTGVAAHYGQCGGINWTGPTVCASGYTCTVLNPYYSQ
CL
>2821_t gene=2821_g
MRSFIGLAGLAFLSSTVLAAPAPAVTAPATLENRATSCTFSGSNGAASASKSKTSCSTIVL
SNVAVPSGTTLDLTGLNSGTKVIFEGTTTFGYKEWSGPLVSVSGTDITVEGASGAVLNGD



GSRWWDGKGSNGGKTKPKFFYAHNLKSSSISNLKVLNSPVQVFSIDGAETLTLDSITIDN
SAGDSAGAHNTDAFDVGDSNGVTISNAIVQNQDDCLAVNSGTNIIFTGGTCSGGHGLSIG
SVGGRSDNTVETVHIENSTIKNSQNGVRIKTVYGAKGSVSGVTYKDITLSGITKYGIVIEQ
DYENGSPTGTPTTGVPITGLTIDGITGSVSSSATDVYILCGSGSCSGWTWEGVTFTGGKKS
SSCKNVPSGASC
>5313_t gene=5313_g
MASGKIIADFFKSACISIAAATGLYAILLALLTISIFQSHVVYLHAIQMTWFKDLNVPENFG
FLRNQVTPFSIKTPDGEHLYSWHILPIELYRKHEESLIAEPVGFVSNITSRLAFQLLRDDLD
ARLILHMHGAGGTVGSGYRVPNYRALSAGQPGKIHVLTFDYRGFGRSTGSPSENGLILD
ALTVVDWAVKIACIPPSRILIFGQSLGTAVSIAVSE
>5324_t gene=5324_g
MSSSSGRYIRYVLFAVFGLAILGFISRSSLPLPSDYASSLLPQTQKDDTHNNQAGVIDPNN
QTPANTGPPPLTPSGDRVNATFVTLARNNDLWEIAKSIREVEDRFNRNYHYDWVFLNDK
EFDDEFKRLTSALVSGKTHYGLIPKEHWSYPEWIDQDKAAKVREDMKERKIIYGDSESY
RHMCRYESGFFFRHELMLNYEYYWRVEPSIQLYCDVSFDPFRYMVDHKKKYSFVLSLY
EYYETIPTLWDSTKKFMKANPQHIAEGNSMGFLSDDGGETYNKCHFWSNFEIGSLEWLR
SDAYIDYFTSLDHDGGFFYERWGDAPVHSIAAGLLLKKEEIHFFNEIAYYHVPFTHCPTG
EQTRLDLKCHCNPSDNFDWKGYSCTSRYFHINNIPKPEGYEKESN
>5345_t gene=5345_g
MKQTTSLLLSAIAATSSFTGLTAAQKLAFAHVVVGDTAAHTQSTWENDITLAHDAGLD
AFALNGGYPDSNVPTQIANAFAACEALANGFKLFISFDYLGGGQPWPASEVVSVLQEYA
SSDCYLTYENKPFVSTFEGTANIGDWAQGGTIRSAVDVYFVPDWTSLGPNGITQYLDNID
GFFSWNMWPAGAADMTDEPDLEWVSAIGSKTYMMGVSPWFFHSASGGTDWVWRGD
DLWADRWNQVMSVDPQFVEVVTWNDWGEASYIGPFVTDSEVPNGSSVYVDNMPHESF
RDFLPYYIATFKGNTFDISRDQMQYWYRLAPAAAGSECGVYGNDPDQGQTAVDVNSVV
QDKVFFSALLMSAATVTVQIGSNAAVSYDGVAGINHWNQDFNGQTGAVTFSVVRDGA
TVKSGTGAEITASTSLSNGCTNYNTWVGSF
>5355_t gene=5355_g
MRYRAPLRSLSAICLSLLALDVASAHSPPKNPYPKGSLPDPSKPLEVDLGYAGYVGVNN
ATSGLNSWYGIRYAQAPIGDLRWQVSVPPRTQFSGTFFNASTHGPTCPQAPDHLTSPEPA
WTASTSISEDCLFLNIWAPENAADLPVFVWIHGGGYGAGNADTDMSWMVETPVTKFVA
VAIQYRLGAFGFLAGKEVQEHGTANAGLYDQYLALQWVQRYISLFGGDPDRVTIGGES
AGGGSVMLQAMAYGGTVGDELYDGTFFASPYIPQQYNHDDSVPTKYYEQFAAEAGCS
HGKTESVFDCLVAADTDVLQNASYTVTINAKYGQWAFVPVTDGKFVKQRPSEQLSTGA
VNGNRGLIGNNANEGMAFTPQNVTTEEDFVEFVKYLMPGLNDNQFQQVLAEYALPASI
PTVGFATNGLTENATANFVSPYAVGQQQRANNLYSEITFVCSAYWIADAYGLKTRQSY
KYEFSLINSCHGDDLPAYFGNAPATMGPTFQDSFLSFFDSFITHGTPSNTSSYAADVPADI
AGVLSAWPSWTPHDRAQINLNQTGGTLTISMDGYDPYRHVINTYVNPGMVPSFSLVDG
YGWEGGRGRRCDFWKSIGASVPEKK
>5364_t gene=5364_g
MLRTFVFVTLLGIVSGENGSAGWLRYSRLPNSVVRNFDPPSQIITLNASSSSPIYTAGKEL
ENGLKGLFGRDVTHLSSGCGSKSSIIVGTVDSFTSACGSLNKEVVLEDDGFWLSTEGHSV
QIIGQNQRGALYGTFEYLSMLARGNFSKVSYVSNPSAPVRWTNEWDNMDGSIERGYGG
LSFFFANASVLSDLTRATEYARLLASIKINGVILTNVNADPVTLKPENIKGLGRIGDVMRP



YGIQIGIALYFASPQTLGGLPTFDPLDKSVISWWQNVTAEIYSAVPDFCGYLVKANSEGQ
PGPLTYNRTLAQGANMFADALKPHGGIVMFRAFVYSLLNISDWKADRAAAAYEAFQGL
DGAFRDNVIVQIKARPLDFQVREPASPLFGYLRNTNVAIELPVSQEYLGQQSHTVYLPPL
WKFVLDTDLRVDNESSRVSDIVGGRRFKRQLGGFAGVANAGSNATWMGSHMAMSNL
YAFGRIAWNPDEDPETIVRDWSHLTFGLNPDVTDVITHIHMDSWPAYLNYSSGNIGLPTL
TDVTNNHFGPNVRSQDNNGYGIWTRSDSFSIGMDRTVKNGTGFAGQYPSEVAVEYENID
TTPMELMLWFHHVNYTHTLPNGQTVIQYMYDTHYNGAEVAQTFPIMWEGLKREIDQQ
RFQEVLHQLTFQAGHAIAWRDSIVDYYHNLTQIPDEKG
>5376_t gene=5376_g
MLDRVSVLLPTWTQPSITQTVLGKLGVINGIEEFRGIPYGRVPERWQHAILLDRLPDDIFD
ATHNGPRCPQPQEPNNSDFYQSYLEFPSDVTESEFDCLNLFITRPSRLTYGEENKLPVYVY
IHGGGYAFGAGTDPMWDPARLVAKSIEIGTPIIVVTINYRLNLFGFAASSEIIDSQSPEQRR
GCNFGLGDQNIALRWVQRNIGAFGGDTSKVTVGGQSAGGSSAHAHILDAILGSKAPLVQ
RAIIQSGAVGVLGPLTMTDADRRWAVLCDTLGAPAEDAAERMKFMRNIPPYKILEACRD
LAWNVCPLVQDDLTISQRADNRWNVHFTISDDPVADAGACGKLEYAVLIGDTELEGTM
HRSEVTQIKSLEDLKSRLASGSLREETFMNAFCDIYRLEANVSAASLHEQIFRFLSDVQFG
YPVQQAREDLITREVSVKELSQQKSASSFHPIQVHSYRVEVGNPFPGPNHGVAHHCVDLI
YIYDAFHDALCAVDVASPTEGTSNAELVNQVQTNWITFIAAPSIEETKDLATLYTFDRKV
KVVNMSLDKDWRDRKRRFDFISQYTNAARQVAKIITRVDDIS
>5385_t gene=5385_g
MASSSSDLEGLHAFITGAAGVVGSHIIQEFLDLGCYVTSHDSKPYELPPHKYTDHLNSFY
GETTERGLNRSMQEAMNKFGPINILILNAGSTEESHKHTIWNLPLDTWEETYQKDSRRIF
VTIKQFLRSAKSSQDAQSGREIKNLAIVVVGSSEPEGHAVHDGVPYDLIQRLKKEITQLN
RKARINAVIPGGLIEARTQSEKHPKPSQNTSLQLKALVRATTFLASHREAGQLSGECLSV
GNENEGRLVWRGNETISLSPNLTSQALTIRTVPRSLSSSTGNKIRVAVTIDLDAVSGWLGT
GYSTENVLADYSAGFFAAQVGVPRLLEMLKRTGIANKVTWFIPGHSAESFPEEVQQVVN
SGCEIGLHGYAHEGAYSLTVQQERDILERCIDIMTKLTGKRPVGYRAPLYQVRETTLDLL
EEYGFEYDSSLTDHDCQPFFAPRRPPLQPIDYRKPASSWMHPIPDSVSDTDSSSGRREIVEI
PCNYYMEDMTPMQFLPHVHNSHGYVDVRSIEQMWKDRFLWVREHENDPIFTIIMHPDT
SGMAHVIGMVERMIRWLQSWGDEVEFMQAGEMARWWVAANDGDL
>5386_t gene=5386_g
MKVSLYTGLAIAAFTGSALAYDIPENVQAFYDKVKNGGSCTGSDLLKGGFYAEEGGSK
NFGYCQKYFTGKGLYLKGPKTQLADMDIDCDGNQHGLDSRCGSSDDTQSETAFKDQVS
KFGISDLRADIHPYVVLGNYGSYSPTFDPEHYNIKPLSVVAVVCNNKLIYGIWGDTNGDD
GPPLVGESSLAVGTACFGDSINGNNGHDGTDVLYIAFAGDHAVPGSSADWKASSYDDFE
NSIKDLGDQLVASL
>5436_t gene=5436_g
MATDPAVARELSRLDPAIPFRASTKHLHFTWAKTFYSRPELYIQPQSIEEIQKAVTVARRC
RRRLVTVGSGHSPSDLTCTSAWLINLDNFNRVLSVSRDTGLITVEAGIRLCDLGRELHKN
GLSLPNLGSIDSQSIAGVIATGTHGSSSRHGLLSECIRGLSVTLANGQTVRCSATTNPELFR
AALVSLGALGIVTEVTLQAVPAFRIEWEQSLHPLSELLDRWDGDLWTSHEFVRAWWLP
YMDRAIIWRATKTNSPVRPPPKSWYGGWLGYHVYHNLLALSNWVPRILPWVEWFVFG
MQYGFKPGTVVTKAVEPGREGLLMDCLYSQFVNEWALPLEKGPEAITRLSAWIHGDQE
TARIPFSPKGVWVHCPVEVRVSDTTLSSTPRPYLDPTSREGPTLYLNATLYRPYLRDPPCR



ERYYEAFEWLMRDLGGRPHWAKNFTTLASAQDIHEMYGDDMDQWLKVRQELDPDGL
FVGEWHRRNLLLTSSYESKTTDSENALLSLGERREIVRKFGRRGAGDGLEWIGDRRWER
EPPVSLLKETLVADSPSPPMTTTSEESFDLLAHGEASILISDKH
>5445_t gene=5445_g
MGSVTSTNGETPQSKLPADFVWGYATASYQIEGAYDEDGRGPSIWDTFSKTPGKVEDGT
NGDVACDSYHRTHEDIAILKQYGAKLYRFSLSWPRIIPLGGRNDPINQKGIDFYSKFIDDL
HAAGIEPFVTLYHWDLPDELFKRYGGPLNKDEFVADYANFARIAFQSFGHKVKHWVTF
NEPWCTSVLGFNIGKHAPGRTSDRKKNPVGDGAHEPWIAGHSLLVAHGTAVDIYRKEF
KPTQGGEIGITLNGDWAEPWDPEDPEDIEACTRKLEFAISWFADPIYLGRYPDSVVKQIG
DRLPPLTPDEVALIKGSNDFYGMNHYCANYIRHREGEADPDDTAGNLDHLFEDKFGNSI
GPETNCEWLRPHPLGFRKLLKWLSDRYDYPKIYVTENGTSIKGENDLALEDLLNDEFRV
QYYRDYVGAMADAAALDGVNVKKYMAWSLMDNFEWSEGYQSRFGVTYVDYKDNQ
KRIPKKSALVIGELFNKYISKE
>5462_t gene=5462_g
MRFSTVSLAALTVASQALASPVSRRDTEAERANAVKQAFQIAWDGYYAYAFPHDQLHP
VDNGYDDNYDGWGASAVDAISTAAIMGNQKVVDQILNYIPTIDFKYSNETTISLFETTIR
YLGGLLAGYDLLSGPAANLVSDKSKVHALLSQAQVLADTLSYAFETPSGVPYNNLLINS
RSNDGSTTNGLATTGSLIIEWTHLADLTGNETYAQLAQKAESYLIHPQPSWAEPFPGLVG
STIDIATGEFTDNYVTWNGGDDSFYEYLIKFFVYDQSRFSEYRDVWLAAANSTLKHLLS
HPAPKPELTFVNIWDNGTFISTSEHLTGFIGGNFLLAGSVLGRQDLIDAGLAFTDSWHAT
YNSTATKIGPEVFAWDEAGVPADQEAFYKEAGFYITSADYVLRPEVIESYYYAYRITGDT
KYQDWAWDAFLAINSTCHVGSGYSGIENVNIAGGDGFDNVQESFLFAEVLKYSYMIHA
EDADWQTKADGLNKFVFNTEAHPFKIAGPA
>5495_t gene=5495_g
MKVLEITAVALACLSGQVLGRAVSHRGSAFNVFEYSGGVEQRALLQDIVTWDNQSLYIH
GERLMIFSGEVHPFRLPVSSLYIDIFQKIKALGFNTISFYVDWALLEGKPGTYRAQGIFDL
QPFFDAAKQAGIYLLARPGPYINAEVSGGGFPGWLQRINGTLRTRDPGYWDATENYAN
HIGATIAANQITKGGPIILYQPENEYSGWTNGYSDDGQYMQDIMDTARNAGVIIPFISNDA
GAEGHNAPGSGVGAVDIYGHDSYPLGFDCANPSSWPSGDLPTYFREVHLEQSPSTPYSL
VEFQGGSFDPWQGSGFENCAALLGPEFENVFYKNNIAAGVAFFNLYMTFGGTNWGNLG
YPDGYTSYDYGAAISESRSITREKYSQLKLIGNFLKASPSYLDVVPGSASNSTYTSTTALT
VTPLIGRSTKSSFYVVRHSDYTSLDSTSYTLKVPTSAGTLTLPQLGGSLTLNGRDSKIHVT
DYDVAGTNILYSTAEVFTWKNFSDYKALVVYGGAGEHHELAISSSSNAKISVVDGSKSG
LTTKIQNDQAIIAWDVSSSRRIVKVDNLLVFLLDRNSAYDYWVPQVGNSDSSIGFTNEEA
VASSIIVNAGYLVRYAWLQGSELHLSADFNATTTVEVIGVPTAASSLYINGVLYSHTKTS
NGFWTASVKYTTPKISLPDFSKLTWKYVDSLPEIKSTYDDSAWVKADHDWTNNTVNPIV
TPVSLYASDYGFNTGHLLYRGHFVANGNEKTFYVETIGGSGFGSSVWLNGTLLGSWAG
SAANDSAASTYNLPTLTSGSSYTLTILTSNTGLEEDWVVGSETMKTPRGILDFNLSGHNQ
TDITWKITGNLGGENYVDLTRGPLNEGGLYAERQGWHQPSPPSSNWQTSSPLDGISQAG
VGFYSTSFTLGLPEGYDIPLYFTFGDNSGSSYRVQLYVNGYQFGTYVPQLGPQTKFPVPQ
GILNYQGENWVAITLWAQESSGAKVDSLELTYTTPVLTALTGIKSSPQPAYSKRAGAY
>5514_t gene=5514_g
MTNSILLQNGTVLSHDGDKVVVLKNHDILIVGNTIHHIGQGIELPEESRVIDCTGKIISPGFI
DTHHHLWQTQLKGRHGDESFMDYMVSGNIQSYNYSPEDIFWGQLAGCLQSIDAGVTTV



VDHAHMTYSPDHATEALRATTSSGLRSVFCYSSIWRIKSWSSAVEYDDTLLPDWWYDT
LASLAKSAPYSDGRVTLGVGFDQFQLPKEQVIRLWEKARELGVKIMTTHFAALSMKNSV
NLLSDYGLLDASILFSHANGISESDAALLTSKGAHVSTTPETEMQMILGDRVAFRNDLKS
HASIGVDCHANNSSDLLTQLRLGMQSARAAENSQAMAEGKYPGVKIKVEEAFNLGTIQ
GAKAINMQDQIGSIEVGKRADIVVFDASSPGMVCAAEEDAVGAVVMHASVGDIHTVIV
DGVVRKEEGKLVDIRMLDSLSSTEKGAETTWKEVRSRLLESREKIRKRGQGQDRQAAM
NFLYKTFG
>5524_t gene=5524_g
MLTSVAALVGLLAFADAAHNHGHAHLHRSHNNSDDLLEKRGGSCQFPSDAGLVAVTP
GSSNAGWAMSPDQSCKPGNWCPYACPPGQVSMQWNPEATSYTYPLSMDGGLYCDENG
QISKPFPNKPYCVDGTGTVTAVNKAGKPLSFCQTVLPGEESMLIPTLVEDTATLAVPDTS
YWCSTAAHYYINPPGTGVEGCIWGTSANPIGNWAYFVAGANTDSSGNTFVKIGYNPVV
QEPATPFRNTPATFGVEITCDDGAGCNGLPCKIDPSVNALNEVTSSESADGAGGAGFCVV
TVPKGKTANIVVFEAGSSGSASSSSSSSSSSSSSTSTSTTPTSTAAPTTTSHSSTSSTSSASPT
SSTPGSTTSPTPSSSDSSSDSSSDASSTPSSTPKSASASYSYAPHVFVETAASGDGGATATS
AGGSSSSPSASPSSAASPMSTGSMTGLALCLMAGIMMQF
>5529_t gene=5529_g
MASRNINFHPDGYHPASLTKTSFDVIIIGGGPVTSFAEYRLAKAGLSVAVIENELYGGECH
FFGCIPSKALLRPVEAFEAAKAIDGAREAIGDRKLDVASVFKRRDRFVDLWDDKTWISIS
NGASGATLVRGFGRIAGLKKVSVQPHGETQKYHLDANVAIIIATGSTHNVPAIPGIESLEE
GTELWSNRDATAANSAPEHLIILGAGPVGSEMATFYSAIGSKVTLISSTAEILPTVEEAAA
KIVRKSLEASGVSIRLSSRVSKIEKHAPNSITVVLSSGERISGSVLLNATGRRPRTFDLGLD
SIGLTGEGQPLKTDERLAVPTSQGTEPWLFAVGDVNGLGPTTHMGVYQARIACNVILSSL
QDKQPSVKISPPIGVAITEAKRSQSTFAQVIFTEPNIGAVGHTLASAQSAGLKVRAVDSDF
SLAGAWLYGDGQPGWARWVIEEGTDKLVGATFCCVEGSEFVNASQVAVLQGLTLKEM
VHVVPPFPTRGEIWTHLLNAAGF
>5545_t gene=5545_g
MLDIDDDRAAAALYRPQFLILRRSRWRRYICRLLLLLVALISTTFLFFPSYTNYPPHYRSL
EHTIKRSQESGRGNPRHEKVFIANNLYDGSGELARGKWGSNLLELIDLLGESNTFLSIYEN
DAGDEAGRALAELDGQVNCNKSIVFEPHYDFSHAENVTLPDASVRLRRVPYLADLRNL
ALRPLEEQNRKGIQYDKVLFLNDVYHDPVDIVHLLFSTNADQNGVSRYRAACAIDFGNL
IKFYDSFAVRDAHGYPIGVPFYPWFVSAGAATSRQDVLDQKDAVRVRSCWGGIVAFDA
KYFQTTTTTQEVSKSLLRETLADRRKEQPKPNITTSSPVRFRAISDVFWEASESCLIHADL
QDSYTNIDQVIDTGIYVNPYIRVSYEYRAFTWLGFVRRFERLFSWPNWIANVFSHHPAHN
SRRTNIAGETVVQRVWQPDASYDEGGYWKDEARVASRGGFCARRSLFVLKTKRQEDN
CGWEPIRVPPDPDSLDWTL
>5624_t gene=5624_g
MAATAGYTPLDAPLFPTHEDPVFTDLQWESFLSLCDVVIPALTTEKNPKKLSQKRITTEE
YDSAIKSITETLKTPDAAQKARQFLEENVSSNPLFKEALRRAFSVYVPQESKNGLSLILTT
LNTRAGSLLLTGSSTPIQNQSFEAREKVLNNWLTSRLPQLRQVARSVLLLSKRQWLIFSPT
SNEIIGFPRVPIYGKPAETFDYQFLQFPPGDGVETIEADVVIVGSGCGGGVAAKNLAEAG
HRVVVVEKAYHYPSSYFPMTQGNAFGHMFEQGGNTITDDGYMAVLAGATWGGGGTV
NWGASLRTQNYVRQEWADTGLPFFTSSEFSNSLDRVCHRMGVHTEYEQSFQNKVTLEG
SKKLGYNAQIIPTNSGNTPHYCGHCTLGCHAVGKKGPVASWLVDAAEAGAIFIEGFKAE



KVLFDTVKGKKVTAGVEGEWTSRDTHLGTSGKEATRRKVQIKAKKVIVSCGTLQSPLLL
MRSGIKNNHLGRNLYLHPVMLAAAVFEEQTQPWEGDCLTTLVTDFENLDGQGHGVKIE
NVAMIPSMFLTTMPWSDGLQYKKFVAKMSRMAGFIALTRDKDTGRIFPDPITGNPRIDY
TTSAFDRKHILEGLIVAAKIAYVCGAKEFHTSYRDMRPFIRSNDKNTADADISATDGGIN
DPEFQEWIREFRKKSPLVAEYGTAASAHQMGTCRMSNSPKKGVVDPDGQVWGTEGLY
VADASVFPSASGVNPMVTNMAITDWTSRKLAKAMNRDKLSQTGGARL
>5629_t gene=5629_g
MLPLAKIAVITACASAWPLLHAESKGLSSSSKPLPQFINIFTFGDSYTTTHFDYTGTLPNAS
NPLGNPAFPGITTTNGDNWVGFLISQFNRSLVFDYDFAVAGATIDNSLVPAYESTVPSYD
QQVSHFLTLNNETEWKSGNTLFTVWFGINDISRGYNASTWSEFSHVLIDRYFNISQTLYD
NGARNFLFMNVPPIQRTPELLAENTTAQATTAYAVSSFNQLLTQGADRFNKCNKDINAIL
FNTTPSFDEALDNPTVYGAPDATCYSGDGVSCLWWNDFHPGQAIHKLVAGAVASVTGI
>5638_t gene=5638_g
MPYNIAMVSDFFFPQPGMLPNENTIEGCGVESHIYQLSTKLIDRGHKVIIITHAYKGRTGV
RYLTNGLKVYHVPFLVIYREATMPTLFSFFPIFRNIIVREQIQIVHGHASLSSFCCEAILHAR
TMGLRTVFTDHSLFGFADAGSILTNKLLKFILSDVDHVICVSHTCKENTVLRASLDPLMV
SVIPNAVVAENFRPLSYSTIDGVAGQAPQLTPRIIGPNDTITIVVISRLFYNKGIDLLIAAIPR
ILKSHPNVRFIIGGSGPKAIDLEQMLERNMLQDKVAMLGPVRHEEVRDVMVQGDIYLHP
SLTEAFGTVLVEAASCGLYVVCTRVGGIPEVLPQHMTTFAKPEEDDLVQATGKAIAALR
SNKVRTERFHDQVKMMYSWTDVARRTERVYNGISGAISELEFYGHYPDAGWDAVRGR
TRSFALIDRLKRYYGCGIWAGKLFCMCVVIDYLLFVFLEMLWPRANIDIARSWPKKQVP
HPDAAAATKGNLTRSTRDRLRASA
>5646_t gene=5646_g
MHRYSFPRAPVAHPEATVGGAGKHYRFTVLTDGLLRYEWADDGCFEDRASVLALNRR
LPVPEFRVVESDTSLQIITSRFHLTYDKESFAPSGLSAAIKGFYGPHSSTWRYGNPHHTLG
GTARTLDEIDGRIEFEPGIVARQGFTTLDDSKSMLFDEDGWLAVRQAGNNRVDGYLFAY
GHDYREAVRAFYALSGPQPLLPRWALGNWWSRYYAYSADEYLELMDTFQEKGIPLSVA
VLDMDWHIVDEECVAKSGVTGWTGYTWNKKLFPDPPQFLSELHRRGLKTSLNDHPAD
GVQSYEELYEKMATALGHDSSLKDPISFDITNRAFCDAYFDILHRHFDDQGIDLWWVDW
QQGAHSRIAGIDPLWVLNHFHFLDSARKGKRPLTFSRYAGPGSHRYPVGFSGDTVITWES
LNFQPEFTATASNIGYGWWSHDIGGHMHGVRDEELLIRWVQYGVFSPILRLHSSNNQW
NLKEPWMLDVGYERIMTDFLRLRHRLIPYLYTMNVRAAKEGLPLVQPMYWEYPEREEA
YQFANQFFFGSELLVAPITAPQDTKARRSQVRAWFPPGRYVDVFTGIAYDGDRELYLNR
PLASYPVFACEGAIIPLDEASEPANGGNDPSELEVLIVVGADGDFELVEDDDQSDQDGQIS
LRRTAISFRQEAGEIRIGPSTTASRQWSIRLLGCSSLPEQVQVLVNDIENASQTLKVDNGT
LIRLGSLGSEKDIVVKLGSRPQLDVHSPTKPIIKFLRDAQIELNLKEEIWKIVSKESPVTVR
VGQLQALDLDRSVLYPILESLLADSRSAYP
>5648_t gene=5648_g
MTVLFKSMLLGLYAPLLVSASAIRHERRSVQQGWSLQSSSCPSGTNSCGGGACCPSSLY
CFAAQNDEVASCCASDSVCVGAVEGGSKCADSSWSLWKGFQGNGFCCQVGLVGVYSS
SGNVAGTCVASASVGSSTTAVLVSTGTGSSVTSTTTKSSTTTTSKPTTTSTSTTTKPTTTT
TTKSTTTSTSSASSTGRAVFAHYMVGTMTAAEAVTDVNDAIAAGFDGFALNTHTISSSD
TWNTDALNYLFTAAAGTSFKLFISFDMSWGLDVSNLAAFLAPFVAQEAYYFVDGKAFIS
TYTGGTISNSEWDSDFIVPLEQTYGITPYFVPNFGDYSGYPTGVFSAYPILSGVFTWESAW



PAAGTTPANVSDSVDAQALAEAHAAGAVYMMPLSSFQFKYLGSGQDWYRIGEDNLPQ
RMGQILALQPDFVEVITWNDAGEGHYVGDFWAEQINGSSIGTYADGFDHKGWLQIITPFI
SAYKAGATEISQITPPNGAPVGALWYRTLLTTASCSSTISNYQSALDAVNFAVILPSAGYT
INIYSNSQLIGSYPGVAGLNYNSVPGLQVGSGQYIQVLDSSSIVVASATGTKSVAAESTSS
VCNWNYEVVGLS
>5655_t gene=5655_g
MLDMFRRIYESLISPPEVPKAENPLRFGLLGASDIAPMALILPARTHPEVVIASVAARDRA
RAEKYAKKHGIEGIHDTYQDVLNDPSIDCVYIPLPNSHHYEWAIRAIKAGKHVLLEKPST
SNGAEARKLFEHPAVTAPNAPVLLEAFHYTFHPAWQNFMQLIHHDPLAGPVKSADSYFY
LPRGYFGKDDIRFRFALSGGCTMDFATYCVSHVRAMLGDSHPVVESVEFRKLSESEHRG
KTAEDLEQIDEAVTATFRSKTGAVGRLFADFSLTGSILGFKVPGLGWPKCVAELEEKEVS
EEEVKLGDGEKHFVQRTVTLYNHIAPVVYHSIVVEDQHSIRLDGTTTVKSWENKNTIKA
YDWPDKSDGRPGGTSWSTYRYQLEEFVNRVRGRKGTGVWVEHQSSVDQMDVLDDMY
KKGGLKIRPSRNIDLED
>5666_t gene=5666_g
MIIDAFPLFLGLATLANAQFDGSRYAWYTSPATDFNSALPIGNGRLGGLMYCTPTERISL
NENSIWSGPFLNRLNPNSHGVINEVRSLLQSGNITGAGQVALPNMAGNPTSPQQYNPLG
QLNLDFGHSSQGSLERWLDTYQGNAGCSYLYNGVNYTRELIGNYPTGVLAMRLQSSQS
GKLNVNISLARQQFVTSNTASSSNGINSVTMKANSGNTNPISFTAEAQIVTSGGTVSAGG
STVTVSGATTVDIYFDAETSYRYSSESAWEAELARKLASASSQGYPALRTAAIADNTALT
GRVSLNLGNSAGSASSLPTDQRLSNYKNNPGNDVQLVTLMYNFGRHVLVASSRDTGAL
SLPANLQGIWNEDFSPPWGSKYTININLEMNYWHAETTNLAETTKPFWDLLAVAQGRG
QLAASNMYGCGGFVLHHNTDVWGDPAPVDYGTPYTIWPMGGAWLSTHLMEHYRFTG
NKTFLQETAWPILQSAAEFYFCYTFMWDGYYTTGPSLSPENPFIVPSNESTAGSAEGIDIS
PTMDNSLLYQIFTDVIEACKVLQISSADCSQAQSYLAKIKPPQIGSYGQILEWRQEYVEQQ
PGMRHLSPLFGLYPGSQMTPTVSQSLANAAGVLLNHRMQNGSGDTGWSRAWVIACYA
RLLNGNSAWSSVQAFLQTFPLTNLFNSNDGPPMQIDGNFGFTAGVTELFLQSHGNIVHIL
PALPSSVPTGSVTGLVARGGFVVDIQWANGALVSATITSKLGNTLALSVGNGQTFSVNG
VTYSAPFGTSVGGTYKITLGTGSTTTTPITSSTITTSSTSFQTSTSTSTSSGPSGTGVAQHW
GQCGGQGWTGPTSCVAPYTCQVENPYYSQCL
>5672_t gene=5672_g
MAPIQYLLCFLLLGYAAAQLSGTVGPLTSISAKKSVALCNVLDYGAVADNSTDLGPALT
DAFEACIGGGLVYVPSGNYLLDTWVTLSGGSAWALQLDGIIYRGGIDGGNMIYIEHATD
FELFSSTSKGAVQGSGYLFHKDGDISGPRILRLYEVTDFSVHDIALTDSPSFHFSMDTCTN
GEVYNMAIRGGNEGGLDGIDVWSDNIWVHDVEVTNKDECVTVKSPAHNILVEDIYCNW
SGGCAFGSLALDTDISDVIYRNIYTWSSNQMMMIKSNEGSGTVENVVFENFIGHGNAYS
LDIDSYWSSQTAAGGEGVTLTNITFTDWHGTEANGALRGPVRVVCPDTNPCTDITIENFA
MWTETGDTQWYLCESAYGSGFCLKSDSDSLTSYTTTTTVSTAPTGYSAATMAADLTTA
FGTTASIPIPTIPTSFFPGATPISSLAAVIYG
>5690_t gene=5690_g
MSEAVNMHRGSVQGIRIILALCLLLFCARGILAQGCSKENPCATGCCSKDGYCGTTEEHC
GAGNTFGFCGLGPDFCGAEVCVAGCDSKSECDPGWGSDWSKSSKCPLNVCCSKYGFCG
VTKDFCGDKTVNRGNCPEDGSLKRVVGYFEGWASRRSCNRFWPEKIPSRVYSHINFAFA
TVDPDSFEIRPAHARDVSLYTRVTTWKQMDPNLKVFIAIGGWTFNNPGPTQTLFSNLAAS



EDKQKAFFKSLISFMSTYDFDGIDLDWKYPEAEDRSGRSEDFANFPKFLANLKSTLDKTP
GRNGISITLPASYWRLQHFDLQALAKSVSYFNIMSYDLHGTWDKGNKWTGEYLNAHTN
LTEIDLALDLLWRNDIEKDKVVMGMAFYGRSYTVDPSCVEPGCTYLSGGTKGRCSREIG
ILLNNEIDQIRNSKGVSPILYKDAAVQVLHWDDQWVSYDDADTFLLKTNFARKRCLGG
VMIWAMSHDTSDNYYSKALGKVTGYVGPVQFDYDDGTITDKTNHSQCYWANCGEACP
SGWALVPRTDQWKSTEDDYMFDDTSCMGTGSRAFCCPPGNTPTCGWYSFKGGRCEGG
CPNGMQEIGSTKTGCRYDSYQSACCSLFDKDGRLVDGMMLYGTCRWGPTPQCEAGVC
NSAVSTVLGKSGTESGETYCHDTTHRENVFPALQLGEQHYCCNTNAPELRWQNCERVS
HVGITTQDMDCVGFCPAGKVKVAMKTYNHGCYNRGYESYCCEPSYYTETTRLSDDVA
AFQDALESYGANSTCSTTNLTSRD
>5691_t gene=5691_g
MRSVLFFLSIAVQTLTAVASGGHHQQHKHVHINHRQALDTPESVVGPVPTATTSSTAQPS
PTNADISDAVDKVDRALAVLAVINKERYSQPRYNNYEFADAQAVVGEKVTAPPLDYNA
DAADRISTRRSSWKRNSGHNSSQSLAYWIPPELAEAARVIAEASPPTPSTGDESELARQA
RAKYFAPSNDTNVPLQTYRRPDGLYKYANVSNDQILLGIAPAAGLTKRDTSSQYWLSD
MQQQGSSPYAPTGYQVFRNVKDFGAKGDGVTDDTAAINKAISDGNRCGADCGSSTVYP
AVVFFPPGTYLVSSPIIQYYNTQFLGDPGGYPTILAAASFIGLGVITSDVYVGDQEEWYIN
TNNFLRNVRNFKMDITRTDPDAYVCAIHWQVARGTTLENIEFYMSQAEGNTQQGIYME
NGSGGFMSNLTFVGGNFGAYLGNQQFTTSQLVFVQCKTAMQVRLDWAWTMQDIIIESC
GTGVIVIGGAGGPLSTGQGVGSLTLVDAIIANTPTGIITSLYQDNSTTFLLQNVGFFNVQQ
AIVAETITAPILAGGDEVLVDSWGLGMYANSSGTFFAQQSNLATMNRNAELVGSKAYV
KPNFFTRRRPQYYDLQGSQVFDVRSYGAKGDGNTDDTVVLNSILDVAANLSAIVYFPYG
IYVIHDTLNIPKNSRIIGQAWPQIMAKGSKFQDINAPHVAVRVGSPGDVGIAEIQNLLFTV
SGPTAGTILMEWNIHESVQGSVGLWDSHFRVGGAKGSQLQSSECPKQASAINHNCIAAS
LVLHITPSASAYMENVWVWTADHDLDIASQDQIDVYSGRGILIESQGPTWLYGTASEHN
VLYQYQVSNAKNLVMGMMQTESPYFQPAPKAPVPFPVGLFPNDPTFSECSSSSLNCAVS
WAVRVIESSTIYMLGSGMYSWFSAYSQYCLTTDDCQDRGFYIEESNDVWIFNLVTKAIR
ESISPQGETPLYAKDTKNGYTSSLLGWFREPTEVIGERNFTGYYLYSSPNSDDLLNKVSST
CKTAMTRLIECADETYSFLQPAWPQAYANDTLADICDSRCELSIKTWYDDVTTYCSQFD
TKEDVMNYRGGILWAGWNQTCLKDPDSGSYCGDVMQKFTAVDFGRDMPESEMCSYC
YMTTLQLAQASPYSFYDEYYQGVLETVHSRCGVVGSTDIPPAVEDHTEEPTEFCASKTY
TTVEGDTCDSIALAKSVSSVALFIGSDTIRKCTNIIAGLSICLPFECESVYSFSSSETCTSIEQ
VLGMEPGKLRQLNPWINGGCTNLQDWSVTYGHVLCVSPQGGTYTETVPPRGVTSIPSSS
NGYAFSITLPPENAAVANGTTTSCGRWHVPVDGDTCASICVQENINFLLFLAVNPSLSAN
NCTAELLAETAYCCGPVQGWGLTPPSPPMTTIPDLISSSTISSTGV
>5705_t gene=5705_g
MTYELTFTYNYTNFFDQFSFFTASDPTHGFVQYVNANTAQALGLAQIVNNTQTYIGVDN
LTTLNYPGGDPPTDRIANGRKSIRLESRQTFDQGVLIADFAHLPSSVCGTWPAYWTYDH
AEDPYGEVDIIEGANNQIGDIMSLHTSAACTLNVDPQSQTGTDVRTDCSLATNYVDGCG
VSGQSNSYGDPFNAQGGGVWALWLDNDDLAVWMFPRLSIPDDIAHGKELTLKTWGKP
LLHFKSQTGCRVMDQWKNQTIIFNIDFCGENAGGSNWNSPASPSASQSCADITGVSSCEA
YAAANPQAYSNSYFLINEVKVYRSWSQVAINEGYSAGVASTRPSLGHVVVVLVVGWAL
VARWFSCLV
>5717_t gene=5717_g



MKARIFSSLAALPLAVAAIVPSLPKTFSNVTIFDPPSDYNIPRTLYARTVQLPNGDLLATW
ENYSPEPPIVYFPIYRSSDLGKTWSSLSKVQDTANGVGLRYQPFLYYLDERIGSFGPGTLL
LAGNSIPTNLSTTQIDLYASRDSGKTWQFLSHIASGGEAIPDNGLTPVWEPFLLAHNGRLI
CYYSDQRENATYGQKLVHQVSTDLKSWGPVVNDVTYDTYTDRPGMPVITKLPNGQFL
MTYEHGSFFGTSSYSFPVTYKLSTDPENFATASGIQMVVSNGATPDGSPYVVWSSYGSS
NGTIIVSSGGSSSVYVNQALGAGNWTEIPTPESTSYTRSLRILQENENYLLLNGGGVLSGT
SNRVTVSLIDLENTVI
>5730_t gene=5730_g
MSLFVLGFLYALQLIEAKRCIVYLTGQHDVIPNIDLVQGITHVIMAFMHSSAFNVPGATE
WPLFSTVEEVRSKFVPSTAVMIAIGGWGDTEGFSKAAATHSSRELFAQNVREMIDKTGA
DGVDIDWEYPGGNGDDYKRICNSEKAWEIDAYPKLLAEIRNELGPKKLISAAVPGLQRD
MLAFTEANLHQLAEYLDFLNIMTYDLMNRRDNVTRHHTGVQLSREGLESYLHYGIAPL
KANLGFAFYVKWFKTDPEDDSRCLSQEGVGCKTMLLEDPVTGADLGRSGSFSWHDPVP
PELAASFSKAMKLGSYDSHGGGHFFWDQEENIFWTWDTSDAIHRKFPLLVNELGLGGVF
AWGLGEDAPEFKHLRALTEAVDSSSKVVHSSATPNKQSKAPVQWRDEL
>5741_t gene=5741_g
MTRLIFGSVLLAALTACAIAKPVAEPAITPAPNLLDKRATSCTFSGSSGASSASVSQKSCS
TIILSNVAVPSGKTLDLSSLPDDTTVIFEGETTWGYEEWSGPLLQISGTGITVKGASGAYL
NPDGARWWDGEGSNGGKTKPKFFYAHSLTDSTITNLYIENTPVQAVSISGCDGLTITDM
TINNSAGDTEGGHNTDGFDIGSSTNVVITGANVYNQDDCVAVNSGTEITFSGGVCSGGH
GLSIGSVGGRSDNTVDTVTFENCEVKNSVNGIRIKATEGDTGTITGVTYNEITLSDISAYGI
IIEQNYDGGDLDGGTASSGIPITDLTIENISGSGAVESSGYNIVITCGSGACSSWTWKDVV
VTGGKDYGSCTNVPSVATCST
>5750_t gene=5750_g
MFSKQGQRLVYTYDAEQLWIEPWGTNALRVRATKQAEMPLENWALQMEVEAQSEATI
TIDEKQASIVNGGIRAMISAAGKLTIYNHLTNKLLLEEYARNRNDLLDPKCSSLAIEAREF
APILGGDYKLTQRFESLDRNEKIFGMGQYQQPNLDLKGLDLELAHRNSQASVPFAISSLG
YGFLWNNPAVGRATFGKHIMSFEAYYTKALDYWVVASDSGPAAIVEAYATVTGKVPM
MPEYGLGFWQCKLRYQTQEELLEVAREYRRRDLPIDLIVIDFFHWPLQGEWKFDPTYWP
DPDAMVRELKELNIELMVSIWPTVDKRSENYEEMVAEGLLVRTDRGIRTTMNLEGETV
HYDATNPRARDYVWNKSKLNYYDKGIHVFWLDEAEPEYNVYDFDNYRYHLGPNVAIG
NIYPLCYARTFYDGMTAAGQSKVVNLLRCAWAGSQRYGALVWSGDIASSWISYRNQLA
AGLNMGLAGIPWWTTDIGGFHGGNPNDESFRELFVRWFQWGTFCPVMRLHGDREPRQP
QVGTTGGATLCSGAANEVWSYGETVYDICVKYMRIREKLRDYTRSLMEAAHERGTPIM
RPCFYDFSQDALSWELEDQYMYGPKYLVAPVLNPGQTSRTVYLPPGTWTLFESSETFEG
GKNVEVSCNLDIIPVFVRE
>5754_t gene=5754_g
MGSGSHSPGDIVIQWLPPGLSLQISLDDQCAPCIDHVLPAGDKLPINVSPHFASSKIPLNGV
RVAGQGHTTSKTARAMVGGVLSSRLRYQHHVERKDGATFTLDIVSRDNILGIEATHTLQ
VFAGIPVLRSWTTLRNRSSGSMTIMQASSLSIGGLTNGTRSWSENYSVWIAHNTWFREA
QWQKNSLADVGIDDVGLFELNDGHRATMAHYSVSNQGSLSTETHLPIGAVTREDGLDT
WLWQIEHNGSWRWEIGDWQDGLYMAASGPTQVDHAWEALLRPDETFVSVPVALCHV
VDSLNTAFATLTDYRRCLLRPHTDYERLPIIFNDYMNCLMGDPTEEKIQALLEPVRGCGA
EYFVIDAGWYADDKNWWDDVGAWEPSQKRFPSGFKVLLDGIRAKGMIPGLWLEPEVV



GTRSVVAKQLPSSAFFQQRGQRVEERGRYQLNFSQCVVREHLDRIVDHLVRDFGVGYF
KFDYNIDVTTGTDADVTRGVSTGAAHLAHHRAYLQWVRDVLNRHDGLVIENCSSGAQ
RIDYAMLSVHTLQSTSDQQNPLLYAAIAAACPTAVVPEQGASWAYPQRRWSDETNAVT
MINSLLGRVHLSGRLDDLEPTQFELVRQAIQVYRDVIRAKLRTARPFWPLGLPRWHDEW
IALGLAAGDGTVLLSIWRRSGPIKCFLPLSTQHRNLRTVSLLFPAKFEARVEVVEGGLSIE
LPAVPCARLLQLLP
>5756_t gene=5756_g
MEKEENRPQEGNGHGRIVSPYSTGSRARNTRQYGLFWGRTFLASTPPRVQWPDAEFQY
MSIRSGGFQLTKERKYKVNNVTYKNITVSGISVYGIDVQQDYLNGGPTGKPTNGVTISDV
QFVEVTGTANSSAQDYYILCGDGSCSDFTFSGVSITGGGVANSCNYPSAGCP
>3371_t gene=3371_g
MNKLYDVIIVGGGPVGLFLACELGLARASVLVLEQDTKLENPFKDAPLGFRGMNTPSVE
SLYRRGLLGEFIDLDKRALGPENTAGFQFGGHFGGIGLNANKLELDRWKYRLPGPGLMP
TPTTLQQVEMVLNKQAEKLGVTVLRGHGVQNITAQDDKSVTVEAGESPRLFTGKWLVG
CDGGRSAIRRVAGFDFKGTAAKFTGYAFQCELDHPEKLKPGFNPTENGMYVSIRQNSMH
LFDFDDGAYDRTQTITREHLQEVFNRVTGITDLKIKKVHHASSYTDRCMQVTTYRKGRI
LLAGDAAHIHSPLGAQGLNLGLGDALNLGWKLAATIRQEASNDNAPVNLDLLDTYETE
RHPIAAWALDWTRAQVSILQPGPFGRANRNLISEIIDTTDGTNMFLDRFWGLTGRYNLD
ANDGKTVHPLVGSSVPDFEFEDGSRLGSKMAAGRGLIIDFGDHVALKELGEGQFGSRVD
YLNLSAKDRRGLGAVIVRPDGFAAWAIEDDEKPDIDAAKAALEKWFAF
>3375_t gene=3375_g
MPYIEVNQKRLNYSDSHPNGPPAGGLTYIFIHGLGSSQNYYGGVIPHLTPHHRCIAIDTYG
SGRSAFTGLSQSIDTIADDVVKVMDGLKVSKTVLVGHSMGGTTVLQCAAKYSDRVDAV
VAIGPVHPTASTGQVFEKRIQIVSEDGMEPMANTIPNAATGSKATALQKAFIRELIFSQPP
EGYISLCHVISEATAPDYAAIKAPLLIIAGAEDKAAPLEGCKHIIANVSSSMKTLDILPGVG
HWHCIEASDEVGNLIMKFTR
>3386_t gene=3386_g
MDSNPAPPTATDIFRYRYQHGTNLGSIFVLEKWLHPKMFDKDSKGSSELEATKQSLKKN
GLLVTRQKWEHHWQSALTEADLIWLTDTAKCNSIRLPIGYFTLGPHFCKGTPFEGEPSQV
YINAWSAVKKIIKDCQDHGIGVLIDLHALPGGANINAHSGTNTGKAELWTSEYYLKVSK
DCIKFVLQEILSDRLPNVIGVELCNEPSRAASSAVFKWYDDVLATVRTVDSSIPIYIGDCW
DLPTAIKYALKKNNLEDASNPVIVDTHKYYTFAAHDHAQAPQQIIERVKNSLDDIVKNQ
GHIASRKTALAVYIGEYSCTMDGKTWSKVDAAHRPALTQQFGRTQTKKWQDVTSGSAF
WTLKMSWMDGGDWGFKKQVKTGAVTPPSSLTFSFDEIRSKCREAKACEQQLRAAALT
QHANYWDQQSSSTKYEHWRFERGWCLGFDDAMAFLCSHLDGNLPITRQVEGGDKIGA
LELWIGKRMVEAGQLNSLMGWEWEHGYRQGVKDFEKVIYT
>3392_t gene=3392_g
MRVSRTIYLLCFITIAALTLFFLRNPDTDTGPKAPFDKSLPADFETLLQPTTEDSHPIARLIN
DANTKFDEKIARQSKTLAEAVEEYRRRYGMPPPPHFDKWFSFAKKRGVQLIDEYDTIYH
SLLPFWALSPSVIRSRVHEALGYDNALIGLLIRDGRVTKVEGGGDGYQWQREATVGMLE
RFLKYLPDMDLAFNIHDEPRVVVPHDDLQRLISYAKDTVIPATFEKTSLHNKWSPRPADL
NKGDRIEEVRTTRFNRFAHQPTWTHSRLSCPVDSPARSLDENVADNMEPYATSDLGFIY
NTTAFSDICLSPSLRKTFGFFDRPNAFNIVHDLFPIFSQSKISSFQDILYPSPWYWIGKVTYN
ASRDYVWEDKIDQMYWRGSTTGGFSRDGGWRRQHRQLFVKNINSAGDASIFTQMEDG



RWITSNVSRQDVKSLFNVTFTYVGQCDPGDCRAQEEYFDISPSVDQQDAWAYKYLLDID
GNAFSGRYHAFLRSNSLIYKMAVFREWQDEWIDAWVHYVPLGMKGTDTVESVRYFAH
EEEGKIQAPRLAKQGKEWAQKVLRNEDLEVWFFRLLLEYGRLIDDDRENIGYIP
>3394_t gene=3394_g
MATPGEAVYCTLLTSDQYLPGAVVLAHSLRDNGTRARIVALFTPETLKESTVRELRTVY
DEIIPVQLHSNGTPANLLLMDRLDLISTFTKIELWRQTQYSRIVYMDADVLALRAPDELLS
LEEDFAAAPDIGWPDIFNSGVMVLRPNLQDYYALRALAERGTSFDGGDQGLLNTYFKR
WHRLSFTYNCTPSGNYQYMPAYRHFESTISLIHFIGPQKPWKQSRHAFTSGTPYYQLLGR
WWAQYDRHYRPLPTSLPPAPARVSFQSQPSYDASYTPRSTSSYTSSWKESSFPAQGVHTT
HQHEYHHHAPSTYHERPAQTAGDLHILRRSPISDGFVDTTPAFAPAPAPALAHPQPIHPPS
ITRDLRGHQAPVEAAAEIRSVVPLYVHGEEQSSVYVTVPSGGTDNFTELKAQYITQKAFE
PYHQHHTSVETAPKAQPKAPSPPPPPPQKPEERPFSPPRAEWDASREPPPRHSRPEASSLE
TQTYTMSEDTHLFRPPPSYPEAPKNMWYEVPSAKREPQRLAPIFPWETRASKPTRVFAEE
ETFGPSISDVIEHERHPEQTLSTQTETSHFEHIERTEHTEQTQQTKQPEQPEQLPKGTATSF
EYTTPNFTPAESWETFSRGNAWDEVSEINKYVDAIQQRSKKANGRGGNASGAKRPGSLK
ITDFPTEIDRPSLPVTPAPMRRTFWGDQDGQQESSEFPAAEGVPNQGDWNPLDRLEELRQ
RQLNLFMTTSPQGPTESSDETEQPSEADK
>3425_t gene=3425_g
MRNSLLISLAAAALAEGKAYSPPAYPAPWASGAGEWAQAHDRAVEFVSQLTLAEKINL
TTGVGWEGGQCVGNTGSIPRLGFRSLCMQDSPLGVRDTDYNTAFPAGVNVAATWDLN
LAYQRGVAMAEEHRGKGVDVQLGPVAGPLGRAPEGGRNWEGFAPDPVLTGQMMASTI
QGMQDTGVIACAKHYIGYEQEHFRQGSQENYTVADAISSNIDDVTLHELYLWPFADAV
RAGVGSIMCSYNQLNNSYSCSNSYSLNHILKGELDFQGFVMTDWSAQHSGVGDALAGA
DMDMPGDVAFDSGTAFWGTNLTIAVLNGTVPEWRIDDMAVRIMSAFYKVGRDRTQVPI
NFASWTLDTYGNEYYYAGEGYKEINQHVDVRGDHAKVVREIGSASIVLLKNVDGALPL
TGSERFVAVFGEDAGSNPDGVNGCSDRGCDNGTLAMGWGSGTANFPYLVTPEQAIQAE
VLKNGGTFTAITDSGATNTTATTVAGQASACIVFANADSGEGYITVDGNVGDRKNLTL
WQNGEAMISAVAGNCNNTIVVLHTVGPVLVEDWVNHPNITAVLWAGLPGEQSGNSLV
DVLYGSVNPGGKTPFTWGKQRSDWGTDILYEPNNGDGAPQQDFTEGIFIDYRHFDKYNI
TPTYEFGYGLSYSTFSFSNLQVTPLAASPYKPATGKSGPAPVLGKVLNATAYLFPSSIKRI
EAFIYPWLNSTDLRTSSGDPNYGWSTSKYVPDGAQDGSPQPVNPAGGAPGGNPALYDP
VAEISVTVKNTGKVAGIEVPQLYVSLGGPSDAPKVLRGFGRLSLGAGEEAQWTTTLTRR
DVSNWDTVSQNWVVSNYTKTVYVGNSSRNLPLQKTLALKIGK
>3438_t gene=3438_g
MVLHQLFSKSASPDKDKEKKKDKERKAKPREDSSPRRKDTKSRGRPQSSDLSLDLDGITI
PAPDSPPPTFSPSSLSSSPQKSASSSPRKSSPTKTTLPFQNLRPPHSRSSSTTTSKPAFFSSNR
NSRSEDSHPLNLPPDELRRHLSAMAAARDDGMRSSMDIDRDTTASPQPEATPMSTNGTQ
NGDTDRSPTPPPHRSPPPNSDGGESHKLAGNKFYKQGDYERAIQEYNKALEVNPNSSIFL
SNRAAAFLSANRFIEALDDAQRALDLDPENSKIMHRLARILTSLGRPAEALDVLSKVQPP
ASAKDRANAETMLRHITQAEDSLNNGKGGSLVVFAIEQARQMLGPGVKTPRKWQLMA
GEAQLKIGSDNGFGKAHDVAISLLRENNQDPDALLLRAKAYYGQGDNEQAVKYTRMSL
QLDPDNKKAFTLLRLVQKLVRTKEEGNAAFKAKDYKRAVELYTQGLEIDPTNKDTNSK
LLQNRAQAHIALKDYEKAIEDCTEALRLDPGYTKAQKIRAKAHGAAGNWQEAIKDYKN
VAEVNPSEKGIQEDIRHAEFELKKSQRKDYYKILGVEKDASDGEIKKAYKKMAILHHPD



KNPNSSDEKFKELGEAYETLIDPQKRASYDNGDDLIDPSEMFGRGGSPFGGMGGMGGM
GGMGGMGGMHGVNIDPNILFNMMNGGGGGGGGFAHAGGNPFAGAQGRGGGFQGFQF
>3473_t gene=3473_g
MHWLRNLVPLTICSTAIAAAASKGGVSQKDNVCTVTALGGKRDDVPNILEAFSRCGKD
GTIVFPKDQNYWIATRLNPVVSNVVIDWRGVWTFSDDLNYWRNHSYPITFQNHHAGFV
LTGDHITIKGHGTGQIYGNGNAWYNVEQAVTQPGRPMPFVFWNVSEVLVEDFTVKDPP
LWSLNIMNGTNMVFNNITCNATAVNAPYGSNWVQNTDGFDTMDANNIELNGFTYQGG
DDCVAIKPRSYNVRVSNVLCHGGNGIAIGSLGQYLEDASVKNVVIDNVNIVSYNKDMH
NSAYIKTYMGGRVLQSSYESAGLPNGGGWGTVENILFSNFNVQGASAGPAITQDSGDNG
TFKGTSLMAISNIAFVNFTGYLNGASHAASVSCSNVHPCYNIDFQNVELLPSQNTTVYGN
GTCSYTESGGVHGLAGC
>3474_t gene=3474_g
MVLLRKISLVHVWTLALSAAAEASSCWRNTTCTGPTDASFPGAWEKNIYAPPSRLVRPQ
SILETSDSRTDFKVGSGHNVLRGNGSQIVFDFGIEVGGIISVNYTATAAGSALNLAFSEAK
NWIGKFSDSSNGAFKQGDGYLTYNITEAGKGVYTIPDNKLRGGFRYLTVFVTGNATLDV
NDITLEIGFLPTWSNLRAYQGYFHSNDELLNRIWYSGAYTIQTNMVPVNTGRQIPAVAY
GWDNNATLGPGDTIIVDGAKRDRAVWPGDMGIAVPATFVSIGDLESVKNGLQVMYNTQ
ASTGAFAESGPPLSQKGSDTYHMWSMIGTYNYVLFTNDTDFLQLNWAKYQLAMDYIY
GKVGSSGLLNVTGTRDWARWQQGFNNSEAQMILYHTLNTGAQLAEWAGDTTGLSSN
WTERAKNLAVAVNADCFDDAYGAFKDNATATTLHPQDANSMSILFGLVDEDRVQGISQ
RLTENWTPIGAVAPELPENISPFISSFEIQAHFVAGRPDRALDLIRRSWGWYINNPNGTEST
VIEGYLQNATFEYRSSRGYYYDASYISHAHGWSAGPTSALINYVLGLSLTGRAGSTWQL
APQFGDLTSVQGGFTSSLGQFQASWSRGSTKSSSSYELSFKVPTDTQGTVVLPPVNGKKS
KVTLNGKKIQWGSEDTSTISITKGGSYKITVRS
>3532_t gene=3532_g
MSGLRSVVYFVNWAIYGRNHNPQDLPADKLTHVLYSFANVRPESGEVYLTDSWADTD
KHYPTDSWNDQGTNAYGCIKQLYLLKRQNRKLKVLISIGGWTYSANFAQPASTEAGRE
TFAKTATKLVLDLGLDGIDIDWEYPQDDAQAQNFVALLRKCRETLDQAAGPNRRFLLTI
ACPAGASNYQKLRLPEMTPYVDFYNLMGYDYAGSWDQVAGHQANLFPSNQNASATPF
STVGALDYYIKSAGVPPSKMVLGMPLYGRAFQNTQGPGTSYNGVGEGSWEQGVWDYK
ALPRPGGSDQVDTEIGASWCYDGNTMVSYDNVQVGEIKANFIRNNGLGGGMWWESSG
DKGGSAAAKADGSLIGTFVDTVGGVGALDQSPNNLDFPESKFDNIRTGMQGA
>3542_t gene=3542_g
MVQSRVTALGAFPNEHPEIKCTLPSSSEYAKDREIFLLSRKANPLAIAHPESAEQVKALVK
FVRDNGIKFTVRGGGHNLQGLCIEEGTLTIDMRAFTSVKIAADRKTATVGAGILQGQLG
KILCKEGLATPTGAIPSVGYLGWAMYGGYGPFSSNWGLGVDQIVAATVLDASGAIAEA
DTTLLKSIRGAGGAFGIILDVTIKVYHLKALFAGAIIYDSQDMEKAFIEYNAGYRKLLREG
IPKELTIQPMVFNSPQGRLFCVAFTWSSEDIDEGRRWSEKVASLTAVLMNTVAVTTISDW
FDGNAALIPTNAYGQFRTHNLHEITPEAAECLGRHLAKMPSDLCTMFSIHQSRMTTSVPI
SDSVFAVREPHFMLEIIGCATTEEKSAESEQWALDLWNDVGEIEKKNVLDGAYISLHYA
EEPQLSTLSRYFGPHVDDILATKKRYDPENVFDFTVPRLGSYI
>3554_t gene=3554_g
MASNSAFASGRDQKPDIRRRNVGEATKSDNVPTISISDTKGVAKNHSFLDVLDEWEFVIA
PIIFTALSFFTRMYRIGLSNIVTWDEAHFGKFGSHYLKREFYFDVHPPLGKILVGLSGYLA



GYNGSFEFKSGERYPEDVNYTFMRVFNAFFGAVCVPLAYYTARELNFRRPTVWLVTLM
VLFENSYATISRFILLDSMLLCFTFTTVLCWARFHRLRNQSFSVEWFAWLFLTGVSIGCV
CSIKLVGLFCTALVGLHTAEDLWNKFGDVKMPVTTLARHVIARVVCLIIVPLLVYMFSF
YLHFLILENTGPGDAQMSSLFQANLKGTEVGRDSPLEVAIGSKVTLKNMGYGGGLLHSH
VQTYPEGSTQQQVTCYHHKDANNDWFMYPNRYQQEYDPESPLRFLGDGDVIRLIHAQT
GRNLHSHSVAAPITKSDWEVSCYGNTTIGDEKDHWKIEVVSDAASRDKSKIRTLTTAFRL
RHEALGCYLRAGTVNLPQWGFKQIETTCVKENKPRDVYTHWNVETHVNERLPPGDPGS
YKSPFFKDFIHLNVAMMTSNNALVPDPDKQDDLASKFWQWPLLHVGLRMCSWDDNIV
KYFLLGNPLVYWGSTASLLGFGLIFAWYLIRWQRGYVDLSPSEIDQIHYAGIYPVIGWVL
HYLPFVVMARVTYVHHYYPALYFAILTAGFCVDWVTRKLSTKVQWAIYIPLYVAIIALFI
VFKDIVFGMEGSNRQWQYLKWLSTWRISD
>3600_t gene=3600_g
MLSRSTRLQAVARLYTAQSKRQFSSSTLLKVELAYQLIEPSAQDKKRNGQPIVFMHGFM
GNKLNNRSISKYELHFRALLWKQEVELLTVDRALARDLNRDIYIVDLRNHGDSPHAPEH
TYTHLAEDVSDFIKQHHLGKTVLIGHSMGAKAAMVLALQSPDTVAALIPVDNAPVSAM
LGSPFNDYVKGMKDIFEAHVTKQSEADKILAKYEPSVGIRQFLLTNLIRDPSTDNKTLKF
RVPLDTLGSNLGEMADFPWKFDRENAANNADLPTYTGPTLVVRGLQSKYVSEKRLPAV
KHFFPNAQVAGIDAGHWVISEKPEEFRQAVIKFFRENDIE
>3655_t gene=3655_g
MPAVDAQSASWSAAYSKATAAMSKLSQNDKIGMVTGVGWGKGPCVGNTAAPSGISYP
SLCVQDSPLGVRYANPVTAFPAGTNAGLTWDRTLMNQRGAAIGAESKGLGVNVQLGPV
AGPLGKIAQGGRGWEGFGTDPYLSGVAMIETITGMQSSGTQACAKHFIGNEQELNRESM
SANIDDRTLHELYLWPFADAVRANVASVMCSYNQINGSFSCENEASMTGILKQELGFPG
YIMSDWDAQHTTVTSANSGLDMTMPGSDYSDTPSSVLWGQNLANAISSGQVAQSRLDD
MVTRILAAWYLVGQDQGYPAVAFDSWTGGQASVNVTSNHNVVARAVARDSIVLLKNT
NGTLPLKKPSSIAIIGTDAQTNPSGPNACTDRGCDTGTLAMGWGSGTCQFPYLTDPLTAI
KTQAASDGTTITTSISDDGSAGASVAQSAEYAIVFINSDSGEGYITVEGVAGDRNNLDPW
HSGNALVQAVAAVNKNTIVVIHSVGPVILETILAQPNVVAVVWAGIPGQESGSALTDILY
GSTAPSGKLTYTIAKQASDYGTAVVSGNDNYPEGLFIDYRHFDNANIQPRYEFGYGLSYT
TFGYTNLAIDITVSTGPTTGQTVPGGPSDLFESVGTVTVQVTNTGSVAGSEVAQLYIGLPS
SAPSSPPKQLRGFDKLSLAAGASGTATFELTRRDLSYWNVSQQKWVVPSGAFTIYVGAS
SRDIRLQGTFTPGGSSTTSTITSSKTSTTTSTSVTTSTSVTTSSSTTIKTTTTSSTTSSAGPTQ
TPYGQCGGQGWAGPTVCPSGWTY
>3657_t gene=3657_g
MVFLKVASSLLLAAYVSGAPTTTESPGSLVGDGLLVNTSSGPIQGFFNQTAPDVRQFLGI
PFAEPPVGDLRFEKPVKKSPNGTVNAFTLPNSCMQQFNSNSSTIYTEYETGFLISGGNSED
CLYLSIWAPRVENIREQQRPLPVLLYIPGGGFTSGGEASLYKVPDKWIQRTQDHIVVIMN
YRVNVFGFPNAKGLTDQNAGLLDQRLAVEWVQENIGQFGGDPARITLWGQSAGAASVS
IYPYGYPDDPIVSGLIADSGGPTIITNKDVAQTNFTSLAALVGCNSSNVTELLKCVKQVPA
QTLENALSYYTGNSTKPTIAFTPSIDNKTVFANWTQRAQDGKIAKTPLIIGSNTNEGAGFV
SFTPNGPGAATLFNLTESIIACPVAAEVKNRNLANLTTYRYQYAGNFSNISPLPWFGAYH
SSELPMIFGTHYEYRDASTQFQWDVSYAMQALWLSFAEDPSRGPARLALDGVAANPNN
SSYFAWPTFQQGSSNMLLFAENQTVMQLTTSARIDDHCPTL
>3664_t gene=3664_g



MPQGFTRRAIGALLTATALLLIWRVSNYNVSSLAPSSDHVAKSGGNPRRIAKVSMLYGN
PNPLYERALQSHERHAQRWGYPMYVLEEDISEGFWNKPSYVLSLVIQELAKPPAKRSEW
LMWVDADSIIINPAIPADIFLPPPDLSEIHFVASKDQNGLNTGIVFFHVHPWTVSMLVETL
GHPLYLPEIDLGRSADQEAMARIMKKTTGGPEGQGYAAGMAYLPRPWINTYEWHHAY
EGEKGNMLVHFPGLEDDRWPHMANWLDIVEKTPLEWEVPLKESGYDELTREYWAKFR
AARDLANSVQEDILLLPTGASTSLRQAAINNVRLALQQHADEPELLQQQVDELKAAVRE
ESSGR
>3672_t gene=3672_g
MALTREERLKLANIDPELAETLKKITIPAPSPDAEPARIIAGIRAYMKSQHKPAGPDSGVIE
HDIFYPVRDGHQLRARVFRPAAAVQGDAALPLVVYYHGGGWTIGSPEDAAPSCRNLVQ
TLGVVCIAPSYRQGPEDPFPAGINDAWDGLKWIALHAESELATTGTPVSLSTGFVVGGSS
AGGSMAAILAHLARDEKESLAVPITGCFLLSPMILPPETFETLPADWKYRDSYLSRTQEA
CQHDPILTPQMEKIFHDSAAGDFASPLFVPFIWPTGHASLPRTYFQVCGMDIVRDEALIYE
QVLREENGVETRLDVYPGMPHTFWNMFGMLTQGKKANKDLEDGMKWLLGRSE
>3691_t gene=3691_g
MVELQPIFKRAYWALVAGSFAYASWLYAMTYPSVQRAALYMNLANPALWQDLNDVE
NYGFLKTQVQPFYLRTADNETIYGWHILPLHLCREHEELLNDNWSYGPAEDYTSTKAYK
LLNEDPNARAVVSFHGNAAHLGSVIRPEMYRMALGVSTPENPLHVFALDYRGYGMSTG
TPTEEGVITDGVTLLNFLTSNPLNISPSRIVITGLSLGTAVTSAVAERFAFGAPVTATVQPA
LKNPEPFAGIILLASFSNLPSLIESYSLKGLTPPMLSPLNSFPQAKTWIKSRIVDTWETNAR
LARLTGMRTSENNEADKRHTQKEVDITVIHARNDAEIPWKEGFTNWMWATTGGDSLDS
HQPQKGSIVYERIEDGGRTEIRVWEKDVSSPSSTKKQVKRVRWEKVGYGGHNQVGAYS
VAALAILRSFEE
>3730_t gene=3730_g
MPSSEVLDDTILLSLGSHGCIQGRLIHDTDESAEAAAPLAQYFGGVRYALPPSRRWAMA
RRLPAEYSYGTGTNPGKCDGMAVTCPQPFVGDQGSEDCFECNVWMPVGRCPVGGWPV
IFYIHGGFLQMGSPNDINPARLIGETDLKCVIIAPVYRLAILGFLSSVELSQEAAAQGEPSG
NQGFWDQRIALEWAYEYAQYFGGNRSNITIAGYSAGSFSVFNQLAHDLYLPREKSIIRQA
IMLSNGPGVQPKAGPEVQRQFNELLTALNIPLRLSAAEKLAQLRKIPPSQLIAASIETQYH
QYRPWHDGQFVPITLFPDIDNGTFARKMVERNIRLINGECRDEHFLYGTWYTPENSLESL
RQRLEADYPSEACDALVNLYYPSGQLPAGVDNWQDAFGRLYADVQVHMLERGFVNAL
AQGGAGHLVYRYRIEYRVECVTLPPEWGVTHSSDMAMWLWGNGARLNPTEKELVNEA
LIGPLVEFVNGRPLDRWVDYGNAEGVQRVRRLRSDGRVDVWVDDEMWLRGVQVWSA
LRRARNTPAKL
>3766_t gene=3766_g
MRTSFITLGLAAAVSAAPVALESRTTCYSGVYVIGVRGTDEAAGYGSVASVVSSVLAAIP
GSAGVALDYPASYLDPLYPTSVTDGINTLISLVQSYADSCSGDIVLVGFSQGGNVITDAL
AGGVDKPTPLSASYIDHISAITVFGDPTFTHGQSFDAGTDTSSDGIFSRGGDSLALLNTYA
SKIKSYCDTGDVYCASGDNTSAHSQEVPTWGTDAVSFIVSQST
>3770_t gene=3770_g
MADTLLLKLHLFLEGHPSIKCTLPSSPEYPSASHVWNAIHSEVPLAIVHPQTPNDVSALVK
FAKSEGINFTVRTGGHNAEGRSIRQDTLTIDMRALSGVEIAADCQSATIGGGCLLKEIVTK
LKEKGLVTPSGTISSIGYVGWATYGGYGPFSQLWGLGVDQIIDATVVNADGEIVEADSSL
LKGIRGAGGFFGIIVALKIKVYPSREILAGVILYDSQRIGDSFKQFNAAYEKLQANGLPSA



LSIQQLLFNGPSGPTFGVMLAWISDAKEGLRWTQIIASLGSVVINTVTPTNIVDWMTGNE
AMTSATVYGSNYTHNVYRVTEVADTILKHIERLPSDPSTVISIHQLRGVSACAKSNSVFA
SREPHYMLEIVGCATAPERAKESQKWAYAVWKDLQENNSQIILPTAYINTGTNDRKLST
LSLYFGDHVQEIVALKRRLDPDNVFNLTIPKLG
>3778_t gene=3778_g
MSLPQRPTNAPSSRREDSQPGFRESSRRRRRDIESGTFTEVPPSPYTPTSPRRSHGRHVSHS
SSRGGPPTRGSPSTDLGRKRSLVRPERNQIGPDHPNYHYAQYAQSHNMATYPSTTGHDPI
LDNPEDAETTGSTESSLKTGTKAHAYALEGNLNKPMERVEHAPSSRHKKKKLYRKGSK
KHIESEEKRQQKVREHVPAPSPWYAYCVLVTFWAPDMVMACMGMRKAEQRRAWREK
MGLISLILLVCTFVGFLTFGFTEVVCGTTKTRIAAGHVDSGYMIFHGEAYDLSNSEHPAA
YGIPQGSNVLYDLPVKYSGKDGSFLFQNVNGACKDIITLAEGSDIPTNSKGELAWYFPCQ
TYNQDGSDYKTNETTTPYLGYMCHLSSEARNDFYSLTSSGDVYFTWDDLGNKSRNLIV
YSGDVLDLDLLTYLNSSQVSFPSLFTEMQSNTEIRGTDVTYAFQTSEDKRVAKCLSQIIRV
GSIDTKTIGCIASQVVLYVSLVFILSIVAARFSMALFFHWFLSKKYAANRSSMTLDRRAR
AQQIEDWTEDIYRPAPRLADPPVPEKMARKRASFLPTTSRFSSPYAVGGGRVKAQPTTM
ASQNSSSRLVPTANGSNSMYKLSGNSSNGSLSVDAISRHNAAAADSRTSLMISQYDQRH
STVVGSSEGPAGFIHENVVPQPPPEWQPFGFPLAHTLCLVTCYSEGEEGIRSTLDSIALTD
YPNSHKTILVICDGIIKGKGEEMSTPDYVLGMMRDHVIPPDEVQPYSYVAVASGSKRHN
MAKIYAGFYDYGQTSIIPPEKQQRVPMLVVVKCGTPAEAKASKPGNRGKRDSQIILMSFL
QKVMFDERMTELEFEMFNGFWNITGISPDYYEIILMVDADTKVFPDSLTHMVSAMVKDP
DIMGLCGETKIANKTQSWVTMIQVFEYYISHHQAKAFESVFGGVTCLPGCFSMYRIKAP
KGGQNYWVPILANPDIVEHYSENVVDTLHKKNLLLLGEDRYLTTLMLKTFPKRKQVFV
PQAVCKTTVPDSFMVLLSQRRRWINSTVHNLFELCFVRDLCGTFCFSMQFVVFIDMIGSL
VLPAAISFTFYVVVKSIVSKPVQVIPLVLLALILGLPGVLIIVTANRWVYVLWMLIYLLSLP
VWNFVLPVYAFWKFDDFSWGDTRKTAGDTGKGGHGEAEGEFDSSKITMKRWRDFEKE
RRLNMSAAQGLPPPNSMPAAAYTYPGAYDAYSDY
>3797_t gene=3797_g
MMSAYNLSIGFCLSLLSNVVLAQLQTFSPPGQTDITYSVNVPDQTATTGSGPLFIQIKSTT
VKLEWLAFGEGTQMQGSNIFVIYGNGNGNNITLSPRLGGPHVEPLFNPQAQVSLLDGSGI
SNGTITANIRCDSCISWSSGKEDVTSSSASWVWAIKYGSLINSDSVSATITQHDVSGLASI
NLQAATGGNSTNPFLTTSTSSTSPTSSNPSNPNSPQPIVTTTSTESSDRKRIAHATIMIIAMV
VLFPSFALSIHLLPSTRAVALHGYFQLFTLALTIIGFGLGISLSVNLYPITGSSYHQIIGIIVVS
FLTLFQPAMGLLQHRYWRKSGKKSVFAYAHRWLGRTMIVLGIVNAGLGFRFTGIGTTL
APKGAVIAYGVVAGIVGIGYILTVVFLSYRQRRASST
>3814_t gene=3814_g
MWSFLQETSTMGLFYNSLLLLQSFLGPKGCTHSPGDRACWKDEFSIDTDYEYEVPTGKL
VEYDFTISEHTIAPDGYLTNVTIINGQFPGPTVEADWGDTIRVTVHNNLTNLNGTSFHWH
GIRQFQTNFLDGVPGVTQCPAKPGDSQVYEFRAMQYGTGWYHSHYSLQYSNGAYGPV
VIHGPTSANYDHELEPLLVSDWYHADAFSMFHEEITDHAHIPTGTLMNGKGVFDCDPKE
DGRCTGKEERHEIFFEPGKKHKLRLVNSGSLATYKFWMDGHNFIVVANDFVPIEPYVTD
VLILGIAQRYDVIVEANGSLEHGSNFWMHATHCDDEMPVPWDTRIGIIRYDANDRSDPY
TPSPSTHHPGYGCRDPDPSNLRPIVKRQVGKEVNDMSPSEYLKIGLQSWPNISDPDSVIRK
WVLANRSQYVDWRDPSLMQVISHDKVNLTEESAPIYLDYETGEWVYFVIEGNFTMDPNI
NNPPRPIPRSVHPIHLHGHDFVILAQGDGEFTSDVVPNLNNPARRDTVNCPIGGYVWIAF



QINNPGAWLMHCHIAWHASAGLSLQFIEQPNKIKQMVLASGILPSHEKQCARWTDHYN
NVNVPQGVTQEDSGI
>3815_t gene=3815_g
MGRFFSRAQLLAVAAVAAVVAARGDRGNSYISRHGIHGSGTTADYVIIGAGPAGVVLAE
QLSRDETKSVVLIEAGPDSIHNVTVDIPAMYPLITEQYWNYTAQPDNNLGGNAPTLQQG
RTIGGGSGVNGMAYCRGSASLFDAWATLSGNDGLAWGSILQDFLETSHYTENPNADYD
QVLNTSAFGDGPLEVSRVGALTGFENPFFNALQAELGLDEVDLTDGSGIGLDRGLSSITA
VKRTRSYGRTTFGTLIEKRSNVRILTYAWVSKINFYGTTAVSVTYHVDGVARTIEGKEIIV
SGGAINTPKLLLLSGVGPKETLEPLGIEVIADIPDVGANLRDHAFAIIELEVVPEILTLYQW
FENATVNAEAETDYAVNRTGILGSNDGFTYGTYRLPDSIWDGINGTYYTSLPEDRPHILF
EFSSLPFLLTDGSALTTWASLVQPEGSGYVSINTTDYTADPLIYTNYYATQADRAAIIAGY
KLLIKITENEQIKAVTVNKVFPTTELTTDDEIWAAIQSQTYTFHHPMGTVAIGKALDSNW
RLNGLSGIRVVDSSTFPLPVTCHPQATVYALANRAAKDIIAADFEDC
>3840_t gene=3840_g
MGGPEELKIPSSRNENLQIALSVYSPEEDKSPLPVIVMGHGIGAIQAAGLEPFALAFAASG
YCAITFDYLHFGKSDGEPRNFLSVPGELQDFRDVISWARQQTKRFDSQRIIVWGTSFGGM
HTTALLASDHNLAGGIAQCPCVDSFAAMKMQPLLKNLRLMLNAVCDRIGAFFGKEPLY
VGLAGDGLPGSPISLMEGPEVVEGWQRITPSNIPFPNKITARSLLGGSSRPVLDVKKIQKP
YLIVLPTWDNEAPLGAAETAVRETPLGEALRVPGGHFDVYAGGIAFDENLSGQLAFLRRI
LG
>3853_t gene=3853_g
MKIQRAFSLLVAFAMSSKTNAALASSHNSTYTNPILPGWHSDPSCVFVAEENNTFFCTTS
SFLTFPGIPIYASQDLLHWKLVSNVFTRPEQVPEIANSTSQTQQDGLWASTIRYRNGKFYL
VTSYASTYPSFKVVSGFLFTSTNIYSENSWTDPVRFAIRDIDPDLFWDDDGTTYISRAGIV
QQTIDLETGVLGPETKIWGGTGGATPEGPHIYKKDGWYYLMISEGGTGLNHRVTIARSS
NVSGPYEGYSGNPILTNSNTTEYFQTVGHADLFQDGDGNWWGSSLATRSGPAWTIYPM
GRETVLYAVTWKEGEWPILEPVQGQMTGWKLPQPSKGEEIPGNGAYVDAPDHITFGPG
TSIPTHLLYWRFPKEGSFTVSPPESPYSLRLLPSSHNITVTGVPGVNVNETAITLITRRQSHT
YFTFSVDITYAPTVAEEEAGVTIFLTQDQHIDLGIVLLSIEGSLVPHIRFQTTLLNDLDTPAT
QNVTVPGTVVEPLPSSSSKDIRARLRIQAKDDTHYILSATLHEDSEFEFSQTVEAVLVSGG
TGRFTGTLLGTYATSNGGSGFTPAYISQWKYKGQGQKIF
>3857_t gene=3857_g
MSHALETTQLHPSDKRSDNEIFADLQTYKPVDRASERNIWAFWDQGIAASKPWCQRNII
GWVRRHSPRWSVRVLDMVEGSPNHYSKYFSDPETLFPTAFLQRNMIGKYVGPHAADLI
RLPLLYLYGGVWLDVGFLLFRDLDDLCWQTLTDPLSPFELAGFKMTINPSLAMFWNGFI
AARKGSQAIKHWHDIFFRIWDGRTSCKGMHSHPLLRHLPRYEVPSSKGQPPAITYENFVD
YLAQMFCLERLRHFCDPTKDWDGPQFFEAKVLLFECVSEVYWAQHLTHWDGRKQFNM
LSCIREETEPGFLEAEKFVQEILSTSSTMKLSHGLVTEQREYLARIWSEPGNEDADHRAGT
FAAYLRWASVYFQQTKSLTRVQLPVYEKAILTGRLLQTVGEPHLS
>3879_t gene=3879_g
MAKHQQSKPAWSTSPRVLNILRPRLLVPLGCALALLLSACLLALQFENQSYALRLQLFRP
SRYFEKECYAPSESATNRLQHVATETSDGEWQYNPSRDANNYALNSDQCLAAFPKMFT
EIDKSVAQRKEANNPITFKEIDSRKKLGQGMARAMIYKGELYIIQYGDMIYTASRAKSTL
HSIHRALVAMPDRDSLPSIEFHFSADDFVWDDLKQAGGPVWSYSKRDTTDIDEEDVDDS



NIWLMPDFGYWAWPEVDIAPYAETRRRIAAVDADFESFQSKKKQLLWRGSLNTAIDLR
NGLIDATKNKFWASVRVVDWGNKKSVEENVMPIEDHCRYMFLAHTEGRSFSGRGKYL
LNCRSVFITHPLIWREAHHAAFVSSGPDANYIEVARDFSNLESKVEYLLDNPQIAERIANN
SVATFRDRYLTPAAEACYWRYLIRKYGEVSDFEPKLYDDRTGKMRAQAYEQWVLEL
>3887_t gene=3887_g
MFFRPSISTAILGGLSLLPSAHCSPLLSESERSLHKRISFDGSSSITLALNTDFPDPAFVQHT
DGSWYAFGTNGNGKRIQVAYSTNFESWTLLDVEALPTLSGWETEPDHWAPDVFQRSDG
KYVMYYSAIVSSNPNRHCIGVAIADSDNPAGPYIPASTNPLACPLEQGGAIDASGFQDSD
GTRYIVYKIDGNSVGHGGDCNNSVEPLAATPIMLQRVAEDGITPLGDAVQLIDRDASDG
PLVEAPSLVRADDGTYLLFYSTHCFTDVKYDVRVATASSIAGPYSKNGVSVLAANDELY
GPGGATVSNDGNMLFHGWCNGNSVRCMYAAYMDVSGGSPFVE
>3901_t gene=3901_g
MSAENKDDNFDIIIIGGGTAGSVLAARLSTIPTLNILVLEAGENRNLEPRVSTPGLFGTLLG
DPNYDWGFRTVSEQGLNGRVILQPRGKLWGGSSAINSHALVYPSRGYHDAWGTLVGA
GNSWDWNGISKYYRRFQNLQAPSEEVKRELGLGDFAVDGGNSACELDEYEERVQASYP
VTVHPMQQAWAEAIQDLGYGSSKNPVDGDVLGGSTTTNVIDSSKGERSHAGVAFLEPST
ERSNLVVRGNVLVNKIIFEEEKRDGNLVAKGVLYSQEDGKTMIAYAKREIVLCAGTFGS
PKVLELSGIGQREKLAAAGVKCLRELEGVGGNLQDHLNFGPSVEVLESIGTSDVAARDPI
VAEADKKLYEAKHEGRLSQGAAYSFSYMPLKVFNSEDEERELTSLVNMTLEKTSLTISK
GLKAQYDIIQRLILNPEQASATWVMIRKQRYTPSITPAPGNYMTVLAMLSYPFSRGSSHIT
SADPSAYPEIKFNYLKHPLDAEILSRHVIKIGQMLEQPKVSALLKPDGNTLPRGFPRRANS
VEEVTRFIRQFGATNYHPVGTCAMLREDLDGVVNEDLVVYGTANLRICDASVIPIVPHG
NILSTVYATAEKGADIIKRQLGLQ
>3902_t gene=3902_g
MRVLLLLLVGILAPAALSLSTDGIYNLVKRRLPQHAESFEFSLVNETEKNANVNDTYVVS
WTSDGKVLVEGNSLSALSSGLYHYLSDVAHVGIYWFIGSRLETVSTLPPLIEPLMGSSVV
PWRYHFNTVTFSYTAAFWSWDDWELQLDWMALHGINLPLAWVGAEKILVDIFRELGLT
NSEIQSFLSGPAFQPWNRLGNIQGSWGGGEIPFDWIDRQFEMQLQIVSRMAELGMTPVLP
AFSGYVPQAITRVLPNATVVNGSQWDGFPIKYTNDTFLEPSDPNFAAIQKSYIGRQQAAY
GSNVTHIYTLDQYNENAPYSGDLNYLQNVTRNTWRSLKAADPEAVWMMQGWLFYAN
SAFWTDDRIEAFLSGVETDSDMIILDLVSDAAPLWQDTKSYYGKPWIWCQMHDFGGNM
GFMGRILNVTQNATLALAESGSLVGFGNTMEGQEGNEVIYDLLLSQAWSDSPIETENYF
HRWVTARYGPSTPPADTYAAWEILRTSVYDVTDPNSVVVPWPVVVYTPGIGIANVTGV
TSLPYDPSFVVEAWSLLYNSAIDEPSLWNNPSYQHDIVDLTRQVLENAFIPRYETLTDLY
TGTNASTEALSAAGKVLIDLLETLDTVLATNKNFLLSTWLTDARSWAGDNSSVEDFFEY
DARNIITLWGPNGEIKDYASKSWAGLVSSYYAPRWEIFVEYLISTPASAYNSTVINAELLD
FAQQWQNEKTVPNTAVSTNGKLNEVLLQAVKQWPDIFDILSS
>3915_t gene=3915_g
MMDLLSLEISSGRKHALDIAHLSWPWTLLAAVLILKILHILRVVHQPGLRTLPGHWLASF
SRLYKIFLVYDGLCPEKERAMHKKYGPVVRTGPHHVSFSDPAAISSIYGISANLMKVFLL
LIVLLDPALTFLTQSDFYTPFGARHEGKAFDTIFSTRDTVFHKHLKVHVSQIFSLGSIRTLE
PMVDECSDIFLRTMHELAGEKVDLGEWLHWYAFDVIGSITFNKRFGFMEQRKDIGHMIA
VIDKVLMYGTVIGQVPYLHRYLLGNDYLPALIAKLAPDVPNPIVSIIEFAKTELIRYDRSK
NVSDRGDFLAWIRREMQKGKDISEDDMVNHLANNLLAGGDTTTISLRAIIYFLIKNPPAY



RKVIAEIDAADAAGQLSKFITYSESLELKYLQAAIREAMRLHPGVSMPLERVVPSTGATIC
GINLPAGTVVGVNPAVVHYDTDAYGDDAAEFRPERWLESSEEQLKAMKRCFFAFGHGS
RACIGRNISIMELSKLVPQLLREFEIEWASEEPAWKRIILSFIKPYNNLTKPPTLDPPPPSIVT
TSHHRRRSSTSVPPLRLVKESQPSQHPSWGQGSTSGLPAGPNSVRPTTLTPIPGTPSNPLPS
PMTLSRSPSPLPGGGWSSPGLGPGSGATSPRFPTTGHGSLSPGAISWASAKAKSDEVRSYP
SFSTRNSGFFSRQKRKISASLPRFSLSRDYREQEKLGRGRSSGSSTAGWRARDNSLKGRV
VSFVGNAMRRRRFRLLFSLLLGLVLYLNFWSTLVEAYRGSAFGNGRKIVIVTASNVEGG
VMEWKGAREWAIERVSLWNKRKYAKKWGYEIEVVNMVAKKRYAHEWRESWEKVDL
IRDAMKKYPNAEWFWWLDLNTYIMEYSYSLENHIFKHLDEYTYRDINYYNPLNITHPLT
DIYLDPISQSATGDQDPSSINLVLPQDCGGFNLGSFFIRRSDWTDRLLDIWWDPVLYEQK
HMDWEHKEQDSLEYLYTNQPWIRPSTAFLPQRRVNSFPPGACGDGTDLGIHYQEEHRDF
LVNMAGCNWGRDCWAEIYGYRELSNWLNRTWWEKFKDSITDVWRRWRGEKTLYEEH
HEWVQ
>3931_t gene=3931_g
MKAFITALTLASSYALAAPAEPLVKRASVSDAATGYASLNGGTTGGSGGTTTTVSSYAA
LATAVTGDNKKVIFVSGTITQTADQIRPGNNTSIIGKDSNAKLVNFGILVKKASNVVIRNL
GISKVLAANGDAIGVQYSNNVWIDHVDVSSDRDHDKDFYDGLLDLTHAADFITVSNSYI
HDHWKASLIGHSDNNGAEDTGHLRVTQNNNYWYNVNSRTPSIRFGTGHIYNSYFDEVN
DGINTRDGAQVLVQSNVFVDSSNPLYSTDDGYAVATDNDFGGGSNEAEAGTLTSVPYK
YSLLGSGNVKAAVVGTAGQTLSF
>3941_t gene=3941_g
MAQYAKFSYINPQWERFVQAQPVMRNFRGSDDHIIQRRAAFQKLAAEGPQIRKIPGNDE
VDVKDFHIPARDGYEILVRSYTPRRPAESGSAAAYPVFVYYHGGGYTFGDIETGDDNCR
LLSARNGLAVLNVDYRLAPKYVFPKGFEDAHDALRWVTKNAPSFGGDLSKGFLVGGVS
AGGNFAGALAYVARDEGLQPPITGLLLSIPCCLMPQAFHLLPQYKDELLSIEQNKDSDML
DVRSYKQLIEDICQAPPDDPRISFLLNPDHSGLPTRAYFQIAGLDPIRDEALLFAKLLREQS
NAETKIDLYDGLPHGFWRFQELPAAQRWHIDLYEGTKFLLEGGKGGFHVKGTENGLNE
YLSGVI
>3986_t gene=3986_g
MAPQDSRSSITFVTSKGLVDPQWYSHGVIVEGSTRTIRTSGQIGQRADGSWPLTLAEQVQ
QALTNLDLILKAAGASSRDITHLRFYVANWDLEQDNDLVGPVVGLLSENYGVVHRPLTT
LVPVPKLSYPEAKFEIEAIASTGGASRPWSIENDMIHKPMNLTTISGPASPIETDVVVIGGG
FSGLTAAYELHQAGFSVIVLEAKHRVGGRSRTQRLATNADAVIELGATWINKKTQPAIY
ALVQKFGLETAEQYTEGDQIYQDFEGKIYRCDSNQEHKENAEHVQNFLLTVDEAAASV
DIRAFGFPEDEDVTMARWVASKGLWDNPSVKATCHLMCSALVGREPQEVGAHYLLDYI
NSCGGYMSFASEGEDGAQSLKIKTGTSSITDALASSLPVGSVMLNSPVEYIRQAGDNEVH
VKTGSGATYKAKKTIVAIPTNTYTNIQFTPPLPAAKRALVTRTKPGIYAKLILTYASPWW
REAGLVGKFESVIGPVCFSWDISDESKKQYSLAIFIAGTPAAEWHKLGELEREEAVVEHL
ATLVGDPTLAAKARDVKEINTVEWTKEEYLGGAPTSALGPGLLKKYGVTMREAFGSIHF
GGGEMAYEWKGYMEGAIRAGQRVAHEVVEILVDKATV
>3995_t gene=3995_g
MAISTLQTTNSTKQLKFLVIGAGSRGHRYAEAVTESTSALIHAVAEPRPWNRQEFGERFI
WGVNNKPSSGQEFTDWRDWLKWEQERRQALANGQQNVPLGIDGVFVCALDEMHVEI
MCAIAPLNLHVLCEKPLATSLADCLSIYRAFVPEHKKDVGPSKVFSIGHVLRYSPHNMRL



RQLLHEERVIGDVVSVEHVEPVGYWHFAHSYVRGNWRRETPAGVGSLLTKSCHDIDFL
VWLLSSPPPGSPKDMPPHEPRTISSTGRLTQFIGKRKPKEAGNATNCLSCPIERKCNYSSV
RLYKERQLDKSITDWPVHIVCPDIEDTFKVAGADAAEKLLMTALAEDYDKSSTPDEEIKS
RSWYGRCVWESDNNVCDDQFVTITWDDEQPPSTSEGKYTPRTSKTASLHMIAPTEKQCE
RRGRIYGTEGEIEYDSRTIKYFSFATNEFTTVEIPKAKNPKEEQAHGGGDWGLTRMFIGA
VQAVEERGWDVRDAQREFIGCTLEEAVRSHAVVFAAEEARREEKVIRWQDWWDQHLK
SLV
>3996_t gene=3996_g
MTTHAEVYDIIIIGAGPCGLAVAARLREETPSAMFTDEEHQRYHWIKKHQGKMSLARAR
TRRLHGTPLAASTYTKPNNCCCGENDRGGQYSTLVLDNSGSQWMARWNRAFKALKID
HLRSPMFFHVDPADRDGMLAYTRETGREKELYELSGCVGQELSKHKRKKIRNLSRFPRE
AEINERDRKDYFTPSTELFADYCESIIARYGLDDDSARIEQSEVCDIKFDEVEGSKDTNKL
FTIVTTRGQLFHSRAVVLAVGPGLTRLMPWNLSPKEEIGACHSSEVGVKFPRPTLARKIE
NRETTHVVVVGGGLSSAQLADMAIRRGVTKVWHLIRGDMKIKHFDVSLNWVGKFKNY
DKAVFWSADDDQERFEMIQTARNGGSITPHYQKILKQYTAKGRLSIHTQTVITSKSFDTE
THTWKITTDPPIENFPERIDYICFATGMKVDVNEMNLLQSMNRDYPIESINGLPCLTDDL
MWRSDVPLFVTGRLASLRLGPAAPNLEGARLGAERIAWALQDVLGEQSDVDFCSREGK
RLQKAFCGLGNRYESLTQY
>3997_t gene=3997_g
MLSLSQYAVILATALSAIKPTIARPTELHPGGASDLIINAQDTVNGTISASASKSQSVTATN
GTSLTLTITNNIAGSVNCYINGQDPSQNNAPVILTPDFSWYYPSAPSTTDGIPAPISETITIPL
GAQGESTTITIPSYVISARVWFAVGELQFFTVGNADGTFSIVQPSQSNPADPSAGVNWGFI
EFTYTADGGIYANISYVDFVGLPLGMSLTDTSGGVQTALGLTSDAVTSVCNDLKTQAAT
DGLPWDALCQTINGTVMRVLSPNDYMAANASSGFETYFDDYVNEVWSNYTSSTLTINT
QNDAGNVSCTVSGDTLECDGDGINYSKPSTADIFGCNSGPFVTNPSDTAVHQAAVPRLC
AAFNRGTLLLTGGDVQPSLGADSYYTTAPSNYYSAIVHKYELDGKGYAFAYDDVNPSG
DDENASGTVSSANPSVLSVTVGGAST
>4007_t gene=4007_g
METFSIDLTSDQRITGRHCLPQVDQPTSEKFTRPLLICIHGAGYDSKYFDANADYSWSILA
NAFDIPIVSIDRPGYGGSTEVPGQNVLGGTDAPTPTQRQAEYINNSVIPRIWNDFGSKSGA
SSVVILGHSVGGMVAIQTAACHATQKNTTYPLSGLVVSGIGCVPHQDPESQSHDHTSNS
HKDEKEQKPAQLLERTQYITFERTKKDFLMLDYTADKDPADLLISPDILQLTEQLNHPAP
LAELIDVGQLWRLYWRRESGKVIVPVFYALNEVDPWFNSASDSVTAFAAGFTSSPKVVH
ARVARAPHCMELSLQAKGWMLQCGGFALESAVTFNLRNR
>4014_t gene=4014_g
MQLFTRILLAFSGLLVVNAAPNNVEKRDGNYRSVAYYVDWAVYGRNFHVQDLHDMVP
SLTHILYSFASLDESTGEVLLGDNYADIQKTYPGDPAYDNGHNVYGCVKQLYLLKKANR
NLKVLLSVGGYSWSSRFAGATSTEANRANFVRTAVGFVQDLGFDGIDIDWEYPCNYTE
AVNYVTLLQELRAGLDNYAAAHTPGYHYLLSVSVPAGPSHYEILHISAMNQYLDMWNL
MAYDYSGSWDTITGMDANVYQKTAYTNSTPFNTDQAITYYNGNGASASKINLGLPLYG
RAFQNTDGPGTAYSGVGPGSWQDGIWDYKALPRPGGTLYHEDSSVSAWTYDHAQRYM
VSYDTPTIVQTKANYIKSEGLGGGAFWESSGDKTGSDSLVHTLVNALGGNGVLQRADN
ELNYPASQYDNLRNGMQ
>4018_t gene=4018_g



MAPSIGVPSKRPLEETLVKPPTINGSAHQDNAQQHSKTRQRRSKTKPLSQALIHALFSESV
AAKLWNVAQKALGSVEPPTLYPEYTDKKDFQYIYRTLDFWTSGFFPGSLYLLLERQVRF
SSSAKSGAKPHPLQLQHLCQWWTVNLHQNAILKNTHDLGFMIAPWAMKAWSLHQDSQ
AYSSLVLAAYSLASRFDARVQSLRSWDVCYTKRYSYDDPSKEFLVIIDNMLNLDILFWA
AKHTGDTSLREIAIAHAKTSQKHHIRPDNTTYHVVNFEVETGLPKSKFTNQGFSDESCWA
RGQSWGILGFMQTYGWTQDPSFLATARKLADLFISKLPEDNVPYWDFDAPINEESPRDT
SAAIVTCCGLVLLYKALRDTEEQIAAHHYLDAALRIVNGVVANYMTPSTPQFNVDTSAS
TVPTYPEDLSKEQQQPGILTVTSENSQRGFANGHSTSKLPETILIGATINNYEFAPRRWSD
HGLVYADYYFMLLGNMLLEMGLVDVNDLSL
>4039_t gene=4039_g
MRCIPSIAVIVPAILAVGHATSPPPAIVSLPGQTSKIPGWSLQSVLHASNDYTGLSRPGANV
ADWYRVGPRTTVMAGLIESGVYSDSNLWFSDNLNEIVDRSVFNAPWIYREEFTVEPSAG
QHYFLVTHGITSKADIWLNGKQLADKDFQEGSYGGHKYEVTPYLQSGVNAILIQAYETN
YLLDSAMGFVDWNPYSPDNGTGVWRDVEISQTGPVSLAPIRFIHDWTPGKTSTKVTIKV
NATNLESRTVDGTLTGRIVLGSQQLALTEAFTLAAHEERTIAMTGQLQDPEIWWPWLW
GDQPLYNVTVTALVNNEISDIAEPRRVGIRYVESGLNEYGDRAFSINGLRFIPLGGGYSPD
MFMRWDTEYVRKKFELMIDMGMNTVRLEGKQEHPELFELADEMGLMIMPGWECCDW
WEGWTYNTDVPEYVRFTNHDYWVANYSMLHEASMMQTHPSVLAFLVGSDYWPNDRA
ASIYLDALKSWDWPNPIIASAGELGFPDALGSSGMKMDGPYDYVPPNYWYGGQVGAAF
GFGSEEGPGVGTPEIRSLKKFLSEGDLNDLWTQPDKGLFHMSSNVSSFYNRSIYNDALW
NRYGLPKSLEDYLLKVQMMDYEATRAEFEGFTSLQDASRPSTGVIYWMMNSAWPNLH
WQLFDYYLNPAGSYFGSKVGARPEHISFSYDNGTVYLINRLKFLGKGESASRWVTIDLID
TAGKNLHHQRLQLNTKPNHSQEIANIAQAISKIKDVGFLRLILSSDSNNEVVQSRNVYWL
SSQNDVLDWNDSNWFYTPISTYADYSSLQNLPEANIVTTVKQNSSSVSTTTLQVHLENKS
TDTPAFFIRLVLVDSNTNDSIDPPFWSDNYVTLFPKESLDLTVRFNSSLSASPAIEVSGGNV
KQHVITV
>4048_t gene=4048_g
MPSLFSSPAVIFSLAALMRVGLLFYGLYQDNHSAMKYTDIDYMVFTDASYFMAEGKSPY
LRDTYRYTPLLAWFLIPTTWEPNWLWFSFGKVLFAIADLVTGWLLLLVLRTEFPEMSEK
ARLRYASIWLLNPMVATISTRGSSEGLLGVMVIALLWAVLNRHIVFASVLLGLGVHFKIY
PFIYAPSIIWFLSATTTPSTSLVNKILNFITVDRVKVTVISLLTFIGLNVWMYSFYGHSFLQH
TYFHHLTRIDHRHNFSPYNTLLYLSAATDDLDAASRGIKFESVAFLPQLFLSAFAIPLALA
KKSLPGAMLAQTFAFVTFNKVCTSQYFLWYLVFLPLYLPSSSFMSNPILGIGALIMWILSQ
AFWLHQGFQLEFMGLSTFLPGLWLASLGFFIVNCWVLGIIVSDVGKWPAKALQTRREDP
RTVTQKNK
>4051_t gene=4051_g
MSRAEESLLNSKDDLLERAEGAYKRRIAAQRCWQAASRVLILTPLVLSIVLFVVYFRDV
AKPLDLVASNTTTQPQITADKELERDFGILLHPKDHVLRQPNVLHSSWNITKAIIAPDGVE
KNVFLINGQFPGPTIEARSGDVLEVDVLNLVEERVSIHWHGLHMRGANQMDGPVGITQC
GIKPGDKFTYRVPIGEQAGTFWYHAHSEVQRGDGLYGALIVHKVSAEADSYAHDKELL
LLVGDWYHRPADWLLARFQDRTSTGNEPNPDSLLINGQGRFDCSKATHGNPVNCTSVE
PPQLSLNKELRYKVRLINIGSLAGISITIPDSDMNVTHVDGGIPVTSRTANSIGVLYPGERV
DFSLSWPEPAFNTNTQIIIEIDKEMFILSNPALTRKQSFLLEADSHLHQSIGRQADTELRRL
NLDELEGLPLETSLPEPETKFMIYTTVQILNALDDDIRALINRTYWETPSVPLIASQRDTW



SSHQLVPWTGDKPVWVELTINNIDINGHPFHLHGFDFYVVGLYEGHSGWNAYNPFDPW
SSPRGGPFNLVNPKRKDTVLVPKSGYAVIRFLADNEGIWALHCHVLWHQASGMTMALQ
VLGDETKGFSEYTSGIDALEQCRT
>4094_t gene=4094_g
MSEHFTTPAVSAMSVDNDTLPEKVVDTVDSYDYVVVGSGAGGGPLAANLARNGHKVL
LLEAGDDQGSNIHQQVPGFHFLSTEDEKFRWDYYVKHYADETVARQDSKMTWETPAG
TLYVGLNPPSGSKPKGILYPRAGTLGGCSAHNALITIYPHESDWSNIANLTGDISWDPKN
MRQYFRRLEHCEYLPSGSSGHGFTGWLHTSRADLELTLRDSKFLSILTSAATAMGNTILG
LIPEKVSQLVGLLQRDVNSSDPDRDATEGLYHIPLSKNQAKRSGPRDFLVNTAKEYPLHI
RTRCLATRVLFEENTVIPKAIGVEFLEGSSLYKADPRSSLSAGGTKHRVLVSREVILAAGA
FNTPQLLKLSGVGPTDELERFGIPVVKELQGVGTNLQDRYEVPVISKVQDDFQTIAECTF
GKPGDPAFKEWTHECGPYLSNGLDLGMTKKSRYADGDPDLFIFGGPTLFKGYYPGHSER
ATFDKKHFTWAVLKAHTRNREGTVRLKSTDPRDMPDINFNYFGMSAAATEASERDIDA
VAEGVSFARRIMDKTPLFDNKPPEEQIPGYEVSSVEQVKQFIRNESWGHHASCSCPIGPD
DDPNAVLDSRFRVRGVKNLRIVDASVFPRIPGFFIVLPIYMISEKATDVILEDISETRHG
>4131_t gene=4131_g
MIETAISIAFWLSSCLTVLILALPSQYIPRRAQEGKGDEGKEKVTVQILVLGDIGRSPRMQ
YHALSIARHGGQVEIIGYQESDPHPEITSNANISIVPLPPHPNILQTSNKLLFLAFGPLKVLF
QVLSLWICLAYRTKPAKYLLVQNPPSIPTLALASVVCFFRQTRLIIDWHNFGYSILALKLG
DQHPLVRISKWYEKLFCGWATAHFCVTNAMARVLKEEFGITKARILTLHDRPASHFVPIL
DEEERVQFLASLAEVTATQAELASGNVRVLVSSTSWTADEDFSVLIDALCRYSTVATTE
NTALPRVLAIITGKGPQKEMYLNEISTREKAGKLGKVTIKTAWLSTLDYAKLLGCASLG
VSLHTSSSGVDLPMKVVDMFGAGLPVVGWSRFEAWPELVTEGVNGRGFGSSEELAIHL
TDLFGNPQKLENLRAGAQNESLHRWDQEWDPIAGRLLELVKP
>4142_t gene=4142_g
MATPKYSIPEEFKDQLRFVEAADTRSDDEILGSLRKAAPLTSSEKNIWAFWDSGIDKVPS
WTRRNVINWARLCGPSWTIRVLDMVPDSPNNALNFVPPAMLPQTFTKGTMKGPYIGPH
SADFLRGALTYLYGGVFMDVGIILVRSLDKICWDILSDPTKPQQISVPWMYGTIMANHFV
AARQHDPFIKRWHDLFVYLWNGKDIYEGLSSNPLLAFTAKLDFSASQRRGFAWDFQVEP
MVVFDYITQVTAWLRLCMLEDAGDGFSCADYAQNNILWFDALEEDWAAEKVIGYQGE
QLFEVLTTRLDEDPESERYKKAYKTIWRILTNSSMQKVTHGKKLTKTAALGVLLDKPEN
RNKDVEPGTFADLLRYGSVHFEQTRSQITIIQTEKPAETMKKGVFEP
>4144_t gene=4144_g
MKGLVAMGCLIASASAAALATRDATTCPGYKASNVKTTAGGIISADLTLAGAACNVYG
TDLDNLVLQVEYETETRLHVKIYDAAEQVYQVPTSVLPRPVSSNIKPAKSDLKVTIVNSP
FSFKVTRKSNGEVLFDTAGQPLIFESQYLGLRTSLPENPYLYGLGESTDPFPLPINNYSRTL
WSRDAYLTPQYTNLYGNHPIYFDHRGSKGTHGVFLLNSNGMDIKINQDKNGQYLEYNT
LGGVLDFYFLAGPTPKDVAIQYSETVGKAVMMPYWGFGFHNCRYGYQDCFEVAEIIAN
YSAANIPLETQWTDIDYMDLRKVFTLDPLRYPVDLVRQIVSYLHEHDQHYIVMVDPAVA
YQDYAPFNDGVDTGAFLTVSNGSVYQGVVWPGVAAFPDWFASNTQSYWNNQFSTFFS
PDNGVDIDALWIDMNEASNFCTYPCSDPAAFAQSAGDPPAPPAVRISSPRPIAGFGPDFQP
KCVANVNFTVYAETYYGENIYVLGNSPTLGDGLVSGAVAMSANDYPEWQLTVQMPAN
STFSYEYVRKEGDGSWIYEKSNRTITTGDCNTGLQSVSDTITTSSGAQKRGISPVPLVRSP
VAAALHKRDGSMLGLPGRDLINPKYNINDTAGSISNLTIRTDLIHENGLAEYDTHNMYG



TMMSATSRNAMLNRRPTVRPLVITRSTFAGAGRQVGHWLGDNHADWDHYRWTIAELQ
EFAAIYQVPMVGSDICGYDGTTTDELCARWVFLGAFSPFFRDHSDNTSPPHELYRTEAIA
QAARAAIDIRYRLLDYTYTALWTQTQTGSPMINPMFFEYPSDLNTATLPYQFFWGDSILV
APVTDENSTSVSVYFPKDTFYDFYTGKPVIGNGAAVTLSNIAFDSIPLYYKGGSIIPQRIAS
ANTTALLRQQNFEIVIAPNNFGQASGTLYLDDGDSIEQPKTSVINFEYLDGLFSMTGTFGY
NAGNVIVSQITVLGQNVQKHTVNLKLTGAHVGVYL
>4167_t gene=4167_g
MASVLRIGSALLLGAALVNGQTTTATTTSIAPAQQTVSSDSDSGVPLNTAETVQLTTEVL
QNLTTQLNDTTVSYFDFGNDTVTTTKRSSTGCKVFPGDQAWPIDLLWDIFDLLLGGRLIK
TVPSASSCYSGWGDQNAAECAYVNSEWTDSHFHMEDPTSIMWPLFQGRTCLPTSYNITG
TCTLGGYPSYAVNASNVAQIQLAVNFARNLNLRLVVKNTGHDFNGKSSGAGALSIWTH
HLKSLSYIPEYSDSTYSGPAVKMGAGIQAYEVYEFANAYGISVVGGEGKTVGVAGGYFL
GGGHSPLGSVYGLAADQVVAMEVVLPNGVFTTVTASTNPDLFWALRGGGGSTFGIVTS
VVAKAHPKIGVTVAEFTFGTSDVISADTFFEALKTYYSCFDAFTAAGTYVYFWVFPLGN
DQYLFEFNPFFAVNHTLDQFNTLIQPFVDDLSLLGISVTPNGTYYDNFYDAWMSAFPLET
VGSVTLQTGSRLFPRENFVNATLLNQTVAAHRYTLEQGYPVLAFQMKADAPADTVANA
ANPAFRTMLMHAITSVSWAANATNSEILSDMEFMTNTILGSWRETCPESGAYMSESDILE
PNFQQAFYGSNYARLYSLKQKYDPYGVLYAPTAVGSEDWTVASADGLPDQNGRLCHV
>4169_t gene=4169_g
MDTSKMTVKVASAHNISFLATGGGHGVSQGFANIQNEIDIDLSKFKTVDLDFKRNQVTV
GAGTTYGQFYDPLYDAGKEIPTGNAPCVGVIGATVGAGVGLLQGLHGYTSVALISARIV
TASAVLFEASATNNTELFWAIRGASANFGIITSATYRVYDATNVGQAQNADFVDPETAN
RSVWGTLQTFDKTLPAELSVTISSTYNQTSVKTTHQAAIIVNLVYFGSYDDF
>4178_t gene=4178_g
MAIRLGLLAALWSASIWKTTMAQTSCAAQWAQCGGSGFSGPSCCQSGSSCVSLNSYYY
QCTPTTQVSSGSSTGTGGSSATSTTIPGSSYTSSTSLSTATATQVPYPAANSSDCGTSWAL
VDNVCCPYYCTSNNESETCGTSCSGGCSSPDSSMCKSGTMWGEQTTVGSDETWHYSRS
THFGLTSGGACGFGLYGLCTKGSTTASWTDPMLGDTCDAFCTAYPLLCRDPSNVTLRG
NFAAPNGDYYTQFWPTLAAEGNPDNYLSCGECFELIRTKPDGTDYAVGEAGYTDPVYL
EIVDSCPCDANPKWCCGSGADHCGEIDFTYGCPIPKDSHHMDLSDIAMGRLQGNGSLAE
GVIPIRYKRVPCPKPGNVYLWIRDGAAPYYFSLSAVNTNGVGSVVNIEVQGSGQSSWTA
LKRDPNYSSSRPQERYGAWVVPQGSGPFNVPLSVRITSPDGQQIVSTNLINSFTPPASAPS
GFWYVDTGVQFT
>4179_t gene=4179_g
MFSLNTAFIAATLAVGVLAGPVAVPAAVTKRNTPNSSGINNGYFYQFWDDGSSGTTTYT
NGPAGEYSVNWQNVGDFTAGKGWQQAEPRNISFSGSINSGGNFYLAVYTWSTQGENYI
LEDYGTYNPCSGGTSKGSLYSDGSEYQVCLVDRGNNYLQNWSVRQNKRSSGTVTTANH
YNYYQSQGMTHNPLSSAAYQIVSTEGYGSTGSAVITVS
>4215_t gene=4215_g
MKIQQLLIYSFTGLSWALQPVPRDSLPTVVLDVGTIIGTRTTVPSSIATVNKFLGVPYAQP
PLGSLRFQPPVAISEFGGPIETTQWKDACLQQFNYPIAERDYVMQVYGAPFGLGPPGESE
DCLYLNVYVPETASTSKAVMFWIHGGQIAFGTASLPIYDGSGIAANQDVIVVTINYRTNV
FGFSNSPQVNVTSNVGYLDQRLALDWVQRNIASFGGDPKKVTIFGESSGASSVDRLLTTII
KNPPFRGAIEQSGQATVTTPTVLTGPSAWSQLVDGVGCSKATDELACVQSAEATVIQNYI



EVNSLGFTTVNDGGITQLATPLISARLTGQAANIPLLIGSNGQEMRGPLGFLVNGTDFDD
HSFLTYVHGLFPASAILDGLITAAYSIAEDATVALFDVLTGILTDVSFTCPARIVSITNNNA
KVPTWRYYYNATFQNLQPDIPGVPDLGSYHSSEIAMVFGTYPRKNATVQEATLSQFMQ
KAWADFAKDPTAGPGWEEIDSAGNNIACLGCNGDAGAQLIESSAIDENCLLLNALYP
>4216_t gene=4216_g
MTLQPLVSPPTFEHRRDGLGIGTPTPRISWTFSYPPNSNELGRNWTQRAHEIEIKRSWSSA
TAIAFNETSQSVLVPWPFDPLESGASAEIRVRCYGQGKEDITDWSPWEMVESGLFENQD
WVAVPISSATKFQEDGLPLRPLRFRKQFTLSFENDEIKRARLYVTAHGVYEVHLNGSRV
GNHVLAPGWTSYHHRLLYQTFDVIDKLLSGENTLTVEVAEGWFAGKLGIRGGKPFNYG
CEVAVLAQLEIITMNDKVVVKSDSTWKCSSSAIISSGIYNGEVYDCNLEHRGWQSTMFN
DSQWAEVKEVPWPASKLLVASDAPPVRVTQEIRPVAIITSASDKTILDFGQNLVGVVRIN
KVPAQSSITLTHAEVLDNGELGMRPLRGAKCRDVVITSDYEILNWSPKFTYHGFRFVQID
GWPAGQQVALDNFTGLVIHTDMRRRGWFECSNNMINKLHENIVWSMRGNFVSLPTDCP
QRDERLGWTGDIQIFSPTSNFLYDCTGILSNWLDDVSVEQLARHDKIPGLVVPNVMEDF
WTPTPQAVWHDAVVLVPWSLYQSTGDPSLLSKHYSGMKAWLSQAIQRNPDKLWSADI
WQLGDWVDPAAPANEPGNSRTDGTLVADAYLVYVTSIMSSISEILGFQEERKRYASDFL
ALKKAFHAKYVTPLGNLASFTQTAYSLAIQFGIIDDIDQLAGAGNSLARLVHLAKFHVST
GFVGTPLILPALTTAGFSSLAYRMLLEKHCPSWIYPITAGATTIWERWDALLPDGKLNPG
QMLSFNHYAFGAVGAWLHRTVGGINSINGWKTIQVRPVPGGGLDYCAVHFEGPYGLVE
CRWEITRDIFKLRLSIPPNTMAEIQLPPQVIEVETPRFSIGSGSYSFDYKYKALDWPPRVIP
GGPPAL
>4219_t gene=4219_g
MILTSIVGALLLQSAMIVMGEQSSPSTSSSGCGKALTLHSGTYTTTVNGKQRQYTLTLPQ
GYNPSEPYKLMFGYHWLGGTMQNVVSGSYYGIEPLAGNSAVFVAPQGLNNGWANSGG
EDITFTDQMLSTLENALCIDKTQVYSMGWSYGGAMSYALACARPDVFRAVAVMSGAN
LSGCSPGSQPVAYYAQHGVSDSVLPFTLGEQIRDTFVKDNGCTATNPPAPAAGSGTHIKT
EYSGCSSGHPVWWVAFDGPHEPLATDAGASSSWTPGQIWSFFSQFF
>4220_t gene=4220_g
MVLPARRLFGLGVKSVLAVLTSVQASSMCNGNNVSAPATNYNASYNYIGCYLDPNVSIL
TAAKLSTIIMTPEYCTSWCGQKGFAYGGIEFGTQCFCGNTPDFSSSTKTNDSNCSSKCVT
EPSSSCGGTYVMSLYQILNPQGSTANTGFVPVCQTSPLCSHKVCNTSLSISGRIKSLVDSL
TLEEKILNIVDASAGSARLGLPPHEWWNEATHGVGSAPGVQFTEKPANFSYATSFPAPISI
AASFDDDLVRQIAGVIGKEGRAFANNGFSGFDFWAPNINPFRDPRWGRGQETPGEDSFV
VQSYIRNFIPGLQGNDPEEKQVIATCKHYAVYDLETGRYGNDYNPSQQDLADYFLAPFK
TCVRDTGVGSVMCAYNAVDGIPSCASEYLLEQVLRKQWNFTAEYNYVVSDCDAVTDI
WRYHNFTDTEEAAASVAINAGTDLECGSSYLKLNESLAASQITARSLDRSLTRLYSALFT
VGFFDGGKYSGLDFSDVSTPEAQALAYQAAVEGMTLLKNDKNILPIHSSNDYKSIALIGP
FANATTQMQGDYSGIPPYLISPLQAFENHSEWEINYSVGTGINNQSAAGFASALAAAKKS
DLTIYLGGIDNSIEAETLDRTSLDWPGNQLDMVTQLSNLHKPLIVVQFGGGQLDDSSLLR
NEGVQALVWAGYPSQSGGAALLDVLTGKKSIAGRLPITQYPANYTDQVSIFDINLRPAL
NGTYPGRTYKWYRGNPVIPFGYGLHYTHFDFDWEQTLGHGYNIQDLVASCQSDGPIND
STPFASIKARLKNVGSEASDYVGLLFILSEDAGPAPRPNRSLVSYTRIHDISPGSKATLEFS
LTLGSLARADDKGNLQIYPGKYKIALDISESLTFEFFLRGSPVVIDTLPMPDSHYDFTVPV
HIEPPSTEAHS



>4223_t gene=4223_g
MIENSIAQDPAYANVLPADFVQGFSSASYQIEGGTNLGGRGPSIWDKYLHEAGKDTGDV
ACDSYNLWKQDVALLKQYKAKGYRFSVAWSRIIPDGGRNDPINEEGIKYYNNLIDALLA
EGIEPTITLLHFDVPLKLHERYGSFLAEDPTNLIADFVSFSKLCFERFGDRVKKWLTFNEP
WIFPSLLSMGMIKDFSKKNFFRVGHNTLLCHGHIVRLYRTEFQKKQEGKISIALNSEWCE
PVNDSTEAVRDAKIAIERTFGWFARPIFLGTQTDSWDHYGEEFPLLSEDELDLLRGSADF
MSLNHYGTTWATGLDVQSDGDPRFNMDEIDKTWIKDGQVIGKRGEEGHPHIVPWGFRK
LLNFVWNTYCKDSNLPISIAECGYAVEFEQTMSLERIVDDKDRQDYLNQYIKALCDATK
EDGVWISAFYTWSLLDNLEWLSGYGPRFGVTHVDRDNGCKRTPKDSTNLLAAIWEHTI
KK
>4226_t gene=4226_g
MVYHQESYQLDAGPLGQLEGLTLSLGSEPAVHYFGGIPYALPPTGEYRFRVPRKLPKGY
SYGTRANPGRFAGGTGICPQPGSRNPPDKTLFNENCLQLNIWIPAKAGPDGGWPVCIYFH
GGFLQVGTANWGATSLVPFLHESSFRAIMVLPAFRLNALGFLTGKELAAEAEKNGEPVG
NMGLWDQRAALEWTHANISFFGGDPANITVAGYSAGGFSAFQQLGHELYRVPTSKGFIK
RIVMFSNGPGITPKTLEEQQSQFDEYITRLGIPLGLPSETKLDMLRSLPYQKLIEVQTDMKI
HEFRLLSNGEFLPKDLMSKVNDGDFAKNMSERNIKLLSGECRDEHTIYRTWRTPDNSFD
AVYARLCAEYPETTAKKLMTHYCGPNKELPSACDNWKVLFGHIYANIQVHALQRGFHD
ALFRGGLLPGKDIFRYRFDKRLECVDETIPVEWGVTHSSDVPIWFWGANFSGGLTNQEK
KWLKDWNEGFATFVKGDQVEWGPSSPKEMRRWRSDGETDVWEDDQWEKGLKVWDL
LTKP
>4252_t gene=4252_g
MVGRRRPTRLLTAVAGLAGVVIAVYAATRIVAFAELFGIFKDHAGVRHAQAEIAARYNS
SGSDSRSPVVPKIIHQIFHNWHDENNDTIPAKWQPSRQSCVDSNPEWEHMFWSAKRSEK
FIEKEYPWFLSTYKSYRYPVQRVDVIKYFVLRHYGGIYIDLDNGCSASLEPLTYYPAFTT
DGGLGALSNNIMGGKPGHPFFVIITENLMRWKLDYLLPYVTVMLCSGQWFLTAMWEK
YHSDLSPDGTVRGFANAGTGWKPLDRILMDMRPGADPWVFFTQVAGESWADWDYRIL
KVVGDYIVLIILVMVVFICALVRFCMKYRARSPTTCIEYQKLDR
>4288_t gene=4288_g
MIGLANLVATLVVTASLVTETVVAQSTADILSQLQANGVNITLLNSTGTLATRSQNGCSL
LSYALVTLFPSKTLISSESGFANWTESFWSQQQEEVTPQSIFKPANAIDVSSAVLLAELFSC
PFAVKSGGHAAFSGASNIQGGLSIDLGALDSITLSKDQTIASAGAGNVWVDVYNYLEPY
GLSVIGGRVSTIGVGGLTTGGGISFFSQEYGWACDNVVNYEVVLASGLIIEVNQLSYPDL
YWALRGGGNNFGIVTRFDLSTHVQGSLWSGSLIYLSTYSDQAIDAFYNYGINAASDPKS
AVIMNWAYAEGQFLAVADLEYANATVNPPIFHNFTAISTYENTMAVRTLPEVTAMFQA
ANPDGLRESYWTATFAFTKEMITFCVETFETEALRAANATGYLPALVLQVISTDMTTQM
QKNGGNALGLSPSDGNLLLLNLSFMWGDIADDNLILNILGTITSKTIAYAKANGLYNEYL
YMNYASQYQAVIPSYGTANFNKLKSVSAKYDPFQVFQKLQPGYFKLSTAAPNTTYPA
>4297_t gene=4297_g
MVRSTILATVALGAQLVHGQYIDEQVYPSPNTTGAGDWHAAFLRANSAVAQLNITEKA
FLVTGVTGPCVGNIAAIPRIGFNGLCLQDGPLAIREVSYASVFPAGVSVAATWDRDLLYQ
RGVDMGAEFRGKGAHVALGPVAGPLGRSVLGGRNWEGFSPDPYLTGISFAETIKGIQSQ
KVQACGKHYIGYEQETQRNPSTYPNGTTEQESVSSNIDDRTIHELYLWPFYEGVKAGMA
SIMCSYNRINETYACQNSKTLNGLLKEELGFQGYVVSDWGGTHSGLDSALSGLDMDMP



GAIDWVDSAVTSYFGNNLTTMINNGSLSESRLDDMVKRILTPYYYLNQDSEDYPTIDLD
TAQISYGLFGDDLPSFSYSFNVGNLSNINRDVRGNHRDLIREIGGASAVLLKNTNNILPLS
KKIKRISVFGNDAADLSGGPYDPSNTNGVLAVGGGSGAGRFTNLVAPLEAIKHRNPQAL
VQYVTDNTLLTQDPSSTLDTVYPAADACLVFLKSYATEGYDRTTLIADDNSTALVEAVIS
YGGCPNTIVILHSVGANLLPWADNANVTGIIAAHLPGEQAGNSIVDVLFGDVNPSGKLPY
TIAYNASDYNAPIVNFTDVDNSDANLWQSNFTEGLLIDYRHFDYQNITPRYEFGYGLSYT
NFSISNLLVSTNASHVSATPRALNGTVAPPGGNSDLYTVLSSVQVTVQNIGKLAGRAVPQ
LYLSFPSSQTNTSDDGLPTPVKVLRGFDRTNVLYSGQSVTLTFNLRRIDVSSWDVVRQE
WVIPSGTFGVLAGWSSRDLPLSGSLTLL
>4317_t gene=4317_g
MKLLFLLSNLAAFTSLASASLKYRGADISSLIVEEDDGISYKNTNGASAKLETILANNGV
NTVRQRLWVNPSDGIYGLDYNLKLAARMVDAGMKIYLDMHLSDTWADPSHQTTPSGW
STTDIGTLAWQLYNYTMDVSNSFAAQNIPLEIVSIGNEIRAGLLWPLGSTSNYHNIAQLLH
SAAWGIKDSNLATKPKILIHLDNGWSWSEQSYFYDTVLAEGPLLTTDFDLMGVSYYPFY
SSSATLASLKSTLAEMASTWGKGLIVAETNWPYACPNPAYSFPSDLKSIPFSAAGQTTFL
KDVASVVAGTANGLGLFYWEPAWIGNAALGSSCSDNLLVDSSTDVFRTSVEVFSSI
>4336_t gene=4336_g
MGEHHVKDVDAVLGELTLQEKINLLSGTDNWHLYGIERLGIPAVRVSDGPNGVRGTMM
FNSTPAACLPCGTALAATWDVDLIRRSGELQAEEALAKGVSVILGPTTNMQRSPLGGRG
FESFSEDPVLAGCMSAAVISGIQSKGVAATLKHFVCNDQEHERMSQDSLVSERALREIYT
LPFQIAQLQAAPWAYMASYNRVNGTHISESYDLLQGIIRDEWGFDGLIMSDWRGTYSTA
KALKAGLDLEMPGPTLMRGSLINHALVCGKLTLDDIDISVRRILAFINKVQPLRIPSNASE
MTIDTTETSQRLREIVAASIVLLKNENSVLPFRKDKSIAIIGPNAKIAAYSGGGSASLHPYY
AVTPFDGISAQAQEEVLHAIGCTAFKKLPQITEIIKDMKMFVYATSSSAGTSRQSIDEISIA
NADMYLFDYVPKLLPHDHRGAWYADFIGTLTPDADGEYMFSISVAGTAKLFVNDKLVV
DAMTEQVAGGSFFGYGTTEIYGSIILNKGSSYIVRVEFGSIATSLLPGPGADSVTGGGIRIG
CQFQMNAEEELAKAVEIAKQVEQVVIVAGLNADWESEGYDRDTMDLPGHTNKLVKAV
LAANHNTAIVIQSGTPVTMPWVNSAPAILQAWYGGNETGNAIADILYGDVNPSGKLPLT
FPVQIEDNPAYLNFGSEKGRTLYGEDVYIGYRWYESVKRDVCFPFGHGLSYTHFTIDNLA
IKVSQGDDRLAITVVVENTGNYSGAHTVQVYVSQHNSSIRRPVKELKGFSKVSLAPAER
KEVRISMSLKYATSFWDERKHAWTMEKDTFDVYVGSSSADKSFLKRSFEISKTAWWKG
L
>4363_t gene=4363_g
MAYGPFRSGSSEICLLFESQCDNLDESVLHIRRAIKEDETLAFLIDILAELPSLWSLYTEAD
PELSQISGDRQLAALNEVVQGQLPSSAVKATNLLLTPVTVIRQLVDFMKLAGSTIHPAFG
SSSSVKPGTNITDVQGFCVGILSAIAVATSRNEGEFQNIASKVIRLAVYVGAVVDLDERLS
GSHSSLAIRWRSPIQYVKLQQFLNENSAAYVSCITDSNNVTITIPTVTVGSVIENLRNFGLT
VQAIGLKGRFHHVSYCDKVRLISALCDRDDRFLLPRGDTLALPLRSTANGKVIKDQLLN
KVALESILTSQCHWWQTVTAALGDSQKEVRVVSVGNKSCVPRSVRGQMLESTSELVKQ
AISCTQSENKHYIAITGMAGRYPGADSLEELWELLELGKCCVREMPDERFKFSQLKREPK
GPFFGNLLARPDAFDHRFFGISNREAENMDPQQRLLLQVAYEAMESAGYCGLDAADLP
KDVGCYVGVGTDDYTGNVGSKHANAFSATGTLQAFNTGRISHHFGWSGPSVVVDTACS
SAAVAIHLACKALNTKDCSIAVAGGVNVMTNPQVSQNLAGASFLSPTGASKAFDASAD
GYCRGEGAGLVVLRPLEDAIRNHDPILAVITGSAVNQGSNCSPITVPDSNSQRALYSKVL



DRSGISPDEVTYVEAHGTGTQVGDPIEFESIQKMFSNPRRTEKLCVGSIKDNIGHTETSSG
VASLLKTILMIQNQRIPKQANFVRLNPKIPSPQHSGIIIPTKSMTWASSERVAMVTNYGAA
GSNAAIVLKQHTPPSTRTNIKLSHVPVIITAKSAESLQDYCTALYQWLIRAQPAAQDVAY
NLAVKQNREMDFVVSMPIMADTDLLTSQLKSISSPTSRTIQKRVSKVEMPVVLCFGGQS
GNRVHISQELFNESSLLQMHLMACENTGQLLGLPSLFPTIFKSEPITNIVHHHFILFAIQYA
CAKSWIESGLRVDRMIGHSFGQLTALCVCGTISLSDCIRLISHRARLIQTHWGLETGVML
AIEATEQEVRELLLRIVNAPDVACVNSNRNVVIAGDESSIRAVEELDCNYRMRRLENTHA
FHSRLVDSIIPALTTVAESLKYHNPSVILEACTLTPEDWSSVTPKQIVQHSRNAVYFRNAV
ERVAAHTKRPSIWLEAGSGSPVIPLVRRVLEIQSSSSSQGHIYQATDLSGTFALRNLANVT
STLWLNGSKVQFWPFHSSQSCAYNWLSLPPYQFLKTTHWIDYDPRAFVEAPILNQSLNG
RTELVQVLGKGNDKFSFKVNVRHALYQKCTKGHAVVDQSLCPASMYMDIVVTAAAAV
LPSELSRGMTQFEDICISSPLVLEPQEQVFLSLSRVTQNKEQWAFVLFSGKQKNQDNSITH
STGRISFHAFDKPSKVLTRFDHFGRLVTKDREKTIADSSSVNGLVGKMVYQAMNRVTVY
ADYYQGVQQVLANGHEAVGRVNLVNSLTKDRACDPILLDNFLQVAGIHVNCISEHIDD
QVYVCSGLSEILLGQAFIQRDEHPSSSWLVYSNYSRQSQTQVACDIFVMDDQTGKLALAI
FGAAFTRLSIRSLTRTLARLNNTEKLSIPKSTSIELPKPTVPLLNNYQIGPLTPLSESVASDN
DILRRVQEMLCEMLGVTIDEVASSASLNDIGVDSLMSTEVISEIKKRFNVSISNGDFAQIV
DVQALVRFILPPDMSLQTTDVESQPEFGPKPVYMNGHTSPQEEGLSNGVVQTGVAFLAQ
NIFVTSRFDISFGAETNWNGFCRDVYPQQMALVTAYVVEAFESLDFSLEAFSSGQVVPLI
PVISRHEKLRKQLYRILEYSDLLNQSEMGDYYRTQTPIPTISSTTLHEEILRDFPQHESEHR
LLHKTGPHLAACLTGDADGLSLIFKNAEALRLVEDTYTLAPNFKSATMHLTQYLCEIAE
KFGNQREIKILEIGAGTGGTTKYLLEQLTAVPGVRLQYTFTDISSSLVKLARKKFQSYDF
MHYTTLDISKAPPADLQGQFDVVLSSNCIHATRNLTESCTNIRKLLRPDGILSLIELTGNL
YWYDLVFGLLEGWWLFEDGRQHALASAQHWDQILRQSGYKWVDWTRNDLAESNILR
VIVASPSVGQPPIDEEAPLLTQETVIFDEKDGLQLSADIYYPESIDHDGESRPIALMIHGGG
HVMLSRKDIRPAQTKMLLEAGFLPVSIDYRLCPETSLIEGPMRDVLDALCWTREKLPHIA
LRRPDIRPDGERVVAVGWSTGGHLAMSLAWTAEGRGVVPPQAVLAFYSPCDYEDTFWS
QPNFPFQNDAIYPVGGYDLWEGVFEKPITSYNPPQALGGWMAPNDPRSRIALHMNWKG
QALPILLQASKHRKQLQACNGYNSDELLPQPSQEEIKAISPLAQARVGLYKTPTFIIHGTL
DDLIPYQQAQRTHEAIVASGVDAEIRILDGTLHLFDIYPDYENNLNAIKAVADGYEFLRR
HVQ
>4371_t gene=4371_g
MSPQQPPRWPRPLVINPHTLPHRQTFIILHDRGSQATDFGPALLFRPFHRSRNASNTQYFS
AQSITSLHSAFPYAKFVFPTASLLRAANFTESVINQWFDTHWPLTGDNEYNSRNSLDEET
RKWRSELPISGLRDATRYIHELIKAEIEILDGDAGSVVVGGFSQGCAASLISALMWEGDPL
GGWFGLSGWLPFAEEITNAAQHEGEDVEKPSLEKGIATLRGKLGIPASSQTDDGAEQSAL
NIPLFVAHGTEDKTVPIALGRQMVDSLKTLGWSSHNLQWKEYHGLAHTYSENILSDMV
KFLTERLV
>4372_t gene=4372_g
MATTPATQNVVIDTASLSPSTSSSIWDRVSNWVSENKAVVYTVAGIAVVVTGGTVYYLS
TSSSKPQEPAQPKKSKNQRRKEKKKAEEEKKAQESKAAVEEVKTAKVEDVDELPEVDE
STVDSLSEETRKAYAAKLKAAGNKAYGSKDYNRAIELYGKAILCKPDPVFYSNRAACW
NVLSEWEKVVEDTSAALAMDNEYLKALNRRAIAYEHLEQYDNALLDFTASCIIDQFTNR
QSRESLERLLKKVAEKKAKVIMEAKGKRLPGATFVGNYLQSFRPKSIPAALDSEDLDEET



GKGQLRKGYLAMEKKTGEGYDEAAQAFEKALELGDLGEFEGDALNQRATFTYLRGDA
QSALEDLNKSIEIQPSLTQSYIKRASLHLELGNKDGAVDDFELAIAHNKDDPDIYYHRAQ
LHFILGEFAEAAKDYQKSIDLDPSFIYSHIQLGVTQYKLGSVASAMATFKRSVKKFETVP
DVYNYYGELLLDQQDYQGAIEKFDKAVEMESKTKPTAINVLPLINKALGIFQWKQDFKE
AESLCQKALIIDPECDIAVGTMAQLLLQQGKVAEALKYFTRAAELARTEGEVINAISYAE
ATRTQLEVQEKYPQLAARLQTMGAGFGGPPPGM
>4386_t gene=4386_g
MAPSKPAIDDSQKAMFHFFKSEWFDFELVRLLGFAPYEGAEIAEVLQAVGSIRDSHPESW
HAAWLRAGTKTEALAEEAERTGDRVTARRAYLRSSNYIRAAQYMLSSRPGHIDRRVLPT
LERAISNFQRATSLMEGDVRIVHIPYEKKVKLPGYLYLPLANKRVTEKVPVLINIGGGDS
TQEELYFINPVAGVEMGYAVLTYEGPGQGIVLRREELTMRPDWEVVNGKVLDFLHTYS
NEHPELQLDLDRVAVCGASMGGYYALRAAADPRVKACVSIDPFYCMWDIMKGRMPEF
LIHMFETDGGFAPDGFFNGLVGFLQWSNFQARWEFNHLKTIFGVEQPADVFRTMMTYT
LSRPDDHEYLEQVRCPVFVSGAAAALYAKPEFSTERIYRALGHLHEDQKLKWLANDAA
QGGLQAKVGAFGLSAHRTFTWLDQQFGIDRKIVLSDLGSLSSIDQ
>4399_t gene=4399_g
MVSKEEKKIINALQANWIWIPNWVDSSSQNTVGKIVHFVRQITLASPPTRANLYVSADTR
YKLFVNGERVAVGPTRSSPLIWYYDSLDIAPYLKPGKNDIRFSVLRYFACSRGAMAFERT
ALPGLTIVGYVEEAGECTIDLGSHQGWKATPDESVQFPSGLADDVFLHINERIAPTDPGIE
VTPILYGIKTLNGDIAPWALNPRPIPLPEATPAIVNTVRACESSFTPDDWTAFLLGDHPLV
LPQGSSHVIEMQANCHSTAFIRWNLKASSKPSEIKFKVTYSEGYELEPRSYPFFRSKADRL
DAENGHIIGPYDEVVLKVSETESFYEPFWFRTFRVFRLEIAVGKEPVELKSFQATQVNYP
MAIKASWKETGNVHSEEIWDVSIRTMRNCMFDGYSDCPFYEQLQYSGDTRSVGLFHYL
LSGDDRLMRQAITNFAASVTPSGLPQSRFPSHSKQIIAGFSLYWVLQICDHFLYFGDRSFA
RKFVPRIDGVFEFFDSHIDELGLVSGIPEEIWQYVDWVTTWGATDEHPDKGVPTSGRKSN
RHTYFSMLYAYVLRKAADLLRHIGRAGNAEEYEYRAAKVLESIRRHCFDGEFFTDSTAD
IADELSYSQHCQIFAILSGAATPEQHEHILSESFTNPRFSKCSYMMRFYAFRALAEAGGQL
YNDFWTSMWAPWRQMLSNNLSTWEEDDVRQRSDCHAWGSVPIYEYCTELAGVRPIAP
GSSKIIFSPRLGLSESIDAKIALGVNNIAHVSWSPGNKNEKIVELRLDQPIEVASQLPGGQFI
DHGVVSHISLVYTPPKVGT
>4400_t gene=4400_g
MAHSIFSSSLLLWGVAAATLTFTVPSSPPSNSSKQLSAAPVGVSLEFFAFPAYMDSVTATT
TCLENLKDLTGTWPPLRIGGTTQDRATYDPSLTQAVSYTVASATDAPTSLTYGPSFISLA
ASYGGEIILGLNRRLNNISNTIAAAELAQSQATKLYAIELGNEPNFYSSSDPIAGGASWTA
AADYASEVQWQDEVCGNLSVTDRISAGVFFGTSPMSIAGLTAVEGTANNYVKTYCSHN
YPQSASTANLATLMGHSNIKSQISGFSSEITAAANVGKPHIFGETNSATQGGGGISPTFGA
ALWILDYIMQTVILGTQALYFHQGTIGNCQYCWWGRYDMGAPYYGAYFATLALAGAD
QIAPLDSQTTAYAAYAIYSSGSPVKALLYNSDYYTTGTRSSQTFVLSGLSGSTVTAKRLT
APYATSRVDQGGNPTVAGQTFANGTCVIQGTQTVETATVSSAKATFTVSASEALLVYL
>4413_t gene=4413_g
MSPFPPSNFIIQLLAGALPLFGGLTNQQTNGNLNASSWQNLPEFLPGSPLHHGYPWGNLK
YQPDTVNEPIPETNVTRYYHFDVAPGTLAPDGYQRQMLLINGQYPGPLIEANWGDWIEV
TVSNSLQDLDEGTSIHWHGLRQYGTQYADGVPGLTQCPIAPGSNFTYRFRADHVGSSWY
HSHYSAQLTSGLVGPMVFYGPKSAPYDIDLGPVLLSDMYHPYYERLVEKVNGNGSDVH



FAFSNNSVINGKMVFDCSSVTDGTPCVSNAGVSKFQFQPGKDHLLRLVNVGSSGLQFFTI
DEHDLTVIANDYIPVKPYTTNSVTLGVGQRADVIVRGKSGADAERNYWMRANLSVLCT
LPEQPYGLAAIYYDEKDYEDGKTPTSTPQPLIDADMPCSNAPLNTTSPVTRIPAPPADLTL
TIHINNTKNETGHPVYLLNNQTFRVNYNEPILDLADEGIFYYPSDPEWNVYSTGNSSVVRI
VWENQKVDPSDPNFYNLTFTHPMHLHGHDYQVLSYGFGEWDGTIINAENPIRRDTTLLP
ASGHLVVQFTTDNPGVWPFHCHVAWHVSTGFLINILERPDDVKGQPRIQKTIDQTCAAW
DAWSHRNIVDQIDSGL
>4435_t gene=4435_g
MKTKMLVSSLIRIVLWLTALVSHVQGQSSCVVDYSQYVNAFMGSEGPTPGDGFGGGDIF
VGGARPFGVVKFGLDSTAVNWTTAVLNGGWTPKGNVTAFTMMHESGTGGAPKYGVIP
QMPLTSIEAPVNLLDNQTYAQSRVGSDIASVGYFKTTLQNGVVVELSASRHAGIIHYSYP
SGEKYILIDISHYLPGSPGDSGSQFYVGGEIEINPNGKSYQGYGTYVGGWNNGAPYTIYF
YGEFSQAAQSAQIFSGENTDPMPRYQNLANGGIPETLYGNSSTTKATSGPMNARVGALF
GWNNNTTTPQNITSRIGISFISIDAANSYIGLEIPTWSLNDTVADAVNEWNTDVFSKIRVST
DSSANITNLRLLYSSLYFMHLMPSDRTGENPLWVSDEPFWDDFYTLWDIFRCTVSLYHV
LQPSYYESMIRGLIDIYKHQGYLPDGRSGNWNGLVQGGSNGDNVLADAYVKGLRGSIN
WTEGYAAMVKDAEVTPYNTFDPTDFTASTKEGRGALDDWKELGYVSVDHNTRCISRT
VEYSLNDFALSQVAAEIQPADKAIYLNRSAGWQLIWNQEVTSLNFTGFLAPRFANGSYQ
SDYDPLYCGGCEWSSITYEGVPWEYTFSIPHDVETLIDFMGGPATFESRLDKMFEPGVSK
QNLGANGAGITTLMNIGNEPDFGTPYLYHYINKQAKSVQQSRNLSNTYFKDAAYGIPGN
SDAGAMNSWLLWQLLGLYPIVTQPNYLIGSPWFPEINMTVNGNKTLHITATGLDYKEGS
YYVQSVRVNGQEWARNWLTHEDIFVDGGSVDFVLGKNMTLWETGDVPPSPGHVTL
>4479_t gene=4479_g
MLREDSLAIDCIYSHAKSDNSQPVNFQTGVIVDGMRFTLHGKNVSYGFHVGSNGDLIST
HFGGRIDAVIPNDLLPIVNGWSGMPDCVRREFPDHGRGDFRSPAIRICHGNTHPIIALTYK
SYEVIKGKPALPGLPSTFGSEKDVTTLVIHMYDDNSDIAVDLSYSVFLDFDAIVRSVSITN
KGTAPITVEEMASFSVDLPYDNYDMVGLRGDWARETHRQRRRIDCGTQGYVDAVAHD
RKSLKFIRGFL
>4489_t gene=4489_g
MTSLRWWLSVALCAGLGRAVGTGGSTSGDVTCTDITVSTNLLSNPSWEDGLSPWSYYY
PRTVTTAQASDGSQSLLTSGVYPFQYIYQTVSGLVPGTTYQASTDFKIVITNAAIQESCSV
DLYHDSATTANLINQKTAIYNMATSSQWLTLSGPFTATAESHVFGIYITCSPYRVSQVAIY
VDNAKFLLETPTQVCTTTMPTSTPSSTPPASTPSTQPSSPVSSIASSSPVAQSSSAISIPTSTP
TLQSSSAVLPSSVPSQTPSASTPVPKPSSSAPIIAPSSPILQSSSAILIPTSTPTLRSSSAVLPSS
VPSQIASASTPVPKPSSAASSIASSSPIARSSSTPTSIPVASHTSASSRSRQCIKHPSTSATPSA
PPSVSSGSTSLAATTSTKTSTELQSTSTVASFSTTVISTELNQQPSATGPVEPHLTPSPIDLPP
PTSSGQITPTNVALTTSTIYSTRTSTITACPSSVINCPARSQTTYVTTETIYVSTTVCPVAEN
EPTAQVTTELASPTTVYVVTEKVTSLPTGIPFNSVSVSPIFSTRTATFTSCPPNVVGCSANP
AAPQVVTETLLVRESTYTLSETAVATYTTHPQIGSTASSRLLSSVPVSYTTLSVSSTLPHSS
TSTSPSDVPAFNSAESLGRTSLAQIIVSVSIAGLALLWL
>4490_t gene=4490_g
MSTKYDAIIVGGGVAGLVAAARLSEDITKKILVIESGKDRRSDPYIDTPGLLISTWGNPVY
DWCFWTTPQDALGGRQLPQPRGRVLGGSSAINATAMLYPCPRDFENWGKLGNWGWG
YSDLLPYYRKSTKFFPPSTETSNLLGLNTYYQPELYGKQGPIAQSFAEDFGPFDTAFIEAL



DSTGHSKKSDPILGNQHGPFTPTSSVDPTNHRRSYAAEAYYSGMTEGRDNVEVLFETHV
DKLILRESQMKNSIVDAEGVVTVDSDGNTTQIYGDTVILAAGSIQTPLVLERSGIGRRDVL
EQHGIDVVIDSPGVGENLQDHVYTSISIEVADGLTTKDAVRDPAVVAALVKEYNENQSG
PLASVPLNYAVLPPVDESGNVSTRKLEELVKEYGEWNEARTFALGIRAQLAELTPMLLD
KQICALYLGALAAQSVINPDGKTSMAEAHSPQHPENFLTISIGLNHPMSRGSVHIGGKVV
ETDVDKHGPIINPSYLSHPLDQELLARGLQFVQRLTQSDALKKVLKPGGVLLPPTAADIS
DLSIAKRVSRERAWSNYHPVGTCAMMPQELHGVVSDRLVVYGTSNIRVIDASIFPMIPM
GNIQATVYAVAEKACDLFKEDWAARSS
>4494_t gene=4494_g
MLITNIVRAFLAFSRVVTTSRVCETTACATHNNFAPEDILEGKDGLEPHPLQPFRYGKPV
YPVTKEGNGLEMNETHLNYWEGKYFMYSATWGCGGSIFVYANPPDNDYPPSPVYQPG
DYGADGNCGIKTYSSSDLTNWRLENFYQPLSSIANVTKPVVRYSSSTGKYVMFMGGAG
LRGIYYTTSFSPSGPWSSPPELLQGQYLSHDFDVFETPDGTHYIVTDPFTGRITNPDQAVP
TWDIWVQQLKPDLTATVNTADTMALIRSASQLIAQNLSLEAAGAFYKNGHYYLTFGMT
CQNCAGYIYYYYSTSPLGPYQDGGFLSLDGCGGQNKGANVLPTPNNGTVVVASVLGYR
TSQTNYVFHQGPEGYIWHGDNQQAASSTFLYPIEFNDNYTIKPFTCAARVRIPLMTDTGS
LSSPPPYQLDCRIRNWQNIEISYAQAKESSILEFPVWQRTDNLGPTSNAGPALDGPLEIVL
TYVNGLNDIFTWPSSNISWAPAKIYMDTSYNQIYKITLKTNATNGCYGTIVKPKTDPLSS
YGARVLGVLSEQKRAELYVYQWQRN
>4504_t gene=4504_g
MAEWLLFLTAAWSILRSASGLPTWPSPVDELEDIMFLNTGYQARAFSAAITPCSFSPQGP
TRISSAEWLRTAFHDMAPGNVFTGVGGLDASLQYELGGDGGENIGTAFNTTLLSFTPFFS
SRASLADIIAMGVYASVRVCGGPTIPIRTGRVDATAAGPIGVPLPQNSQYTFIQQFSRMGF
NVSEMIALTACGHTIGGVHAGNFPEVLQSGTVPNDYQHFDSTTIFDEKIASEYIGGNTSDP
LAGPLAVKNTYDSDIAVFTADNNATISLMADPTYFQSRCQVMLQRMIEVVPPGVLLTDPI
TPYEVKPSNLQLTIQPGGTELQFTGEIRVRTTDLNGTISNVQLVYVDRNGASTCGSCVIST
QYAGTANGFDDSFAFYSFSSTLSATTSISAFTVQVTTSGKTVTYNNNGDGYPVQDNILFQ
SPQSCIANSSDSNGNYKMTITAGVRNTTASQSATLSVEVKTPRSCCVVPGLSTINVTMEN
TATIGAYSLYIGTYDLTPNQITTSKFGVSVGAYSDSFKNTALTGSCAALSGSDPEAYSYV
GCYTDNVNSRTLSASTKSDNNMTLLECSKFCSGYQYFGTEYTTQCFCGTTLGSSETQAA
ETDCDMSCGGDSTETCGGPNRLSVYTNNNYITPGGATIPGYKYLGCYNDTAAARSLSGT
YTYNNNMTVEACAAFCNGANYFGVEYYDECYCGNTLAVDSINQPVTDCSYPCSGNNSE
FCGGSNRLDLYQLGSDIVTTTSSPISSSTQPVSTASLSTSVTILTTSTTVLTSSVASSVSTTA
SITSSATTISVSPVTSSSTSSIDPPSSSTTVPVTLSNTSSTSLSTSATTTAPFIGWVTLGCYSDS
VGARVLQNEGIVQGGPSNMTVENCEAACLAAGYILAGVEYSGECYCDSTIRNGGATAT
DGYAQCTMTCNGNATEKCGGPNRLNLYQYTSPSTSTTAASIVTSTTAVVSTTTNGTLGT
TVTSTTTTSATTSATGLPSGWAYRGCYEDNIGGLRSMLVQENDNSTMTVESCIGQCLSL
GYTVAGMEYSDQCFCDDYVRNNASLASSDSQCAMTCAGNVNEICGGPNLLSVYSNATI
TVLPPPSVQTTNLPGSWVYKGCLQDNVNNTRTFPYMTTYTTNNSATTCLSRCQEYGFQA
AGMEYGEQCFCGDTFDIGADVQIVPDSQCDLLCTGDTIHYCGAGNLLSYYVWEGETPLY
EWTYATGNNAGLYQFLIGGVVVPLMTTVNINGKVTFLEKWGTGPPNTTGAYELDLFYE
NDFNSAWRPMHVKTDIFCSAGLVLPDKAGRQLTVGGWSGVSTEGIRLYWPDGSPGNTS
VNDWQENQAELSLQNGRWYPSGMIMANGSILIVGGETGSNGPPVPTLEILPTVGPTLYM
DWLERTDPNNLYPFMGVMPSKTILAAYYNEARLLDETTFQTIRTLPNIPGAVNNDLGGR



TYPLEGTMVFFPQYAPYTDPVRVLICGGSTPYGGDAIDNCVSIEPDVPGQNWTIERMPSK
RVMTCISPLPDGTFLILNGAHQGVAGFGLATDPNLNAVLYDPTKPVNQRMTVMANTTIA
RLYHSEAILLPDGRVLVSGSDPEDATHPEEYRVEVFIPPYLLSGATRPAYTITETDWAYG
GTYTITVTAGNVANLKISLIGLISSTHGNSFGHRTFFPAFTCKGSQCTITAPPDQWTSPPG
WFQLFILDGPTPSNSSFVRIGGDPGELGNWPNFPDFTVPGV
>4506_t gene=4506_g
MDARNPFSDSAAPSVVASVGSSAAHGAQDSIDELPIRDSTYSRPPVKRRFKSYLLTGDYE
RPWVNDKRLKRIRINNYIIWGFLIAGLAVSGYINYHATTQVSKHSYCLILDDDFSTFNPNI
WNREVQIGGFGTGEFEWTTTDDRNVFVDQEGLHIVPTLTTDTTPITAAEITNGYTLNLTQ
AGGDGSCTGTTNEACSVRSNSTLGTVINPVRSARLNTNGSKSITYGRVEVVAKLPAGDW
LWPAIWMMPTNDVYGGWPASGEIDLSESRGNDISYANGGRDVMSSSIHWGPSSGLDAF
WLSTRGKALRRTDFTKGFHTFGLEWTEDHIFTWVDNPLQQVMYWAFPKNTNMFQRGQ
FAGRTANNSLVTNPWSYTGRPNSPFDQSFYLILNVAVGGTNGWFQDGIGNKPWTDAGH
GAADFYSSMDQWYPTWGNGSSRGMTVKSVKMWQQGACP
>4514_t gene=4514_g
MRSTATVLASAMLVATSVQAQQTGYGQCGGENWTGATTCVSGWTCTYLNDWYSQCL
PASSTLTTTTSSKTSTTTTTSKSTTSKTTTSSTSSPTSTGKLKWFGVDESCAEFGTAMPGT
WGVDFTFANTATIGEFISQGFNFFRIPFAMERMAQQSIDGALDTAYLTNYSVAVNYITSN
GAYAVIDPHNYGRYKGSIINDTTAFQTFWSNLATAFKSNSKVIFDTNNEYHDMDETLVF
NLNQAAINGIRGAGATTQYIFAEGNSWTGAWTWNTTNDSLKSLSDPKNLLVYEMHQYL
DSDGSGTNAACVSSTIGVERVEGATAWLRANGKLGVLGEYAGGPNSVCQQAVTGMLD
HLVANNDVWLGASWWAAGPWWPSSTWSSIEPPSGQAYVYYDEILQAYTP
>4517_t gene=4517_g
MGSIEPISSPLASQPRLKTIDWGSNGVMISLDQQGTILQLGFYHPTHGVVLVSPFEQFNGD
KFYDPSYVRRYRARMTDWIKDGKNGYGLRVGDKKSAPEIYPEISRHRDHLTLTYQTHT
GIQVQTIFTVTDRHHVQQTTLLSTKSTTAISTAVALDLGMSLNRASYGQLTEGGPIPLPES
LNVFTTTSVNNTFSLNNPNLGVAINGNFWTNRWDIQALKFEDTMKVMYGEPVKFQRNA
DTLLLSADCPAILNFSMELPAFARQSCIPLSLQIPTSRVWHIRESAAVTIIEGNLEYILGNC
MIPVSENSTCIITDHVALPLGWNRDNYWQVRFLLDAYDKLESVTDSFTSQIYKQKCYSSV
KTHLNWAFRVSQRPHRFWHRSYIASGVPKDGPIFQLDQQCYPIIELCDFFDYTSGDVETK
QFVEDILLKEDAISEIIGVLLARRDTTTNLFPTDETPGDDPVEYPYHFSSHVLLWYTFTRL
AKLVGMLGDRKGLETSWLKHLANETRAATIKHFVGFNPVTEKKMFAYLTDGACKHAF
YHDANDIPTLFAQEWGFVDDVSDTETIETGTSLWRETMNFGLSPGNKGGYYDEGPFGGL
GSVHTRGPWPLGYFQELVFAEMTGDLVARQKAWQKIKGVMFFDGLFSEAVDNHTGEC
TSKAWFAWPGSMIGSALLRDRSGIVMDGRFKG
>4521_t gene=4521_g
MSESAKIVFQPIHDSIRKKLDPEYVKLHDKLLQYCAPSESETWSPDIRSRASLVAFASPKL
VEVGNIADFNVGDYQVRVFTPKTETPSGGWPCFVYYHGGGWVIGGMNSENGFLTHICE
YLNCVVVSINYRHAPEHRYPVAIDDSFAGLKWVFTPDTATMLSINTKKIAIGGLSAGGGL
AATVSMKAALDPEMVDKIVCQILICPVIDNTATVDRVWATSKHSPWLTPLRMTWYRNM
YFRSEEETRNWDASPCFAPEEVLQDSPSTFLAIAECDLLAPEAFQYSKALQNLGVNVDAR
IYAGATHSVLILAGLHEVGQKLIHDACSFLAKIFNVGYDRETALIFPQCAEE
>4537_t gene=4537_g
MAARLSTCLLAALAHNQSAVVTPNSTNYNSSLTIYNLNIPILPAAVTYPSTTKEVSGIVKC



AAEGNYKVQAKGGGHSYGNYGWGGESGEVVINLANLNGYSYDNSTGYATVGAGSQL
GSVTTALYNSGGRAVAHGSCPDVGIGGHATIGGVGPTSRQWGATIDHVVSATVVLADG
RIVTVSETENPDLLWALKGAGGSFFVVTEFVFRTEAAPAGGVSYTYAFEGLNATAQAQV
FKDFQTFISNSSLSWELYIMMVGLPTVIEVTGAFFGSLEDFNAIGLEQAFSITPIANVTVIPN
WLDMVAIWATESENAEKPAYFYAKSLDVLPDALLSDDTIDSMFEYLTTTPDDALTYELE
VQLVSGAMAEIASNATAFPHRDVLYWIFAHAATHGTVSNTTIDFLDGFNDVIYSAFPNET
FYAYAGYVDPLLSNGPELYWADNLPRLEKIKKEYDEHDVFHNPQSVPVGEGSGDCDW
>4552_t gene=4552_g
MGESQCPAHQRVLRANVAGAGTSVRDWWPDRLKLNILRQHNPASNPLGEEFDYAAAF
NSLDYYALKKDIQDLMTDSQDWWPADFGHYGGLFIRMAWHSAGTYRVFDGRGGGGQ
GQQRFAPLNSWPDNVSLDKARRLLWPIKQKYGNKISWADLLLLTGNVALESMGFKTFG
FAGGRADTWEVDEAANWGGETTWLGNDVRYSGGKEGVDGKGVVSGDKHGSKDIHNR
ELEKPLAAAHMGLIYVNPEGPDGNPDPVAAARDIRVTFGRMAMNDEETVALIAGGHSF
GKTHGAGPSDKVGPEPEAADISQQGLGWSNSHGSGKGPDTTTSGIEVTWTKTPTKWSN
NYFEYLFRYEWELTKSPAGANQWVAKDAEAIIPDAFDPSKKHKPQMLTTDLSLRYDPV
YEKISRRFLEHPDEFADAFARAWFKLLHRDLGPRALYLGPEVPAEVLTWQDPVPAVDHP
LINNDDVAALKQHIIATGVKPSSLISTAWASASTFRGSDKRGGANGARIRLSPQREWAVN
KQPWLSETLSVLETVQKQFNDSQSGGKKVSIADLIVLGGVAAVEKAAHDAGFAITVPFT
PGRTDASQEQTDVQSFSDMEPIADGFRNFGSSTSRVRAEEWLVDKAQLLTLTAPELTVL
VGGLRALNANYDGSAHGVFTHRPGQLTNDFFVNLLDTNTAWKSAGSVDLYEGTDRKT
GTKKWTATRNDLVFGSNAELRAVAEVYGSSDSKEKFVKDFVAAWDKVMNLDRFDLK
QKQFAPGHRL
>4554_t gene=4554_g
MSTGNQIPQEVDIVVVGGGTTGIVVASRLAKADPTLSILILEHGPDVRDNPQIVNPALFIT
NILPGSKTATFYTAEPSPYLNGRQVVVPIGGCLGGGSSINFLVYVRPQEIDFDSWKTEGW
SGKEMIKFFKKFENFQNADPQVDTSIHGYGGELSVSEGSNAQDEFQRDFFKACEAIGIEQ
VADVQDFKTSNAVGKWNSWVDKNDGLRQNVPHGFLYPILDANNTGLQVATEVKVGRI
IFEKESNRAYGVEYFTGEGSEPQVIHARKQVILAAGALGSPQILERSGVGSSSLLSQLNIPL
VSDLPGVGSGYQDHNLVLCTYKSAATEEQTIDGLLSGRLSLENAFKQKLTTPERYILGW
NGLDCFGKLRPSEEQIKSFAPSFKELYDRDFKDHPERPMMLLATIAGYLGDHSTVEKGQ
YFTCIPYTAYPYSRGSIHIKSTSPFDAPEFDPGYLSDPADVEQMLYGYKLQREIARRLSHY
RGPLESTHPKFSSASKASYEYVDNLSVEKGFPVPIEYTPEDDDIIRDYIRQSIETTWHSMST
CAMKTRENGGVVDERLNIYGVKGLKIVDLSICPENVGANTYSTALAVGEKAATLIAEEL
GITL
>4591_t gene=4591_g
MHSQYSFSAFALGLVLASSSVRADAPCDIYAAGGTPCYAAHSTVRALYDSYTDALYQVI
RGSDGVTNDIKPLSNGVADSSNQESFCSGTTCLISIIYDQSGRGNHLKQAPPGGAAQGPD
SGGKDFLASAIGAPVFVSGSKAYGVFISPYTGYRNNDINGSITGDAAEGMYAVFDGTHY
NDKCCFDYGNAETNSQDTGNGHMEAIYFGNGGYKGSGNGPWIQADLENGLFSGGDRN
VNDDNKSMQARFVTAILKGKAGQWALRGGDATSGSLSTMYSGSRPSGDYNPMHKEGA
IVLGVGGDNSDRAQGTFYEGVMTTGYPSDDTENKVQANIVAAKYGTAGLVSPNFNFAK
GSTISLRATTACCTTRYIAHTGSTVNTQVVSSSSSTDLREQASWVVHTGLGNSDCYSFES
KDTPGSYIRHSNYQLSLDANDNSKLFSEDATFCPQTGINGNDHFSIRSWSYPTRYWRHYN
AILYIASNGGPHDFDATYSFNDDVSFAITTGLA



>4603_t gene=4603_g
MAIGVALVGGGIWAKEEHLPAILASKDLELKAIYSRSIKSAKDVAEEVTEKIDLYSEDTS
QGYEDILKRDDIQALIVSLPIANQVPFIRSALSAGKHVLSEKPVAENVADAVELIKWYHE
NKTVNKNVTWGVAENFRYLESFKYARQQIEKLGKIIGFRVRIYANIKEDWKFFQTSWRK
NPTHQGGFLLDGGVHYTAGLRGLLGPGVHFTRLAAFTTLLKEHLLPLDTMDAILKTNTG
IQGTFQISVATTLTGPEWTIACEKGTVTVAKTEVTVRPLDGEEVTETIPDERTGVPPEIRA
WGEALAAGKQNPEQTPEEALADLELIELMLRSGEQEGQPQICQYQIPGQN
>4617_t gene=4617_g
MYVMNAFLATVMATAAVAKPHNLHAGFHKRATSATSTSKIGAAYNDVSLVSLVSGAS
WAYNWNLESGGSLPPGVDYCPMLWGPKMYSDWSSAVSTALSSGGSSCVLGFNEPDMV
SQSNLSPAQAAADYQTYITPLAGQATLVTPAVSNGAGTNIGLDWMTNWLAACNGACKP
NVMAVHYYANADISYFKDFINNATALAAANGMDSVWVTEFQNTGSTDDQVTFLKEAIP
WLNANTAVGRYAYFYAADGYLLTDSMLSTIGQAYVSS
>4618_t gene=4618_g
MFTSIRQVWLRITSARIHARKKVAEQTANAALTALRDSNWQDLRQQFFPLLRYFITEKLL
IKAWKLVERNFGPLEHIGSPTCSVGWFTLTATVPVHFKKTRLNAVLSMTLSGHLFGIVM
APVSWNPPPYADINSMRTINTSFGNWTSKTGGTLTLPAPTPGDSKYPCLILLGGSGPTDR
DSTVGALKPLKDIALGLAKNNIAVCRIDKIGFIYRCWYRVFGFNKQKYTLTQEYGYALD
AINRLKHHPAIQAERIFILGHSLGGLMAAHLAATNDLVAGCILMATPTESIYRCLIRQVRY
LASIGEDPNSLGGLVPSLEDFEKQADLADSPELSLSTPATQLPFGLSPGYWLECRAFNPVQ
IMKDIQKPVLILQGGRDYQVTVDNYNELQASLRNKANAKFHLYETLNHCFVTGKGPPRP
AEYTDPGNVEYEVVQDISQWVNGGGMTIPI
>4665_t gene=4665_g
MPAPGYKAIEDYGIIGDMHTAALVSKEGSMDFLCWPVFDSPSVFCRLLDKDKGGHFSIH
ANVPHDGMPLSKQRYLPYTNILETRWIHEQGVLSLTDFFPVSNHKSPQSDRHLSGYCAC
TEPGGNRWKTGAKHSGIIRRVECSRGTMGVKMELFPAFNYAQDGHTIRCNLQPEEAGK
HAQTVYFESPQERLQLDVWVDNKREGECPPKAVYRLENRPGHLGQGLVVDTEIQEGQS
MIFVLHSPEKALPGPTQLASYLSRLESETFQFWTDWSHKCTFRGHYRETVERSLLILKLLT
YKPTGAVIAAPTFSLPENIGGTRNWDYRYSWVRDTSFTLYAFLKNGYDEEAEAYITFIFD
RVFPPLTQKEYTKESHRPFLPIMFTIRGDSEIPEFELNHMDGYRGSKPVRIGNAAAFHTQL
DIYGELMDSIYMYNNHAKPIQYDQWLGIRRMINYVIQVRDEPDMSIWEVRGKPQHFLYS
KMLLWVALDRGVRLADKHSTLPCPDKQQWIRVRDDLYDEIMEKGFNKEKGFFCQSYE
NTEVVDAALMIAPLVLFVEPNDRRFLSTLVKVLEPPEKSGLTSASMVFRYDHEKAQDGV
GGREGAFIMITFWAIESMFRASKYTDTLPNGDDIRRKAIASFDNVLSFANHLGIFSEEVAIS
GEAMGNVPQAFSHLSCISAAMNLPDIRR
>4679_t gene=4679_g
MRLSILFRDALNIQGSSLSSLIIARDGLTARRAFVTRFSRPLFVRRTFASIAPPPLVEDVVEV
PVGGAGSITLTVLRPLTDNARANPKVVLYLPRGPIFQDESVVGVGYQRTLDYFALDDDH
HGTTFSSSLLSHGLSTPQELIAAITEANVVTVNYRLGYTNAEARISESGNSRTRPFYRYPTP
VHDTLAGFDWVLETLRPEQLFVFGSNIGGSLATMLSLTESQHIHAVAAHEPVCDWTGLD
DYCTIDSDMFTGSGSTIETQSELVVPEGEESQQSSPRPVQTKQPPKHRKKPAPFDLVPLLN
TRKHLFETPSKYFDSFASPMLFLRSAGKDVPKIMPEYLTGPEYPVPVLKTPVTEEELIDLW
DIQMHIEDGSKVTELKTTEDAPPVEERSSRRRKALSRWPPYGLDAGNDGRSRFAKPTRL
QITLPWVRFYARLGFSEESSDAAATSIDDSNTPKAKANSRKSLTESSSALATQAKDMVSV



MRRACFWGEEAGNGEKRVTLRNVTATATSDPRQLTDPNYLETVHESANWFKEVMSNS
R
>4681_t gene=4681_g
MGGGNNWPPSHLPPSPPPPSSSPNQTLHSGNPIFPGWYADPDAHIFSSQYWIFPSLSLSYS
QQTYFDCFSSPDLVHWTKHPRILDFADVSWSTNRAAWAPTVAHKNGNYFMYFSAGDG
AGIGVAKSKTGRPEGPYEDVLGKPLVADVLFGGQPIDPAVFVDDNGRAYLLWGGWSHG
LGAELSEDMVSFKSEPVETTPPNYVEAPYVIKRKGVYYYMYSVGGWGDNSYGVEYVTS
TTSPLGPFTKTSKHILSPDPDVAQGTGSNGVINVPGTDEWYIVYHRRPLGDYDANHRYV
CIDRMEFDDEGGIKPVRITKEGVKANPL
>4710_t gene=4710_g
MTINFSWIVTALLAPLVATVFWTLSSTSSGFNSFPTLHNKRICLLIAHPDDEAMFFAPTVL
ALTKPELGNHVKILCLSTGNADGLGDIRRKELQQSAVHLGLRDESDVFVIDDPSRFPDSM
TTTWSTKDVSSLLASAFAPELASGRAGREDVAPKATIDVILTFDEYGVSNHPNHRSLYHG
AVAFLKALMDGKSGYSSPVTLYTLTTTNIVRKYSGILDSFLTMVVGAFTNLGDSMTLAG
KKGAAKDNGCASRLLYISSFQDWVQARTAMTDGHKSQMLWFRWGWITIGRYMFVND
LKREKI
>4725_t gene=4725_g
MRFSRLSAATAAWILSLQVAAQTYTDCNPREQTGCPADPALGGSASFDFTKGAQKNWT
TSGTVTYSSSTGAGFTVASAGDAPLITSDFYIMWGHLEVVMQSAPGTGIVSSIVMQSDTL
DEIDLEFLGGEDTSVQTNYFGHGDTSEYNREQTIAMSNNQNSFHKYTIDWTANMIVWQI
DGTTVRSMAPADADSGQYPQTPMMIKIGIWAGGDPSNPSGTISWAGGTTDYSKGPFTM
YCKSVSVIDYSTGSEYVYTSESGTSDSISAVGGSVDGNMAATASVATDASAATITSSGGE
APLPWSGTHRETSSWTTPDVWPWVATATASLTNSNPSSGHTTSGGDRSAPLTVCQTYFP
MYFIFASLAFGLLFPLWR
>4773_t gene=4773_g
MVILLPILFLASAGWAVAATTSGRDRSSLNAGWKFSRFTSNPDSLSYSTLSPWMLPLAND
FIVNGAKHQVPSGTPPGSNVQYVQASFNDASWQNIDLPHDWAIAGPFNAPGISGGMGRL
PTNGVGWYRRNLVATADDVDGTKSIFLDVDGAMSYAAVWLNGNLLGGWPYGYASWR
LELTPYLQAGNNTLAVRLDNAVDNSRWYPGAGIYRNLWLVKMDKTHVAQWGTYITTP
SVSSSSATVNLIVQVENNNNVTRQVDVTTNVYTIDQSTGTAGTAVVASFQTTTISVNAG
ATQSVNGSVTITNPRLWGPPPAQTPNLYVAVTTLSASGTVIDTYETKFGIRSLTYDPNTGL
LVNGQHVYVQGTCNHHDQGSIGTAINTRALQRQLQTLQEMGSNALRTSHNPPAPELLDL
ADSMGFMVLDEAFDCWSQGKTSNDYHLIYSDWHEPDLRAFVRRDRNHPSVIAWSIGNE
IPEQSTSQGGSEGQELHDIVKSEDPTRQSTSAMNSAGPTAPLANVIDIEGLNYQGEYGAY
GSFHSTFPNKMIWGTETASCISSRGTYLFPVTSSNGQTYSSSGGSDSSNMWISAYELENPG
WGGSPDQVFAAQDSFPFVAGEFTWTGFDYIGEPTPYGGNPGARSSYFGIVDLAGFKKDR
FYIYQARWRPDFAMVHILPHWTWPERVGQTTPVHVFSSADQVELFVNGVSAGRQNRPG
KSIYRFRWDNVTYSPGDLWAVAYKNGNQWAVDTRKTAGNAAALNITLDRASIASDGV
DLAYVSVAVVDSAGTVVPRANNLVTFSVSGPGTLVSTDNGDPTDTTSFPSASRNAFSGL
VLAIVKANAGATGQITVSATANGITGGQVVITASGSTTTSTSASASTTTSTTTISSSTTTST
TSTTTTPSTGNCSAKWGQCAGQGWNGPTCCVSGSACTYQNPYYSQCL
>4775_t gene=4775_g
MTIISKFGIGVLIAVVSKTTAQQTVWGQCGGIGWNGPLTCVSGSYCAPENPYYSQCLPGS
GPSTTTAITTTTFITTTTTSSSITTSVSTTATATGKVKFAGVNIAGFDFGMVTSGTQDLTQV



VDESVDGVTQIRHFVNDDTFNIFRLPAGWQYLVNNNLGGQLDATNFGEYDKLVQGCLS
AGAHCIVDIHNYARWNGAIIGQGGPSDAQFVDLWTQLATKYKAQSNIIFGVMNEPHDLN
ITTWAATVQKVVTAIRNAGATSQLILLPGTDYTSAANFIENGSGAALVGVVNPDGSTHN
LIFDVHKYLDSDNSGTHAECVTNNIDAFTSLATWLRSVGRQALLSETGGGNVQSCATYM
CQQLDFLNANSDVYLGWTSWSAGGFQPSWNYVLTEVPNGSTDQYLVQQCFVPKWKS
>4790_t gene=4790_g
MPTTGSWRSRSLILSLLLAPVTQAITIDTSNRQSVIDAASEAAYGMMTWYAGNETGQIPG
KLVDTWWEGGAMFMALIQYWHFTGDTTYNDEVTVGMEFQAGNGDYMPSNYSNYIVR
LTFLGFLHSRTLAFLGILGFLAVDQGNDDQMFWGLAAMTAAELGYPEASSGYSWLSLA
QGVFNTQVARWDTTACGGGMRWQIWNWEAGYTMKNSISNGGLFQLAARLARYTYNE
TYAEWAEKIWNWTIASPLIDTATWEVGDSVSMSDNCTTVDSTRWSYNYGTYLSGAAFM
YNYTNGSSEWLTAVNGLLTATWDTFASDTYGNILTEFECETTEICNRNEVLFKGLTAGW
MAFTALIVPSTYSTIVPKLQTSSAAAAASCSGDNNNTCGVKWYTKSWDGQIGLEEQMSA
LNIFWSNLIMTTNASSYAPVTSRTGGNSTSDPTAGTTDSTDKTSTLKAITTADKAGAGILT
ALFAVAIIGVVYWTVAGSE
>4796_t gene=4796_g
MYRFFALTYLLATHIVSCTASPPSKAIEKRAVCTPSSYDSTSEDDTPAIAAAIASCGKGGTI
VIPSGTTYSIRSPLEFTGCSGCELQLEGTLKVSDDYEYWSVHKAIILISDITGATITSKTGAG
VIDGNGQDAYDAFAANSSLSRPTLMYITGSSDITMSGFNVKNPPNVFFSNTGSSSNVEYA
SLTMTASSKSTNAPKNTDGFDVGTSTYTTIRDVYVSNQDDCIAFKPGANYATVDTLTCA
GTNHGVSIGSLGESGDSTVKNIYVTNLSMSGCSKAVGIKLYASGPDYGTATVSNVTYQG
VAVDNCDYGLQIQSCYNGNTTYCAAYPSTASLTDIHFNDFSGTTSGKYGSVVANLDCSA
DMTCDVYVEDFTVKPPSGTAEFLCANFDVSPGVTCTSGASG
>4801_t gene=4801_g
MVYTAQFLAMAAAMLPSAVLAQNNQTYANYSSQSQPDLYPQTLATLNLSFPDCVNGPL
KDNIVCDTSANYVDRAEGLIALFTLEELINNTQNSGPGVPRLGLPPYQVWSEGLHGLDR
ANFAKSGDEWTWATSFPMPILSMAALNRTLINQIAGIIGTQARAFNNVGRYGLDAYAPNI
NGFRSPLWGRGQETPGEDANFLSSSYAYEYITGLQGGVDPEHLKIAATAKHFAGYDLEN
WGGNSRLGFDASITQQDLAEYYTPQFLAASRYAKARSFMCSYNSVNGVPSCSSSFLLQT
LLRENWDFPEYGYVSSDCDAVYNVFNPHGYASNQSAAAADSLRAGTDIDCGQTYPWH
LNQSFIEGSVTRGEIERSIIRLYSNLVKLGYFDGDKSEYRQLGWKDVVTTDAWNISYEAA
VEGIVLLKNDGVLPLGKNVKSIALIGPWANATEQLQGNYYGKAPYLITPLQGAGDAGYK
VNYALGTNITGNTTEGFADAISAAKKSDIVVYLGGIDNTIEAEGTDRLNVTWPGNQLDLI
QQLGQTGKPLVVLQMGGGQVDSSSIKSNSKVNALVWGGYPGQSGGKAIFDILSGKRAP
AGRLVTTQYPAEYATQFPATDMNLRPDGASNPGQTYKWYTGTPVYDFGYGLFYTTFKE
TAKKLGSSSFDISEIISSPRSPSYEYSELVPFVNVTATIKNTGKTASPYTAMLFANTTNAGP
APYPNKWLVGYDRLASIEPGKSADLVIPVPIGAIARVDENGNRIVYPGDYQLALNVDRSV
VWDIKLTGDAVTIENWPLDEQEIKPDSE
>4810_t gene=4810_g
MDGKKTAKFGWLPTTRRSKLLWIIVGSIIILAVALGVGLGVGLKGHHNPSPASRRNPAAF
CSNAAGSYKVDNITAPSKFNAGSNTNINIVPSWSTNANITAWNLTVDDSESGYKQVVTG
FGATVTDATVSSLSLQSNETQKAILQQLVTGDGANFTLIRHTIGSSDLSSEAYTYDDNNG
ATDSDLSNFALGDQGTAMAQLLAQMKQLNGNITILGSPWSPPGWMKLNGQLMGNTTD
NNLDDGYDTSKGLGSTGHTRAFAQYFVKYIQAYADLGVNVDAITIQNEPLNSQAGYPT



MYVEADESGKLINGYVGPALQKANLSTTVWALDDNTDDADYASTVIGYAGQYVDAVA
WHCYASTLNWTVLTEFHNQYPNISQYMTECWTPTNLSWTHVVNFTMGPLQNWANGVT
AWTLGTNDNAGPHLASGGCSTCDGIVSVNNTVSADSTSSNATDYTFNLSYYIMSQFSKFI
PPGARILQTDGSAVDDNGDGIQAIASLNPDGSRTVVIENTFANDVNVTVYLESGVGWVG
NVPNSSVTTWVLP
>4847_t gene=4847_g
MVSQPGDYAAVRKDIAAQLEKPGYDDGSAGPVFLRLAWHSAGTYDAETDTGGSNGAG
MRYEAEGGDPANAGLQIARAFLEPVKERNPWITYADLWTLAGVVALKEMGGPDVKWL
PGRTDYVDDSKLPPRGRLPDAAQGSDHLRHIFYRMGFNDQEIVALAGAHNLGRGHIDRS
GFEGPWVHNPTRFSNQFFKLLLNLEWKPRTLSNGVKQFSYSDPDASEDEKEEPLMMLPT
DMALISDAEFLPWVKKYAEDRDLFSQHFADVFAKLLELGIKRDEKGNVTNTDNILGGYI
SAPKKSSAPTGPLKSEEQRREIVAKARL
>4849_t gene=4849_g
MRVRLDHEASSRLPLRPASTTQRSNTLDKKLRVLKASLLIPGRGEPIRNGALVIDGQKIA
WVGEQSAIPNKYQDVEFDEVPVLMPGLWDCHTHFSGMDVDDDNIQNLFGSAALQGAR
AAKELETTLLAGFTTIREVGGIAGEIWPAIKKGTLVGPNVYSSIGVLGITGGHSDIHNVPL
DVVTARRSTGPFVVCDGVSDCVKSVRLMVRRGATLIKICATGGVGSLLDDPEDAQFSPE
EIKAMVDEAARTKRIVAAHCHGKEGILNALNNGVRTIEHGSYLDEEVAALMKEKNAIFV
STRLIVEEGLKNPSIFPPTGYQKLLKISEAHRKAYALAIKSGVKVVLGTDWTAGENGKEL
AYAVEAGMSPLEAIEASTARCPETLGSHFAPLSGQLKAGYDADVIAVASNPLDDIRILGE
PEKITHVWKGGKLYKGSL
>4850_t gene=4850_g
MASHNSKRQPWKEAVVYQIYAASFKDTNRDGWGDIPGIISKIDYIKSVGADTIWLSPIYA
SPQHDMGYDVSDYRSIHAPYGTLEDVDRLIAELRDRGMKLWMDLVVNHTSDEHAWFK
ESRRSIDSPKRDWYFWRDSKYDEKGLKKPPNNWKGMFGGSAWTFDEATGQYYLSLFLP
SQPDLNWTNSELRQAVQDDIRFWLDRGVDGFRIDSMNLMSKHPDLPDGETTCPDEEYQ
SGDKWFASGPRMHEYLQELRTKIFDTYNAVTVGELGFTKDEESVSKYVARSRHEINMLF
TGDIIDMDFGPNGKYTSGGGFHPRQLRMLTDKWQTAMPRFDGWNTLYLDNHDSGRSV
SRYGSDDPRYRDYAAKMLSTYLTTLSGTLFLLAGQEIGMANLPKDMGVEQYIDVEGRN
YYNKILDSRGGDHSKMADVMYELQLKARDHGRLPMQWSAKPNAGFTVQEARPWMTV
NPDHTLGWNVEAQQDDPNSVLSFWRESLNFRKNFADVFTYGSFEMLLESATHERVIAY
KRKDYGSDKEALVLLNFSEQNSTITIPWLTGWTTLRGNYSTPPSPSEVIVMRPYEAIVYCL
GFPL
>4851_t gene=4851_g
MSLTSLTSTQQELEVVHLRNTLFIHKNCNDEHKIPVPSTWRPKFHVTAPSGWLNDPCGL
GYDPSTKKYHLAFQWNPKGNDWGNVSWGNATSSDMVSWNRSAEPMLSPTTEYDHSG
VFTGCLRATDVDGSSGALTCIYTSVSHLPIHYTLPYVRGCETLSLAISHDSGKSWRRLQC
NPILPGPPQDFEVTGWRDPFVGPWRRSESDQQLYGFISGGIVGQTPTIFAYTVNLKDLRE
WMFIGCLVDVGLNFRPSRWSGDFGVNWEVANVFDLVSQEEEVVSRTFMVVGTEGCLL
VKDDDRVMARTARTQRQQLWMALKAKPAIVCDEDNNDSSTNTQALATYSFAGIFDHG
CYYAANSFYDPVTAQHIVYGWITEEDLPDNLRHAQGWSGLISLPRMVHLQVLHNIVRAR
NSALQCITSMETEIDSRGTYTVRTLGIRPDDRLRKLRDKARRAHTMQNLSLRSSHSSQSII
PLRTSKWEVEAEFAVHKQCTRVGIQISHSADLKSQTVLSWDPRTETFTIERPHPTYPGINH
GIESAPHTLFTFRNDQGSEVEEPLRIHAIFDTSVLEVFVNERTAISTRIYLDEDRCFQLAFF



AEGESYHETCVSEAHTVLLRAQAWDDLEA
>4855_t gene=4855_g
MPLNTACVGASVAPTVLSTWFAHYIDRKTRHQKPTAHISYDEGLNIVRAFLKHAAHHTV
EDLQAFTAQKIPSPTWVKVQEQVIPNEHLTEAADHVNAQLGERGIKRVGGKTWWQWR
GPQGDLKCEWIEMKSDYRARKQANAHSAYRLSPQFPFPCGLHDCLAAYLYLLTLQDPT
EIILAGDSAGGGMVLSMLVILRDQGIPLPAGAILVSPWVDLTHSFPSVARASKFDYIPEHG
FLQRPSRSWPPPNSDDLAYMYQNTNQKNPGKIGSGVQTDGIGKVNGYDQQTAVQGFTV
REENTAGANHTYPGLHNGINRVGTADVGTAHADNIIVPMADNTIVEIKDQIQMYAPNQ
MLSHPLVSPVLQPTLGGLPPLLILTGGGELLRDEQVYLAHKAADPLSYLPADIFLDEHDP
DRILIHKYGPTNVQLQVWDDLCHVAPTLSWTRPAKYMYRSIAQFGAWALAHAQHEEID
IPDDDASSISSESSSTSDNEEPIASVGKAGDPLPSFRKHMIRQRVDRHGIVYHLDPPQSLPA
LQHPRNKIGALNPDIVKKWMGAKKAWDEKFAKEKLAVQRRRIKEFEMGYFRFDGELPP
ACAMASRRMEKDLAKAKIRKSYGMMMWSLLASKHDKDIVAREAREDTIPHITNKPLDG
QEGQGDTDIIAQKTRSGREESISAPDRRKLFPVPVEERSHSRSRSRSRIVSDAGQVSEYGV
DQSEQHSTSASTPIVLIPGVDTNTDTQSTVKTPDNVSTMAVLNADGVLTTTDASTVKSDD
SIILRPSSLSDQNGGVAPTPSDSAPHTPSITTDSATELGVDGSNASTMAVRHVPYILKEHEE
EKQKRPSKVDEVSPHAERDAVVSNGAETPKANGQDRDTFPFHVEKERPEMPDRNEFVT
AEEIQA
>4871_t gene=4871_g
MKFSNVSLVWGALASVALGLTAAEWRSQSIYFLLTDRFALTSNSTTASCDVADGLYCG
GSWQGVINHLDYIQGMGFTAIWITPVTENFEGDTSDGEAYHGYWQQNAYATNSHYGSS
SDLLKLSKALHARGMYLMVDIVVNNMAYDGAGTSVDYSIFNPFPSESYYHSYCLINYST
YNATNWNDCWEGDTIVSLPDIDTTQTYVKETWGTWVESFVANYSIDGLRIDSAGHIQQD
FFTAFEDSSGVYCIGEVDYGDPAVVCPYQNYLSGVLNYPMYYQLLYAFESSSGSISNLYN
MINTVKSDCADTSLLGNFIENHDNPRFAYYTSDYSEAKNVISFIFLTDGIPILYYGQEQHY
NGGNIPLNREALWTSDYSTTAQLYTHTKTSNAIRSLAITKDSAYLTYKNTPIYQDSNTIAI
RKGTTGLQLVTVLSNLGASGSSYTLSLSGSGYTSGTVVTELYTCTNVTVSSSGTIAVPMA
SGSPRAFLPWSSVSGSSLCSGSGSSCTAASTVAVTFEEVVTTTYGQEVYISGSISQLGDWS
TSSAVLLSASQYTSSDPVWTVTIDLPAGESFQYKFIIVNTSGSVTWESDPNRSYTVPTGCQ
GLTATVDDTWR
>4876_t gene=4876_g
MYTLRNIPRAIALSAFAFSTLSSADICSTVQTETNAVQEPLSVAYESELQDYWSEACSALR
PTCIVFPTSAEEVSEIIATLQGTDDLFQIKSGGHMPNNGFSSIQGGLLIATKNLNNGVAYD
AETQTAKVGPGLTWSETQNGLAGTGRTVVGGRLGGVGVGGYILGGGLSFLSSQYGWA
ANNVVDFEVVLANGTITHANNSTNTDLFAALKGGGNNFGIITQYTLQTHPISDQVWGGV
LTFSYDKSPQLLQAIRDFTEYYPDDKAAIIPTCEHTSLFTEWFVFVFYDGPTPPDGIFNNFT
DIGADLNTAQTWDSYYDLLQDNDNYDLHGQRYAIATETTPLPNATVGLEVMTTFFETF
YNITSEVLLDTGVIGTIAFQPMPRTITSKAIALGGDLLSFPDTNDYIIFELDISHSLASDDDT
TEAAIQQLYTALDNNVQNLIAKGLLPDVYRPLFMNDAHGTQDYWGRISTANKARTVRE
KYDPELFWQKRTSGGFRLG
>4879_t gene=4879_g
MNMLVSTLAVSASLVGLAKATVQGFDISSYQPSVDFSAAYDSGARFVIIKATEGTDYIDS
TFSSHYTGATNAGFIRGGYHFAHPDSSSGATQAKYFIAHGGGWSGDGITLPGMLDIEYNP
SGATCYGLSASAMVSWISDFVNTYHASEGVYPLIYTTNDWWTTCTGDSTAFSSTCPLVL



ARYGSSPGTTPGNWGYQTFWQNADSYTYGGDSDIFNGGLSQLKAIASG
>4999_t gene=4999_g
MEQITVGALLQESFDFLIVGGGTAGLVLAARLSEQDQVRVGVIEAGSSKIGDPKVDLPSG
VGMMIKNPEYDWDFQSVPQKNAKDRAFHLPRGKMLGGSSAINFMAYGRPCAEDIDDW
SSKLGISGWSWEDLLPYFKRSESLTSDLSKNLEDSPLNSNYHGVDGSIITSLAPWQLPFEK
TLLPTLDEVSGIARPADPNSGCHQGFFRSIFTIDRATKPTRSYAGSGYLAPNIGRPNLKVL
ANTVAKRLILQQSTDGFYQIGGVEVQHEGELYTLKAKKEIILSAGTLQSPQLLELSGIGDP
SVLQEANIPCLVPNSNVGNNLQEHTMSAVVYELAPGLISLDSLKDPKVFQEQQRLYNEH
NSGALSGIINLFGYIPFRSQVSSEIFAETLQRITEASSRSNPGPRPQITEFQRKQQEAIVARM
QNPKAADIQVVGSPAFFNIAKGYNHVGKLMTGPPPDHNACYSLVLSNMYPLSRGSVHIR
SANVSDAPLIDPGFLSHPADVNVLAAGIQFAERVFKSNRLKDSVIKRVDPPLSVNLDNVE
EARAFVRERIVSYHHALGTCAMGQVVDSRLRVKGVHGLRVVDASVMPMQLSTAIVAT
VYAVAEKAADMIKEDYGLLTKSTFK
>5023_t gene=5023_g
MPGALLPPRSQRHHAQMERTSAAEPDLYLISSEDTIYEQDLLRDPGSIKPWLSYIEYKRQ
NGTLYEQSFIMERACKQLPRSYKLWKMYLEFRINHLRGRNPAIHRAEYQKVNTLFERAL
VLLNKMPRIWEMFLSFLLKQPLVTYTRHSFDRALRALPITQHSRIWKLYKAFANSVSGLT
AVQIWRRYMQVRPENAEDYIELLVELGYYTSAIKKYMEILDNSSFQSKKGKSQFQLWSE
MVELLVNKAKHIDTTGNGGIDVDSIIRSGISRFSDQRGRLWVGLATYWITKGNFEKARD
VFEEGITSVMTVRDFTMIFDSYVEFEESIIGTLMSQAESRSKKGKVDEDADFDLDLRMLR
FEQLMDRRPFLVNDVLLRQNPNNVVEWEKRVALWGNNVSEVVSTYTAAIAAINPKKAH
GKFHELWVNYAKFYENGGNIDTARIIFDKAVKVPFKTVAELAETWCEWAEMELRSENF
DKAVAIMAKATQAPKRSTVDYFDETLSPQQRVHKSWKLWSFYVDLVESVSTLDETRKI
YDRIFELRIATPQTVVNYANLLEENKYFEESYKVYERGLDLFSYPVAFELWNLYLTKAV
DRKVSVERLRDLFEQALDGCPPKFAKVLYLMYGNLEEERGLARHAMRIYERATRAVSD
EDRLEMFNFYITKSASNFGLTSTRPIYERAIAALPDHEAKDMCLKFAEMERRLGEIDRAR
AIYGHASQFCDPRTNAGFWQKWEAFEVQHGNEDTFKEMLRIKRSVQAQYNTDVNFIAS
QAIARSQQQRAQNGEADKDEEEDQERADAMAALERQARAPVGFVAASSGPEGGNRPSA
AATTAPPANVNPDAIDLADEDMED
>5030_t gene=5030_g
MAITNTIVSILTKPQHSLWIAPLFVLADAVLSALIIKKVPYTEIDWTTYMQQIALYQAGER
DYTAIKGDTGPLVYPAGHVYIYSFLYELTNKGQDIALGQYIFAGIYIATLIVVLSCYIKAG
APPYLLPLLVLSKRLHSIYMLRLFNDGIATLAMWLAIFFFQRRQLTIATTIWSLGVGVKM
SLLLLAPAVAIIIALSGGIWAAVPLALNAILTQVLLGIPFLQENAIGYVSRAFELTRQFLYE
WTVNWRFMDEEVFDSPVFAINLLVLHAVLVIAFLATRWIRPSGEEIDTFTQKFIEGRSRK
VSLSSKYVTTTILSSMAIGMLCARSLHYQFYAYLAWITPFLLWQAKLHPVLIYSVWAVQ
EWGWNVFPSTTASSAAVVVCLGFQVVMLLASDNFSQGPADEAKKATAERKTK
>5047_t gene=5047_g
MNIVRRIVKRLPSAPALASLEDVSREKGSRLSPLAFLRRRIRLRGNSSVSIPLGVVLIFPCVI
IVLIVTIFARHPSSSGVLVPAGSPPSIRRISEEHDKVFATGCLDIDEKAIAAAPRANAAFVV
LARNKELEGVIQSVKSIERHFNRWWHYPYVFLNDGDFDNEFKDTIQNYTSAPVEFGKID
DSMWGYPDWVDHEVAKEGIRKQGDAAIMYGGMESYHHMCRFYSGFFYKHPLLLKYE
WYWRLEPEIKYFCDITYDPFLKMAEANKTYGFTIAVKELRETVPNIFRYASAYKRVNGL
ESKGLWEMFVEKPPQDEEKDDKKKEPIPEELDDIKPPEIDKETMEGEKYNMCHFWSNFEI



ARLDFFRSKEYEDFFEMMDRSGGFWMERWGDAPIHSLAAGALLAPRDIHYFRDFGYRH
TTIQHCPANAPARQLPRIPFLEKTTEDEKKRIEEDDYWATPDPVKENGVGCRCRCDTDIV
DVEGKQGSCLAEWVDVAGGWASP
>5057_t gene=5057_g
MGKKRVLVGYGVDIDAVAGWLGSYGGEDSVSDISRGLWAGHIGTTRLLRLFDKYNIKA
SWFIPGHSLETFPEECAQVRDAGHEIGLHGYSHENPASMTKEQQKDILDKTYKMIRDFCG
KPPRGVVAPWWESSAEMVELLLAYGIEYDHSMSHEDCQMYWLRTGDSWTKINYNEKA
ETWMKPLVRGETTGLVEIPGSWYIDDLPPMMFIKNSANSHGWVNPRDIEDIWKDHFDYF
YREYDEFVFPMTIHPDVSGRPHVLLMHERIIEYINKHEGVEWVTFEQMCDEFKKKNQPP
EGAKLPVVNPII
>5082_t gene=5082_g
MARALTLLSLGSLLGCAISASNSSFDYDVLQYVDPLIGTANGGDVFPGATLPHGMAKAV
ADTNSDSSQGGFTLDGANITGFSSLHDSGTGGSPSLGNFPLFPYASCANDSIDGCKYPKK
ERPVSFDTASVNATPGYFAVTLDSGIKVDMTTAQHTSLFRFQFPKGGSSASPLILLDLTDL
SDSRQDNATVDVDNSTGRMTGSGRFLPSFGSGTYVAYFCADFQSASGIRDNGIFVNSRA
TADAKSLKISRSINGYPLPGGAWTRFNAGTESVLARVGLSFISEDQACSNAEKEIPDFDFD
STHSAAVSAWTDKLSPIRVSRQGVNETLLTNFYSGVYRTMTQPQDYTGENPLWESSEPY
FDSFYCIWDLFRSQMPFLTLIDPETVTKIVRSLVDTQQHLGWLPDCRMSLCKGYTQGGS
NADNVIADAYIKGLTDGIDWDAAYAAVQKDAEEEPYDWSNEGRGGLQSWKSLNYIPV
QDLDYVGFGTMTRSISRTLEYAYNDFAISQIARGMNKTSDAEKYEKTSAYWQNLFKAD
QTSYFNGTNTGFTGFFQPKYLNQTWGFQDPLMCSNIDNSGSICSLQNNAAETFESSIWEY
QFFVPHDMATLITLLGGPSSFVKRLDYMHDNQITYIGNEPAFLTVFQYHYAGRPGKSASR
AHYYIPEYFGTSPGGLPGNDDSGTMGAFVAMSMMGLFPNPAQNVYFIIPPFFDSVQYTSP
LTNKTSTIKTINFDTKYKNIYIQSATLNGQPYTKNWIDHSFFTDGMELVLTLGRNESSWG
THAADLPPSLSTQGSSSLEQRSGLVHPYMQ
>5091_t gene=5091_g
MALVFDKIILFGDSITQLAYNQEFGFCFGPAMQDVYNRKLDVIQRGFGGYTSSHAAIMID
RLIEQESAGASKIKLLVVFFGTNDSIVPESASNNSVPVEKFQDNLRKIVSAADKVSAKVVL
IGPGPFNHQQFDDALGHQFEVDRTTHRAREYCNATVDVGKELGIPTVPMWDLVMEEVG
WKEGDPIHGLPELPAVNPLNDYLSDGLHFSGPAYKVLFTNVLKTIKASYPELDPENIPEH
LPTWDQLTTSHDALRKAIE
>5092_t gene=5092_g
MADFDIEETLSRLSLSEKVDLLAGIDMWHTKALPEYKIPSLRFSDGPNGIRGTKFFNGVPS
ACFPCGTALGATFNTVLLEEAGRLMAREAIAKNVHVALGPTVNIQRSPLGGRGFESLSED
PLVSGLGAAALIRGLQSEGVQATIKHFVCNDQEHKRNNSQSIVRERALREIYAMPFQIAV
RDSQPAAFMTGYNGVNGAFCSEDPKLLDELLRKEWGWDGLVMSDWYGTYSTTPAVV
AGLDLEMPGPPLFRGPPLRVNAASGKIPEHVLNERARKVLELVKKCTSTTHFQENGPEAT
VDTPETAALLRKIGNESIVLLKNDGNILPLKRNLSTLVLGPNAKMATICGGGSAALTSYY
SVNPLRAINQKLSSPATYTIGAYTHKLLPILGPQVYSPNGIPGMRWRVLNDPPGTADRRW
IEELFFQNTEILLMDYYNDRVASLWYADLEGSFVAEEDGLYELGLVVRGTAKLFVDGEL
VVDNATKQFPGDTFFGKSTREERGRVTVRKGQTYNIKVEFASAPSFTLKVDGNTSGHGA
IRIGGCPVIDDQAEIKKAVALAKEHDQVIICAGLNADWETEGVDRESMILPGCLNQLISEV
AAANPRCVVSMQTGTPEEMPWLDQVPAVIQAWYGGNETGNSIADVLFGDYNPSGKLSL
SFPKRLQDVPSFLNFGDESGCVIYGEGIYVGYRFYEIAQRKVNFPFGHGLSYTSFAFSNPT



VSGHDGRLSASMKVRNVGSVRGAEVVQMYVHPPKETRIRRPIKELKGYAKIELDPDEEK
EVTIQVQEKYAVSYFDEEQKKWFAQAGTYEIILTDCSAAPEGKTVRGSYTVKESYWWS
GI
>5094_t gene=5094_g
MSVQEIPKLRWGIVGCGWISSWFVADLCLTRRNATTLHVIQAVGSSSHEKAKSFVYEHC
PSQSPTLYPSYHDVYNDPDVDIVYIGTPHAVHYQNALDAIEAGKHVLCEKPITLNATLAR
TMMDAAKKKGVFLMEAVWTRFFPIVNKLQSLLHEEKLIGEIAHVMADFSLYMPIAQND
PNARTASLALGAGALLDIGVYSLTWASLVLDTSPNRNTSIEPGLTASMIFHNETDPDKRID
EEVAVILKYPDLKAQAICTASLRSKTGQEFAHIYGSEGSIAIGGGGASAPSFLVIRLNGQE
EQRLDFSVEGRGFHFEADAVAQDIREGRLESSIHSHAHTLTIMNRMDTARAICKLRYPQD
NLELQG
>5095_t gene=5095_g
MDSSQKVLNVGLIGCGEVAQVIHIPTLLHMSKWFRIVYLCDILTGALAHCKVMVTNHAT
KTTPDPAKLCASSDVDVVIIANSDEYHAPHAILALQNNKHVLVEKPLALTKRDILAIIAAE
RTSRGRVMVGYMRRYAAPLEDALREIGGMDKIIYARVRDIIGPNSLFISQSGTFPERFMD
FSATDTIDKETRAREMTSQALEIESDHIPVNKDTVSMWRILCGLGSHDLSLMREVLGMPE
TVIGASLGLPFWNVLFKYSGFTLSYESGLDNNARFDAHIEVYSNTKSVRLQYDTPYVKG
LPVTMHITENENGSLKETKIIKSYEDAYVLEMKELYQVVVEGKPVKTTAEDALQDLELF
SMIMRAGYSS
>5135_t gene=5135_g
MRIHVLAFLNLLPSAVLGYVVNEGTTCEIYPEALTHNGKPVDDAPSIHQAFDLCGINGTV
IFTNHTFNVNSVLNTTNLINCDVSLRGELRFSTNIPYWKSHVFSVIYQNQSTAWLFGGTN
VTLRGEGGWINGNGQTWYTENKNEANQPGRPISITFFNSTNLLADGLTILQPQFWATFV
WQSTNVSLTNFFVNATSDDQWGTLNTDGYDSWRSSNLLVENATITNGDDCIAAKGNTT
NLLVRNVTCYGSTGMTIGSIGQYPAWPDYVENITFDSVRCVNCTEGAYVKTWQGTPIDS
DLNGDSGGGGGGLVKNVTFSNFEMINTHLPIQISQCIYSESSGACNTSKLQIEDVSWVNIT
GTSTYNIVASMYCSDLVPCPGIKFDNVTFQSVNQTLGLPMWNTTLQDEVYQCANIINQN
SSGIPCNRVAPDNFGQGVSSNVQ
>5149_t gene=5149_g
MIQVRVTNSKFCANAVTDQIGSIKSAAKAVATEMMSYYTGYRPGDNPGNLPDPYFWWE
AGAMFGALVDYWAYTGDSTWNNMTTQALLWQASPGANFMPKNQTMTEGNDDQAFW
GMAAMSAAERNFPNPPADQPQWLALAQAVFNSQAVRWDPTTCGGGLRWQIFTWNKG
YGYKNTISNGGFFNIASRLAKYTGNKTYADWADKTWQWTADVGYLTPEYRFWDGAD
DATDCKNYNLIEWTYNSGVYLLGAANMYNFTNGSDIWRDRTLQILNATSVFFSTEPENV
MYERACEPVGTCQVDQKSFKAYFARWMAATTQMAPFTYDIIMPRLRASAIAAAKTCTG
GPNGTSCGLKWTDQKWDGSRGLGEQMSALEVLQSNLIHEVAPPVTDANGGTSIGNPAA
GSGPNAGSVSQGRLGDMRTMEISVADRAGAGVLTTVFLAGLVGCTSWLIYER
>5173_t gene=5173_g
MKFLFLLAAVAVVVRAQEVYITTTGYTARPQCTEPPATPSFRFQSFSYASLNDTVRYAIS
VPSPTTTHTYGPAYSDAVARLSTRLSTTKWGSWLPSQTVISATDTADKYGQAAWSSQW
LHASLANYTNVGLYTTTVSPTPLPSSELVLPPRDYFGPTDCYNFPEGFTFGVAGSAAQIEG
AIGLEGRAPSILEKLLPDTEPQDYVTNENYYLYKQDIQRLASIGVKYYSFSISWSRILPFTV
PGSPINEQGLKHYNDLIDYVLEVGMVPIVTMLHFDTPLYFVNASAGYVVPDIGYQNGGY
WNSDFVDSFVNYGKILFTHFADRVPFWVTINEPLLYAFNFTGLDNVVHAHAELYHFYHD



TLNGTGKVGLKLNDNFGVPKNPENQTEIDAANRFNDMQLGVFAYPICLGQQYPKSILDT
LPGAKPLSKKELKYISHTTDFIGIDAYTATVISVPAEGIESCSKQNMTANSLYPYCVTQET
VNAYGWDIGYRSQSYVYITPTYLRAFLSYLWNTYKTPLILSEFGFPVYAESTRDLVDQLY
DSPRSQYYLSFMSEVLKSIWEDGVDVIGAIAWSFMDNWEFGDYAQQFGMQVVNRTTQE
RWFKKSFFDIVDFVGARNGLGY
>5178_t gene=5178_g
MAQFRLPPACIPGTKTFVYKTIGDLKLEVDVLIPENLPSKDAATAVLFIHGGSWVFGNRT
EYCRPLFKEFLARNYVVASADYRLLPESDFVSGQLEDIRDLEKWMREGLSDHLSQEGFR
CTIGDVIVAGASAGALLALLTPKLWNKNPTAILSISGPTDLHQIPPSKMDHLNSITVPELTS
KLISSVIDVESPIASAPIGSPKSLEEFFGDPRRQIGMQVFHRGLVAEFLLRGLIRRCLDDGT
VEWRFPDNGAVPESEIDAMSPLHLAKQIAYPPTYQILGSIDNLFDVSHAHKLGECLNSRGI
AHKEHIVNGQPHGFDNFTDMRDDVHLSVICPAVDWIAGIVDGLVKI
>5204_t gene=5204_g
MPSEPKRNLIVVSNRLPLSIKRGEDGSYLTSMSSGGLVTSLSGLTKTTEFRWFGWPGMSP
KEPEEQEEVRRSLASHNAIPVFLDEELAQKHYNGFSNQILWPILHYQSGVTYDDESWEA
YKKVNEIFADYIADAAQEEDLIWVHDYHLMLLPKLLRERMAKKKRQACIGFSLHTPFPP
SESLKVLPVAKDILEGMLSSTLIGFHTDDYRKNFTESCEYLLNARSQDGAIIYKDRRVKT
GRFTVGIDPEKFNETLKQDEVQARIKDLDKRYRDIKVIVGVDRLDYIKGLTHKLHGFEQF
LTDYPKWQGKVVLIQVAVPSREDVKEYQDLETEISCQVGKINGKFSKPEYTPIIYMHRSIP
FTELTALYSIADMCLLTSSRDGMNLVAFEYIACQEQRNGVLALSEFAGASVFMADGVVQ
FHPANIKEMAQSIDKGLSMSKEERKERYDRLAKFVHTNTSAKWGQSFVTELSKSHV
>5234_t gene=5234_g
MHTELVWMAFASTAAAGILPLLPEPTELFATDNGWLDLPPKPVSALGAALLPFLFPQSNP
PAVPHTQAAPAPVPPSATSSSSSSSSTTPAEVASTSPAGSINQGTAASSTLAASTSAATSSL
TGTSSSSSAEDVNYCAGSQSNQQPSQYWLQAQDHTSEARGYAPYVQGNPQYPVYRDVI
EYGAKNDGSGNQTDALQNAINTDGVGGSREGKGSTNMPAEVFLPGGVYTIGSTLDLRL
GTIIVGDPLNRPIIKASPDFVGTSLVNGQDPASGHPETVFMVAMRNVILDTTAIDGSNTFT
ALQWGIAQGCSLSNVDINMPQGSSGHIGIHLNGGSTIAVTDVTINGGGIGIQNSNQQVNF
KNIHFNGCRTGFAATGGFTVILQAASFLNCGLGIDMTKNSLGSMVVLDSTSTNTETLIKF
HDSSNDPGKRNSQIVIENYNSEGQYPLAVTSDGRTVLNAQSHVDTWIYGNDIPGSFMAG
ETTHTSRPGALLDNSGRYFIRKQPDYANYPADRIVNVKKVAGITVKGDGVTDDTTSLNA
ILRENAAKCRVTYFPYGVYLLRDTLFIPPGSRIVGEGWAVLSGAGGLFTDPYNPRAVVKI
GYPGDVGIVEIQNMRFTVAEVLPGAKLLEINVAGSSPGDVGLWNTLTTVGGTADTTVST
SCVNQDSRYCMAAYMHVHLSESSSAYIENHWGWTADHNLDGGPSAIIISSGRGILVEST
RATWLVGTSFEHNWLYQYNLHNARNLFAGMMQTETPYMQGQGAIETVPAPWILSNDY
HDPDYSWCDASDQHCRSALATNIDGGSNLMLYGSAAWTFFEGPWNGLYNTPCASGVC
QSNMMRVTNSPRNLAWYSINTKSSDVMILDGLSNPREFNNPGGWSGVIQAYRQFG
>5247_t gene=5247_g
MLKYLFGIVVVSFYYATQILDLSRYRQKLTDHAFHWEFWLGYTEGLKSSSLPNTHDWS
WILETNEFVPNKYQRTPYVANGYIGQRLPAEGVGYWIDINEDGEYMNNSWPLDQPRAT
FGTVSGFWNLQARTKHVLLPDNLKRGGESVISGIPDWTGLILTTSDGQIYAPGVDKDAV
TEFYQSLSIRNGLVHTNVTWSPTNSLQFQLNFTVLAHRTRPNVGIVRLDLSTNRKANCSII
DVLDGAGAVRARFNDKAFETTDNAIWTSVKPIGIDYKTAHVYSTVEYESADAELLDHID
QTRKDATRSPWVSRNSSTIAQSWDLFLDNEKSVTLYKYVGIASDDAFPRATYETAMRSA



LEAKAMGWNSLLEEHELAWDNMWESADIIIFGDIKLQTSVRASLFHILSSLRSSDEAGSGI
SDSSIAVGGLSSDSYAGLVFWDADTWVYPSILALHPSHASTINNYRSRLLPQAIQNAKFY
NYSGALYPWTSGRFGNCTGTGVCKDYQYHLNTDIALAHWQYFQSTRDFSWLREKGWPI
IKNVADMFAAYVVLNETTKEYETILLGEPDEFAYFKNNGAYTNAGIKKLLGQIGPAAAN
AVDQAIQHNWSTIAENIRIPIDHKNNITLGFDGMQGDWKVKQASVALMNYPLEYQISEE
HTRNDMAYYSSVNTADGPAMTWSIFAISEAQLQESGCAAYTYLVRSGEPYFRPPFYQFS
ETAVDNYENSDDFNPAFPFGLYPAFPFLTGAGGYLQVFTHGLTGMRPHLDYLFFDPTLPP
QIPDGVTIKGIKWQGASFEISIQLEYTTITRQELSVPADKVPANIRIGKQNSSHGDYKLLGG
DKLRISTRRPDRNNTTYNGDSNLALCRPVDVNTAFSELQEQRWVFGHYPASIVDGSNAT
VWQPLSPKRASVTISFGRKVNVTEMIVNWGSTPARGFTIHGHEDNGIQTTTLLLYETNQV
EISAPFNASDINEVKIREGNTTIVQLPEAVEATAVSLTIEGTQGDEQRLGATVAELIIL
>5248_t gene=5248_g
MKSILAIGLWACAVAACNPHNPTPVVTYSHFPTTVRASQITLTYSPPSSYVFGSKTTPINV
PTQAATECIVTPLGWGQDDSGQIMAAVEKCGTDGVVTLPAPYVYTITQRLYMKLVRAR
LNIFGTLSFEPHLGYWIDNSHRVEFQNQSTAWIVEGSDSIISGGGWQQGGINGNGQSWYG
RAAGQSNQYGRPISLTIWQGNNITVENFSIRQPQFWSFYIQDSQDVKLTNIYINGTNTDPA
GNSSNYETNVDGFDSVRINGLETSNWLFHGGDDCHAPKGNSTNMVFHNLTCVGGGIAF
GSIGQYATMPDYISNVTATNISVAQQISPQYGGANVNGAAYFKSWVGVAEGSPPQGGG
GGTGRVWNISFSNLETHNTTQALYINKCYYKVADQANYCDTSTLKFENMTFTNIKGQV
NSKYGVSLNCSAKAPCQNMKFMDLDLMLANGTEAGDYCDHVVNSTGITC
>5249_t gene=5249_g
MLSTILAALAGHVALTGGHAIHKRVTTPAAYASNSDGSYALTSIAAPVQGAGSPGSEST
WQLTIDDTSSGYKQTITGFGAAVTDATVTSFNTLSSTELSQLLNVLMTSAGADFSLMRHT
IGSSDLSGDPAYTYDDNGGAVDTSLSGFNLGDRGTAMAEMLAKMKSLQSDLKVLGSSW
SPPAWMKLNNVIDGSTTNNNLNDGYLGTGVGSAGYSSAFAQYFVKYIQAYEALGANIN
AITIQNEPLNSQTGYPTMYMFDYEQGDLIQSYVGPALASAGLNTAVWAYDHNTDVPSFP
QNVLNTASQYVDTVAWHCYASSLDWSVLTDFKNSNPDVTQYMTECWTPASGDWYQA
SSFTIGPLQNWASGVMAWTLGTDSSDGPHLSSGGCDTCQGLVTINSDGTYTLELAYYM
MAQYSKFIPTGAIILNGSGSYTYSGSGGIESVASLNPDGTRTVVIQNTFSNDVYVTVSTSS
GQEWSGNVPTESVVTWVLPAV
>5266_t gene=5266_g
MDIANGCCRQLALMKFFIPTFLATAAIFISAAACSTDEDCSLNGICQRGSCLCDPGWMAS
DCGQLDLRPATRYTGYNRTSEGISSWGAKIVHDPFDSKTFHLFMAEFVHGCGLSYWTPY
SRVIRSTSSTGPEGPYQFDGEVVGTFAHNPTVVYSEADRLYILIHIGCPITVPDGCSSPGPF
TCGPGQTNNGESGISAWSSPDLRNWTFHGQVMPGNANGTWDSDTTNPGPFPLWSANDH
TNQMLMAYRGCVWNCGDGLEQIGVAVAQDFTGPYIRAHKHPIFPDNTEDPFVWRDKR
GNFHMLVHSLEAGGGFGSGPKVGRHAYARNWDGEWTYNNETLAYSTYVTFTDGTATN
YSRRERPQLFFSEDGYLTPLFLTNGVQEAHSSQSYTIVQPIGDGANNYVKSLKS
>5277_t gene=5277_g
MHSATLLPALCLLPLVAGLPFSERVDQVLRSYDPTSRLNSRGPKSSKHGGTYQTQFTGVT
WDQRNWRLQSTVLDQGHYESRGSIANGYIGLNVAGAGPFFELDTAVDGDVINGWPLFS
RRQTFAGLAGFYDLQPTTNGSNFPWLDQYGDDSAISGVPHWGGLILDLGNGEYLDATV
DNSTISDYTTTYDYKAGVLSWDYKWTPKNANGSFGIEYKIFANKLDVNQAVVQLSITPS
ANGSASVVNVIDGYSAVRTDFVSSGNESDAIYTAIKPVGVSNVTAWIYAALDGDDAFDF



SSATLVKDKPYVHQNDSSIAQSVNVNFTAGTTITINKFVGAASTDAFPDPQSTAREAALK
ARRQGFDDLFRSHISEWAQVMPDDSVDDFTLANGTLPNDTFIIESAVMAVVNPYYLLQN
TVGPNALLRVNNAPVNDWSIPVGGLTSDSYAGQIFWDADVWMQPGLVAAFPESAKRIT
NYRAAIYSQALENVKTAYTSSQNQTSFSSDAAIYSWTSGRYGNCTATGPCWDYEYHING
DIGISLVNQWVVSGDNDTFKNEHFPIYNSIATLYGDLLKKNGSYYTLTNMTDPDEYANN
VDAGGYTMTLISQTLSNANAFRKQFGMDENTTWTEMADNVLLIRENDVTLEYTTMNNS
VAVKQADVILSTYPLDYTKNYTTSAALNDLDYYALKQSPDGPGMTYAIFSIVANDVSPS
GCSAYTYAQYSYDPYIRGPFFQFSEQLLDDYTANGGTHPAFPFLTGHGGANQVVLYGYL
GLRLLPDDILHIDPNLPPQIPSVKYRTFYWRGWPIQAASNYTHTTIQRATSVAPLSTADHT
YANRSISVQVGQNTVNSTTYSLPANGSAIVVSNRQIGTINTVAGNIAQCKSVLSTDAYQP
GQYPISAVDGAASTKWQPEFAANISSLTVDLTSSNASTVSGFYFDWAQAPPTNITVLLHN
SSSASLTSSTSKGGKSTVSLNVTISNPYNASTYNANVIALSSSNTTNYTFPVPVSKPRYAT
LFVQGNQALDETDLKAGNGTGATVAEWAVLS
>7279_t gene=7279_g
MSTLNNPVALLKAMLARIPLILKTLVYHGLQVTPASKKQDLRTEMTVAIIRSFLDMSISA
GTQQRRSMNDPGIKGPMWVSKVTLPAPEDAVADAVLHAVKTLSEGDAYQLLQLPPVK
AVEAEWTGYRSGVDRNAPLPDIPEQEKYEALTAEAKSDLVIFYIHGGALYLMDPCTHRV
PVAHICKLTGARALNVRYRLAPQNPFPAALVDLLTAYLTLIYPPEGSYHDPVPANKIVFA
GDSAGGNLSLALLQTLLTLKRTSKTVQFHGREVSIDLPAGLSLISPWCDITRSMPSVHDFA
VYDYLTPPPHEPSETMYHPTAETPDSIWPSNPPRSDMYCSARLVDHPLVSPLACSKELWE
GAPPVYITTGEEALTDEDLLTARKIYHAGVPVIVEQYEGMPHVFGFIMITTPAGKLFFQG
WSQFLRDVLAGPLQSSRGDLGKVIYHQAGWHSTKVVSLDKVHKFSDAEVEKVLRDSRD
HRVEWEKKLNEEWQAKARL
>7294_t gene=7294_g
MSFSLMRWASLIMLGMQASQVSAISQISAVGSKFFNSSGHQFYIKGVAYQLTDNDPLAD
TAQCLLDAALMSELGANTIRVYHVDPNADHDGCMSAFEDAGIYLFVDLETFNSAIDQSA
PHWNSTMLNAYTKVLDAFHGYDNLAGVFVGNEVLTMTNGSWAAPYVKAAARDVKA
YRDSKGYRKIPVGYAAADIADLRPMLQDYLACSTNSSEDLDFFSLNAYEWCGDNTFTGS
GYSELQKNATGYSIPIFFSETGCNTSPPRTFEDQSAIFGDDMADTWSGAIIYEWIEEANNY
GLISYGPSVAATATGTNIVGGYTRGGTPTPVSPDFSNLKSVWATLNPTGIALSAYSASAS
KITPLACPAETSGIWDVNPTAALPTIGQTADASGTGSSGTTTGGSTGTASGASSTATSSKG
AAPAGIVTPGSAGATSAVVIYGALVGFTGLMAWWL
>7337_t gene=7337_g
MRSYQKWAVLATLSVVIPVSFAREGTDKFPTVDVLNGTYHGVHSQHYDQDVFLGVPYT
QQPVDDVLLQIPHSLNTSWTKPRNATEYSPSCLGYGQSEGASESCLTLNVVRPGGTKLE
DKLPVAVWLYGGGFTSGSSTDQRYNLSFIVEQSVKMGTPMIAISLNHRLHCWGLMW
>7362_t gene=7362_g
MVGSGFVHSSQNDRSQQGLDWRAPTARSSGNLGGYGFASKNSNGNGNGNGGSGGGAG
LGKMNSFFGGKKNRDLPVYKDKPYFKPRRTGPNRTASRVVYGVVACFMMMLLYVFW
GGWGSPVAVGPVGEIGENLWKWTQTLDAEEEAASSKNVDWEERRERVKDVFTISWDS
YEKYGWGYDEYKPVSKKGRNMVEGGMGWTIVDALDTMILMNLTSRVQHARHWIHNS
LRYDQNHDVNTFETTIRMLGGLLSAHYLSTNHPNLAPITDDDPGAPGEDLYIEKAADLA
DRLLGAFESPSGVPYASINLNTSLGIPSHADGGASSTAEATTVQLEFKYLAKLTGEAEYW
EIVEHVMEVVDNQQAEDGLLPIFIYADKGQFRGRNIRLGSRGDSYYEYLIKQYLQTSEGE



PIYKEMWDEALTGISKHLITYTKNGKLAVLAERPDGLDHALLPKMDHLVCFMPGTIALG
ATHGQLLSKARQSSSWSRRQDEEILLARELMKTCWATYLATATGLAPEITYFKTENPPL
MLSDVYPNSALLLPPRSSKDDSYTPGELDLISASLEDKDVWKSDIEIHAQDTHNLQRPET
VESLLYMYRITGDEQYREWGWQMFKSFVKHTAVVEKVSPSDHEGDNSNQGIIDSSHDA
DDQSHTSYRLVGFTSLSNANIDPPMMRDNMESFWMAETLKYFYLLFSDRDFIPLEDVVF
NTEAHIFPRFKVGGDLKTGWSRKPRE
>7365_t gene=7365_g
MLWVASLLLLTPAVTAQASLYGQCGGQGWTGATTCVSGSCCTYSNAWYSQCLPCSGG
SGTTTSSTLTTTTKPTSTSSTTSSSSTSCTLPSTYKWTSSGSLANPASGYLSLKDFSHVPYN
GQHLVYASDVNTGGSYGSMNFALFSNWSQMASATKTQMSQGAVAPDLLYFAPKEIWV
LGYEWCEWAFCYLTSTNPTNANGWSSPQPLYEGTLSGTGPIDPAIIADSENVYLFFAGDN
GNIYRASMPIGNFPASFGSSAQTILTDSTYNLFEAVEVYSVQGQNLYLMIVECIGSNGRYF
RSFTATSLGGTWTAQASTESNPFAGYANSGATWTKDISSGDLIRSSADQTKPVDPCNLQL
LYQGRSPSSDGDSYNDLPYLPGLLTLSK
>7366_t gene=7366_g
MNSAALAVALNGIVALGQVTINPSTTYQTIDGFGFSEAFGFGAPIASASASIQTQVTNYLF
STTTGAGLTILRNRIAAGSGSIEPNAPSGPNASPTYTWDGNDAGQVWWSKQARANGVE
YIYADAWSAPAFMKTNDNVANGGYLCGTTGETCSSGDWRQAYANYLVQYIKDYESEG
ITIDFVGWLNEPDYSPDYDSMLITSGTQAASFIPTLYNTIKSAGLSTGIACCDPFGWSDAV
TWTAQLASAGATQYLARITSHWYASQGTSPISTSLRVWETEYADLDDAFTTAWYSSGA
ANEGLHWANLIWQGLVEADLSAFLYWIGAQSNSNAAALVTLNGSTVEASGSLWAFAM
FSRFIRPNAVRVSTSGSPSNVNVGAFKNTDGSFVVVAINNNANSQTISLSGITASKVSAYY
MDSSVSSPSTFSATLSGGTVGGSLPGRSAVTFVITTGSAGSTTTTSTKTSSSTTSTSSTTTST
SSGAAEYGQCGGQGWTGPTTCVSPYVCTYSNPYYSQCLPA
>7367_t gene=7367_g
MFFFRFLATVLLLLNSKFVAAQTSNTSSPVHWDKYSLSINGERLFVFAGEFHYIRLPVPEL
WLDVFQKLKANGFNAVSVYFYWNHHSASEGVYDFETGGHNVQRLFDYAKEAGVYIIA
RPGPYANGELSAGGFALWAANGRLGKERTSDTQYYDLWSPWMTEIGKIIAANQITEGGP
VILVQHENELQETTHSANNTLVLYMEQITQVLDDAGIVVPSTHNEKGMRSTSWSTDYED
VGGAVNIYGLDSYPGGLSCTNPDAGFDLIRTYYQWFQNYSYTQPEFLPEFEGGYFTAWG
GVFYDDCSSILQPEYVDVFYKNNIGSRVTLQSLYMTYGGTNWGHIAAPVVYTSYDYDA
PLRETREIRDKLKQTKLLGLFTRVSTDLLQTEMLGNGTGYTTGADIFTWALRNPETNAGF
YVVAQDDSSSTTDVVFDLEVETSAGAVNLTNIGLDGRQSKIITTDYKVGNTILLYCSADI
LTYATLDVDVLALYLNEGQTGTFALANASSHLNYTVYGNSTVTTSNSSQGTVYTYTQG
QGISAIKFSNGFLIYLLDKYTAWDFFAPPLQLSDPIVKPDEHIFVIGPYLVREANIKGHTLE
LTGDNQNTTSIEIYHGNSSISSISWNSKHLSTKRTAYGSLTATIPGTESISVSLPKLTSWRSH
DTIPEIDPNYNDSNWVVCNKTTTFNSIAPLSLPVLYSGDYGYHAGPKVYRGRFGSTNATG
VNITAQNGYAAGWSAWLNGVYVGGVTGNASIEATSAVLAFNSSILKQNGTDNVLTVLV
DYTGHDEDNVKPAGAQNPRGLLGAVFVGSTTTNFTSWKIQGNAGGEKNIDALRGPMNE
GGFYAERLGWHLPGFDPSSSRGGGGGKGWDTKSPSEGVAGGQHRFYLTSFSLDLGANS
HSLDIPIGIKLNASSTSGPAVVYVWLNGYKFAHYLPHIGPQTVFPFQPGVLNIQGNDGHK
RTNTLAISLWALTDEPAALEVVELVAYGTYTSSFDFGRDWSYLQPEWVDRSEYA
>7380_t gene=7380_g
MQILNLICSLLAIASTAVAAPAARCDSSEPSTSGIESLLQRRLPQHTDSFDFSIVNATSLGE



NDVYAVSTGENGKIKVEGSSLSALATGLHRYLADVAHVDIYWFIGSRLDQINGRLPQVD
ETLTGSSVVPYRYHFNTVTTSYTAAFWSWEDWELQLDWMALRGVNLPLAWIGVEKIFI
EVFQELGLTDAEIADFLSGPAFLAWNHFGNIQGSWGGSLPYSWVDSQFDLQKKIVQRMV
ELGMTPILPAFPGFVPRAITRVLPDANVINGSAWEAFPTLYTNDTFMEPTDPHFTEIQKSFI
SKQTAAYGNITTFYTLDQFNENNPSSGDLSYLKNVSSGTWQALKAAAPNATWVMQGW
LFSSNSAFWTNDRVEAYLGGVTVDSDLLILDLASESLPQWQRTNSYFGKPWIWCQIHDY
GGNMGFYGQVMNITINPIAALNNATSTLVGFGLSMEGQEGNEIVYDLLLDQAWSAAPID
TATYFHDWVTARYAGSKSIPTDVYNSWDLLRTTVYNNTNLASNAVPKAIFELIPSATGL
VNRTGHHPTTLNYHPADMVKAWSLFYESAVKEPSLWLNPAYEFDLVDMSRQVLTNAFI
PVYQDLIAAWNTSNPSITKIQTIGAELIGILTAVDTILSTNENFKLSTWISAARTSAGQQNL
EDFLEYDAINQITLWGPAGQISDYASKSWAGLVSSYYVPRWEKFIEYLVDTRPAQYNQT
AFNAELLKWELQWQNETIAAATKNGAENKVAGDVEVVLEGLVGAWKDVFST
>7414_t gene=7414_g
MSYRAPFVVPAIKKHTATVIMAHGLGDSGAGWVGLAQNWRRRSKFDEVTFVFPNAPMI
PITVNMGMTMPGWYDIAHLGQDMDFEEAQRNQDEPGILKSRDYLNSLIKQEIDKGIEPS
RILLGGFSQGGAMSLFTGITSPHKLGGIFGLSCYLLLSTKIKEFSPPGGELPNAKTPFFIAHG
YDDPVVKYKFGDMTQKRLKELGFDVEFHSYHGLAHSADPQEIQDLEDFIAKALPPTSEE
SAGL
>7431_t gene=7431_g
MNHRTVISYTALVVFVASVVIWLRNYHSLPAISISEPAHLPMYWFAFGDSWSATGFNISS
TQPSASNPMGNATPHPGTQSGGNNWVGYLTTQYNTTLTLTYSLAIAGATIDNSLATWGF
GDMNSQIDAFQLYYASRPAYAPWTAGNTVASFWIGINDVYYGFAHDDDPSRFVSALMD
RYRPLIEQIYSSGIRKFLFLNCPPSTRSPQVHEENDLPEQFQRHAEMVTAYNNGLNNMFS
QFSDKHKDATVVFYDAFQYMTRVLDNPAQYGYHDATCMNTDGSNCVWWNNLHPGW
RYHQLQAENMLPILTPLGW
>7442_t gene=7442_g
MATKFIQSELIRVPYKEVDGTEIPTDVHIPLGKATSDHELAPVLIMCHGGGFILGWSRMN
NADTIDDCLERGWIVLSIEYRLCPGVDLLQGPITDARDVLRWVQTGGLATALEKASISIRP
DPSRVMAMGASAGGHLALSMAWGVEKPPLAILDFYGPTNFDDPFWLHPVEEVRSRLPS
MLPNSAFEHLYQEKTVFLGGISLEGQQDIDGDTRSVPMQPNLNDKRQLFAMQAIAQGKV
LGSIWPAFPNDLDIVDPARNVHRNWPPTAIVHGTADAMVPMYLSQAFESLLKEQGVETE
FIEVEGEPHTFLGKMVKGSKTWETQRRGFNFLERILKLSYA
>7447_t gene=7447_g
MKLIPTLQLLLAATTALAAPSLDEISSSISRNNRVGPKCPFKPLPETGKRHKVCNVKSHGN
GRDDSKHILAALKSCNNGGKVVFDKNYTIGTALDIQWLKNIDLDITGTIQFTNDTNYWIN
NAFQIVFQNSTTFFKLGGEDVNIYGGGTIDGNGQVWYDLFAQNATLQRPILMGIIGLEGG
SIGPLKLRHSPSWYHVVANSSNVVFDGLDISGYSTSAHVAKNTDGWDTYRSDNIIIQNSV
INNGDDCVSFKPNSTNILVQNLHCNGSHGISVGSLGQYPGEVDIVENVLVYNISMFNASD
GARIKVWPGINSELEASLQGGGGSGSVKNVTYDTMSVTNVDWAIELTQCYGQSNLTLC
NEFPSNLTITDVYFKNFKGVTSTKEGKDIATLVCSSPHVCSDIYATDINVVSPSGYNQAIC
TNVDDSLLALNCTA
>7468_t gene=7468_g
MRVFHLSALVAMYGVLSATLAGSQIVVPTIHGFQPTLADWKAARAKADAFVGKLTLDE
KIAMVRGNATAGVCSGTIAAIERLDFAGICMEDGPNGVNYNDKVHVFPSGVTVAATWD



TELMYQRGLALGAEFRDKGINVMLGPVAGPLGRSPHDGRTWEGFSPDPYLTGLAMQAT
IQGVQENGVQTTAKHFIGNEQETQRTNTTLANGTQVAAISSNIGDRALHELYLWPFADA
VKAGTSGVMCSYNRLNGTYACEDSDALITILKTELGFDGYVISDWSATHSAARSANGGL
ELEMPGYTGTSAVSTWFIPYLPQAIANGSISIDRLDDMVGRIMTPYYLLNQDTDFPTPDES
MIYMLLMATIGLPEVKQFPSPIGGGPWQNIAARDVRGNHSAIIRKIGAEATVLLKNEDNIL
PLGSYSEIGVFGSSAADFVDGLAYWAMGFDYGPEFGPIAVGGGSGSVRFTTISAPLDAIK
AKASKEGARVQYLTNNTAIAANEITFYPVPDICIVFISQFTAEATDRDSLLASDNSTAVVE
NIAALCNNTVVVINAPGPLVLPWAQNPNVKAILAAHYPGDQIGNSIVDVLWGKTEPSGR
LPYTIPANSSDPNIINVVSEPGPGGWESTFTEDLFIDYRAYDANGAEPAYEFGFGLGYTTF
NLTGELEASITAFNHTATPAKLATAPGGNPSLWDEIVSVKATVLNVGKVTGKAVPQLYL
EFPESSPEGTPVRVLRGFAKLQLDPGKDGVVQFSLRRRDLSYWDTHKQEWVIPTGAFTIN
VGFSSRDLRASTQVTVLK
>7511_t gene=7511_g
MIDHVLGRPSTQFRKIQVLAVVSFWSLYLFRGNNHGPPGLRNISTNLRNRLTPWQTMVIT
LLWLYVARNFSKIMGFESPEPLANLYSRSYFRATWITTALDAGFWTAMKVRPKWLKDI
ASMVFTAYYLIAAEQADEKVRRVRATLTVEHLRVSWNKATTPYLKFFNGLVRPRYTKY
APRQIRIARPKESSYREPVNAWLYFDGTLAELREQTQLVLDVPGGGYVAMDPRTADDKL
LAWAGKTGVPILSLDYKKAPEFPYPYALNECFDVYRAIVASRGRCAGLGGHSRPHIIVTG
DSAGGNLATGMTIMILQSGRTENRKWLGEVPLPPPDGLVLIYPSLDMNIGSWMTEEQMS
LIQDRGMRKTNERVLRRKSEDYSRLTPKSSHSLSSDHHDQASPVKDYFSKRPQNKDSEK
SATKMDPIAQNQPTQIKTRIAVSSMISYFGDRILTPEMMRAMIILYIGPHHRPDFKTDFLLS
PILAPDAILATFPKTYFITGERDPLVDDTVIFAGRIRQAKLHRFRERQDLALEKSRVEFNEK
DHVEVNLIPGISHGFVNFPGIFPDGWKHIHKCARWITELLELAAQRDLRASSSSIASTAEK
SLRASESKDFKQQVKQPDSRRGSLAESSADEDHPLEMSVTRFTPIKQSVVEGKEANGNEP
SRSDAQNKSATDRSMRKDSFPSTKQPRAHRPSLSTSNPKPLSFPLHLPLLKTAKSSKNNT
DTNGFQIASLDDDDDGTKSIVSENGKTFTRLPSEEDLIGRRMDGLAGGLMGLGEGARTP
>7525_t gene=7525_g
MVVVNDVEYLCDEERRLKEDRERKRYWKKWGPYVAERQWATVREDYSENGDAWSH
FSHEHSRSRAYRWGEDGIAGVCDTHGQLNIAFSFWNEKDDFLKERLFGLSNPQGNHGES
IKECHFHLDNTPSHSYMKYLYKYPQKKFPYQDLIDENARRGRQDREYQLLDTGVFNESK
YWDIFIETGKEEDDEEEISFRVIAYNRGPEPAPLHIVPQVWYRNTWTWGWEDKSKKPIIK
QESPLKVKTSHHALGDRYVTLSPSPSFNGSEEDIQPRMLFTENDTNNEALYGTKNDQPY
VKDAFHRYIVDEEKDAVNPNNEGTKFAAWYAFDEGDGVPPGECAVVRFRFSRKNEEYV
NEEELDNVIEQRRSEADDFYYRINPLPMAEDLRNIQRQALSGMLWTKQYYHFIWDQWA
NGDPAMIPPPPGRKNVRNQQWRHMYLDDILSMPDSWEYPFFAAWDTAFHCIPLAMVDP
EFAKKQLDLLTREWYMHPNGQLPAYEWNFGDVNPPVHAWAVFRTFKIERKMYGRQDL
DFLERVFQKLLLNFTWWVNRKDADGKNVFEGGFLGLDNIGLFNRSEPLPTGGVLEQAD
STGWMAFYCLSMLNIALELAKHRRTYEDIASKFFEHFILISDAMSFRNQDGETSLWNDED
SFYYDSISYGGPWSQQLPVRSLVGLIPLYAASTLEPEIINMFPSFKRRLNWFIENKNDVAE
RNIASMSHRGKDDRLLLALVSKDRLEKILKRMLDETEFLSDHGIRSLSKYHEKNPFSMDV
NGQKFTVGYVPGDSDSGLFGGNSNWRGPIWICVNFLLIESLLRFYMFYGDSFKVECPTGS
GDYMHLGHVAEEVQHRLQHLYVRDYDGRRAINNGNDLLDFDEHWRDYLWFYEFFDA
DTGRGLGASHQCGWTGLLAKVIHDTGLNCRLPQTPRTPTTAAAHYFDDVFSRPGRQAK
GGRRPSRLLRRSSTSRSIGNRSDFTASVNGAEDEENEDATSTNGGDNHMEENFTTYIADQ



LSRVRSSATLGAYEDEFTTGVDRNGTNGTNGH
>7530_t gene=7530_g
MILFQVVQFFAATALAAAATADLSRRQSSSTTAVVDLSTNRGGTKHLAAGFIYGIPDSET
QIPDHWYTNMGFEYNRGGGAQMDAPNRGWVWGLNEYKGRFQSTLSNYQVTRKFGGT
FIILPHDIWGTDHTNSSTHWPGDNGDWTSYDAFLDQLLSDIKANNMVEGSVFDIWNEPDI
SIFWVRSSTQWVELYVRTHQRIRSDSALNAMQISGPTLAYRPSSSNSWWTSWLQAIKSN
NTIPDQYAYHLEGATTAVDNDLQTSNQTLGALLSQYGLPQRQVNINEYANTGEQVPAG
AAWWISRFERYDTIGLRGNWRGGCVLHDLFADLLTKTSNPNSCGATDYAPAPEYPVYE
YYNLNMTGHRVATQGSGDRQIDVYATVGSDGVVRVLSGVRINTGTWYITIENLSSVGLP
TSGTLNIQTWGFPGGSSVFSTASGLQNKGVASHSYSGNSVTFPVYQTDTSTAWAFEFKA
GSGTSSTTTTVGSSTTSTTTSPSAATQTHYGQCGGQGWTGPTQCAPPYTCETENAYYSQ
CL
>7531_t gene=7531_g
MKYLTIAILASTAAALNNGLAVTPQMGWDDWNAFGCSLSQSLILSTASVIVKTGLRDLG
YHYVILDDCWSSGRGSNNQIIPDSSKFPNGMAWLGDQLHAQGLGFGMYSSAGTKTCAG
YPGSLGYETVDADTFASWGVDYLKYDNCNNNGEAGTQAASSARYEAMEKALAASGRN
ILYAICNWGQDSPWIWGPSVGNSWRITGDITDSFNTENSVCPVPSYGGYGCSVTQILSKQ
ATISSYSAKGGWNDLDMLEVGNGGMSDSEYVAHFSLWAAAKSPLIMGNDMTKLIASD
YSILANPAVIAVNQDPLGVAATYRWTQNNVQLWSGPLVSTSGSSVNDQVVALYNNGGS
NVTISASISDIFGSSSVPSAQFEIRDLWGSRLSDSQAQTILSNGAAANPSWLYNATAKSYA
SGLAQGDSKLLGTSIGSVTAPGGSISVSVPGDGCRILRLRAVTSSSTSTSPPTSVSTTASTT
TTTTSPSQPLQTHWGQCGGQGYSGPTQCQSPYTCQVQNTYYSQCL
>7532_t gene=7532_g
MEGLKIASLLRRYAYFLPLALFSVGVVKADNPFVQTIYTADPAPIVYNDRVYVFMDHDN
TGATYYNMTDWHLFSTADMANWQDHGIPMSLANFTWANANAWAPQVISRNGQFYFY
APVRHNDGSMAIGVGVSSTITGPYHDALGKPLVENNEIDPTVFIDDDGQAYLYWGNPDL
WYVKLNQDMISYSGSPTQIPLTTAGFGTRTGNAERPTTFEEAPWVYKRNGIYYIIYAADC
CSEDIRYSTGTSATGPWTYKGVIMPTQGSSFTNHEGIIDFQNNSYFFYHNGALPGGGGYQ
RSVCVEQFTYNSDGTIPTIEMTTAGPAQIGTLNPFVRQEAETAAWSSGVSTEVCSEGGID
VGYINNGDYIKVKGVAFGSGAHSFSARVASAASGGTIAIHLGSTTGTLVGTCNIPGTGGW
QTWTTVTCSVSGASGTQDLYFVFGGSGTGYLFNFDYWQFA
>7534_t gene=7534_g
MKASSAVLLGATIFTHHAAAAAVFAHYMVGGITQDHANTDVQDAIKVGFDAFALNLM
STEDWSTEAVASLFTAASGTDFKLFFSFDMGHFSDPSQFLPILEQYASHDNYYLYDSKPF
VSTFDGGKLTFGSSNPNTGWQNSFKDAASSAGVDVFFVPDFDDASGYPNGFFDTFSVVD
GAFSWESAWPYEDAGFANVSDTVDSSMIEAAHNAGKIYMMPLSTFQFKHLDTSDNWY
RRGESNLYVRMGQILDLKPDLVEVITWNDPGEGHYIGNFWNESLGDTNIYEYAGGFDHT
GWQKVISPFITAYKNGVSAISDITASSNIGTMWYRTLLTTASCSDDPIGLPRSHENAQDAI
NYAIILADSGSDYTINIYSNNNLIGTAEGVTGLNGGSVLGLAAGSADTQRVEVVETGSDG
ATTTILAATGTKNVVAETSGICNYNYEVVAMTGDASAAGSSEAASTVAAVVSTSSSSAT
STTSSTPSASSPATLSPTPPTLETAGASSALTTSSTSTSISSTLPTTTSPETATTTSTTTASSSP
SGKSGCRWDPSGARCGSGNFQGGRSHGFNRHVHGGGY
>7582_t gene=7582_g
MGSVDEFDYVIVGGGTAGLTVADRLTEDENVKVLVVEAGEDRSKDPLVLTPGLVAGM



YGNPDYDWNFNSVPQPGLNNRKINQPRGKQLGGSSALNFLMLVYPNRGSIDSWKALGN
EGWGYDDLAPYFRKFATVHAPPQAAKDVVGLTYHNESLIGDGPVQVSFSEGYGPTNSA
WMETFAKFGLEMTADMRSGDALGAFQQPGSIDPATKTRSYAATAHYTPAIASRPNLTIL
TGTVVKKIIFDTTGPEPVATGILAQSKDGSEKTLNAREVILSAGSLMSPQILELSGVGSKSL
LEKHGIPVVIDNPFVGENLQDHAITCQSFEVNPDIASSDVLRDPAVLNALLGMYQASREG
PMGQSNISVAYAPLTDASGISSAETKKSLFAIHDQHTQTLDGQIIRSLLEKEGGPTAQYLL
FPGQANTYLAEPSSMMDYLAPSQPGNFITIMSLLNHPFSRGSVHINSADVHQLPTWDPKF
NSNPLDLEISALHAMFVEKFAHTAPFSNLLKPDGARIPKGKADSVEAAKEVVRETQVSDF
HPSGSCSMRPKDKGGVVDTRLRVHGARGLRVVDASIFPFVPLGNIQSVVYAVAEKAAD
LIKEDQLNKA
>7594_t gene=7594_g
MAHPQPSPPGGVPPHHGPLAAHPQLNGHIPVQSAGQKGPPLTTAQKIAALNEQVWLQIG
SLTELMGDLDGAMAAYEQALRHNQWSIPAMTAISQIMRTREQFPKAIEYLQQVLKLDPQ
SGETWGSLGHCHLMMDNLQEAYTSYQQALYHLRDPKEPKLWYGIGILYDRYGSLDHA
EEAFSQVMRMAPDFEKANEIYFRLGIIYKQQQKFNQSLECFKYIVNDPPRPLTEEDIYFQI
GHVHEQQKDFDAAQAAYRRVLDKDPNHAKVLQQLGWLYHQQSTSYASQEKAIEYLEK
SVSADNNDAQSWYLLGRCYMSQQKYPKAYEAYQQAVYRDGRNPTFWCSIGVLYYQIN
QYRDALDAYSRAIRLNPYISEVWYDLGTLYESCNNQTADALDAYGRAADLDPTNVHIK
ARLQLLQGQAQGQTQGTGPAPVPQDIHPQAYQGPGVGAPPAPQWGAPAPTGGPPPQAP
APPRQIADWNRGINDIQNAPQHPPQPSAGYEPREGLRGPAPGQHPSPRQDLRSAFPEPRG
PAPRSPAPNAYPQSHTLPQLSAPAPGPHDRPPNGAGFRGGPLGPNGAPAPGAAPPPGYPA
RPFSPPTEIRPLREISDRPSSPGPTYPHQQFHHGPSIQGGAGIAGGAPPPASAMTAADAAAR
DRIDDRPSSAMKRGRDWDSVEGPNKKIANEESRLRQDEIGRRATPPHELHRRSSSEARRE
EQRRANENYHPSEAAHHPPTLPSIQHMQQPAGPSTIPPMSEGTQPSSNPPSAGPDNQAPSV
KEEAGRKETAPLHEPAARKMDVDEDYDDDGDDDKRAGAGLKDSPRGNGAGGSTNGNF
GNGNSSSAKSEAA
>7602_t gene=7602_g
MAEDMKHTLTNLSTRSTPHIRLNSGRHEPFVDMEDDGRERLKHTLSARSMRRSPVPAIIR
HSAAPTTTTESTPAGETGGGEALSEGGLISPPLISPTESSELLFPPPRKVRRSRGSQDRSKSP
SVISYRRTSWDDSHSDLSRDSRGYPFDPFADSRAPSHASSDDENVNTQTVSEKYNIMPTE
GLLLFPEDVEKDDYLHNPDPADRERDCDICNTRGLVNVGGLALLVMGIVALFIIYPVTTF
VDGVIQGARDPCTLDPMCISMTRPLLKNIRTGLIDPTTPKSAMTKKAADGTEWQLVFSD
EFNTPGRTFYEGDDPFFQGVDLWYGVTQDLEWYDPDAITTSDGVLQIQFDSYDNHNVSF
RSGMLQSWNQMCFSGGRLEASISLPGRGDTSGFWPGFWAMGNLGRAGYAATTDGMW
PYSYDDVCDVGITANQSSTDGLSFLPGMRLPACTCPGTDHPSPGRSRGAPEIDVIEASVTV
LDEMQDRIGVVSQSLQLAPYDIWYLPDYDFTAVYNPSVTAINTYRGGPFQQVASGLTNL
NNNWYDGKEYQIYAFEYAPGSKGNVTWFVGSEKTWTIDAQAVRPNGNIGQRVIPMEPM
YPILNFGMSPSFAMLNWTGLQELWPATMRVDYIRIYQDPKEISITCDPEGYETTEYIKQH
EDAYHNPNLTLWSETGYDWPKNSFVDGC
>7626_t gene=7626_g
MALEVPAFSTKPAHFATLYDDATTKQNFDLIRIRTTDRLLHDPLAQTLLNITKDSEEALR
KGEISYTDILVDRVRKRVSESAGKKHELLSQLLHVGFAALFYFLQSNVTGPPLDFDSATV
VFGETIAGNREILNSMRRRMLRDLSMDGEAVYQLTPNIELFCVAKAILVDAGVLIAGDAP
LVAWTGRMRVNFLHQKMLTEISGTLQKSIYDDLDKISTTVLGEGSISSGKLQTAFLLERA



AIHTHHGFDAKARSDLDKAAVASGFEYALTGKLGKRTKFQDRDITQLVVLAVSSETESV
SDTAVSKQVSETSAPKALDLNDDTLLETIAFAKEGAQPEKSTTIQDESSLPPALAAIDPSN
QPKLNPLDSAILLGIASAITNNSPEHGLTREETLPYAVRVIESGSTNWQIYTQALLVRSRCE
AFKSRTVERGVLQMQALVDQVIADTATSNAAVVTTNTVTNDQQEQPTTFLPRPQESESA
PAEERLEYLWILDFQTRWNLEAELAQKWVSLGGLRTALDIYERLEMWAEVALCYAATE
REEKAKAIVRRQLYEPTNAGAVDDDNERYEGPELAQLPTDAPRLFCILGDIDSDPTMYER
AWEVSGQRYARAQRSLARLYLKAQPPAYEKAEEAYKKSLKINPQNHGAWFALGCVQL
NREQWLEAVESFTRTVQIEQDDAEAWSNLAAALLNIPSNKNKTSVEANAETTVSEENGD
IENTDGEKLKEEDPYKHTRDALTALQHAARLKQTDPRIWDNIITVGASLPPQLIPYKDIVF
AQRKVIELRSPKKGEKAIDLTILDMLVEHLINNYNYDDLLINVDGTDQKIVRSGTVAGQI
MTLVDDVVVPLITHSAPLWLLVAKIELWRHRPSKAFAAHEKAWRATVSTCTQGAFQMG
DEKRWNQIVKATERLVRDGYAKIGGMTKERADGSIPEGEGVGEEELVAKDWRFKSRSA
IRGILSKGKDWEGTEGYAQLKELLREVDG
>5780_t gene=5780_g
MAIELDRFRNFTRTDYVYKEIDHIPLYATVLLPKQVPSGPRPVMIHFHGGGLVMGDRMY
PDWFALWQLQFALAQGAIIITPDYRLLPESTGVDIIDDLEDFSKWVHNVLPQKISELSSNIT
LDVDNIMAVGESAGGYLALQSALLFSQSRISAVICQYGVLDVDNPSFDQVPPQDLLSQQP
SRLDEYLKSLKPGEIRLSSPFPEKWDVVEAIGREGRHRELIGNDDKLRLRKSLESASNVPA
IWLIHGQEDMIVGDSIPSKILFTKLTMPRLKISVACTKDFASHLKQNRPETPLYVSILPGNH
GFDGLVTMDVSWVQEGLEFVKEYWGNRRAK
>5781_t gene=5781_g
MWSALLLLGLYSGSALAHPPRLNDLAVKAGKLWFGTAADIPGTAETTDAAYLKLLKEN
FGEVTPANAMKFMYTEPQQGVFNFTEGDHLVELAHHNHQQIRCHNLVWVSELSDFVLS
TNWTRDALIEVMREHIFRTVQHFGSNCYSWDVVNEALNGDGTFSSSVWYNTIGEDYFFL
AFKFAQDALDEIGAQHVKLYYNDYGIENPGSKVDAVINLVDELRSRNIRIDGIGLESHFV
VGGTPSLADQVATKSAYIQAGLEVAITELDIRFSQGPFYTADAERQQASDYYTSVASCVE
VGQGCIGVVVWDFDDAYSWVPGTFAGQGGADLFNATLEVKPAYYAVADALKSVPCSV
C
>5783_t gene=5783_g
MASRQPGNSLTLLGKVDAVLGICSMGGGFAMDGTKSHINLCLELQRSLKQNGIELAWF
YSTYTLIPHATYPTQFCEAVETLNYIIHDLGRHPSEVILTGDSAGANLCLAILSHMTHPAK
GVPRVTVQEPLKAIALISPWISFDHNWPSVRRNKHKDIEATDATALWSRIYLNMNPTNY
YIEAMRAPEEWWEEAKVQHTLVLAGEDEILVDPIKAWVSNFQV
>5798_t gene=5798_g
MPLGGGGLGVNVWVENNEILLYVAKEGTFDDNNSLVKLGRIRLALDPNPFQSQFQQTL
NLNDGYITITGQDKTALDLWVDVNNAALHIELSSPVKEVKVKAAYESWRWTDRLMAY
DEWEQSDWNQVEYIKPTPLTRADNISFVEHGVRMFHQNQPNTTLDVVAAEQHFEMYNE
TMFNPLAYNTYGLYMYSPQLFPGPITSGHYMNTTFKAWNLQSEATSNLSLTVFTFRKQT
PDMQEFNATFEENIVNATQEIHENVKSWWHDYWDRSWIIINEKKGEHDPGFTVGKNYQI
FRYMQGCNWGAEWPMKWNGGLFTYDPYWVDPTNPWTPDYRSWTGGVHTAQNQRLL
YWPMLKSGDLDLMKPQFEFYRRLTPVAMQRGRTYFNINASLFTEQLENYGLPSYLDYD
TDIYFYNMSRPTSFPLGIEWNDWLEWLQDTANEFADMILQAAMFFDLDLDPYMLFIESQ
LQWFDIFYQQYHSRIDTYSTAQIGGSSKLVIYPGSGAETYKVAYNPASTVSGLKKVLADL
LQINPDYVMGNTTYYQNFTDRVPETPLRYQQGYECISPALAYVRIQNSEVPQLYPVFPW



GEYGLGLPNLTRAINTYFYDTETQSFHGNTGWKQDVIWMARMGLTKEATNLTESRWA
DSTVSRFPVFKGPNYDWAPDMNHFGSASIALQEMLLQTFVNNNTQIRLLGAWPNEWDV
DFKLYAPFETVVKGFVERGQFENLTLIPSSREADVVYGNN
>5799_t gene=5799_g
MKIAATFAGLLATALAVPVANSDLVERSTPINYVQNYNGNLGAFSYNEGAGTYSMYWE
DGVNGDFVVGLGWSTGSPRSITYSANYNAASSGSYLSVYGWINSPQAEYYIVENYGDY
NPCSGATSLGTLSSDGGTYQVCTDTRYNQPSITGTSTFTQFFSVRQSKRSSGTVTTSNHFN
FWAQHGFGNSYNFQVFAVEAFSGAGSATVTVSGS
>5802_t gene=5802_g
MAAISTKEKMEIIWRDSADAATYEDARVGRVFNHRRPQRFPIAVVKATSQDEIKAAVKL
AIERNCRVAVRSGGHSWAAWSVRDQSILIDLGNYKGFEVDQENRLVRATPSVTGKELN
GRLISEYGLMFPGGHCPDVGLGGFLLQGGMGWNCRNWGWACERVRAVDVVTASGEL
VRCTPVENPDLYWAARGAGPGFPGIVTMFHLELLPYPAGGFRSSGYLYPSHMYRKAFD
WVISITPGFDEDTEIVLVSKYAEDSDELCILVLFVTMKNCPKEAENALISAQKTRPGGCIE
EWFCQVDSLDNQYIAQGKANPEHHRYCCDNAYIENNADVPAVLQDAFLTLPHRKAFAI
WYAMNPCSRRKLPDMALSMQSDHYFALYTVWEDEADDERCQKWVHEIMRTVKSHSV
GAYLGDSDFQVRQTRYWADDNAKRLMKIRRKWDPHGLICGYLDAGDVSGVNGLTNAI
DQ
>5806_t gene=5806_g
MGLHNILKLFFLPLGLLPVFTPIVAAYANPGSCSGACNVHDPGLIRRVSDGKYSASLREIK
YPMLLHHQSKGHGQLLGQFYRMAHQSISRAMMIYGYVWVMTIHCGSKSYSDEKLLKA
PDASLVDGTYYVYYSVSTFGSQESAIGLATSPSMNLDTWTDHGRIGVDSYTGSAYNAID
GNLYLDGNTYYMQFGSFWGDLYQVEMNSAATLTAGTASKNLAYDPSGEHAEEGSYLY
KYGNYYYLFYSAGICCGYNTSMPASGQEYKIKVCRSTSATSGFVDASGTSCTAGGGTIV
LESHGTVYGPGGQGVFTDPSLGPVLYYHYVNTTVGYADDQKLFGWNAIDFSSGWPLV
>5813_t gene=5813_g
MHTYRKDTSLLQAVAAVTAVSGWMISRCVASIENPGLLPTPPMGFNDWSRFQCDINETI
FTQTADSMVSTGLHAAGYNRINLDDCWMADSRTEHKTLTWNTTTFPHGLPWLGQYLK
ERGFYFGIYEDAGNVTCGGGPGSYNYEAIDAETFASWGIDYLKVDGCNVSPATEAEYQK
RYSTWHEVFTNMSAPLIFSQSAPAYFSKWITGSDNLTDWYTTMDYMPYNGELARHSSDI
IVYALNATSWDGVTSPWGSIMQNYNYEILLARYQVPGYYNDPDFLIADHPGLSLDEKKS
QFALWSSFSAPLIISAWIPELPEDVLSYLKNADLIAVDQDKLAQQATLVSRDGTFDVFTKS
LDNGDRLLTVLNLGNDTASTAISVPRLGLVEEVLGIKVEYTAKDLWTGKTFVFRDSLEIK
DLATHATAVYRISLSTVLADLVTPTGLIFNDASSNCLTAKSSNGKTGQIAFNTCSGTDEQ
VWQIRPLVGTISPLSDTSLCLTASGKQAELKPCALIPVDLAQQWDYSVHGYLTNRLNKQ
CVTESTQSTLSACQYEIDSQVWALPVGVKVNW
>5815_t gene=5815_g
MADSMDEQIGSLLSMGFEGTTITPHVRSLIEDYRVGAICLQAKNLKSAPQAIEADIFNGK
KLIDSLQKVAYDAGYPEPLLISLDHENGGVNSIFDPDYIHQFPSAMGLAACRSRELTRSV
CRAAAKELACIGVNWLVGPVFDVHSDTKPQPMGVRCFGEYPEIVAEQALESMLGYQEG
GLLTCIKHFPGFGNLDFVGSPADIPNVSGTFDQLLSTSLVPFQTAIDNGADSILVGACGMP
DVNDAQIPYSCLSHAVVTGLLRRRMGFGGVILSDCLEIEALYEGVGVSQAAAMAINAGC
DVIMLCQSHSNQIEAIQGIKTAIGSGLLSKGHVQAAAGRVRRMKQQKLSWDNVWNLGG
LSALDMMKPAHKLLSRSAYDASITLVRDLGHCIPLAKNSAPTDVLLLLTPLVEPFAKSEE



ESQQASSTSPTSPSKLVNIARHLNHRQKGYLEGESTFQELGVALAKRWRGKVVHTSYTA
SGISPLHERLVSEASAVVLLTADGVRNVYQYGFTKYIVSLCQGSQNQSPAASSTIGSPDKP
CIVVAVSSPYDFMNDRQVTTYLCTYDLTSPPLKTLVRVLFGKLKATGLPPTARQTTPRSK
VQRQLWLVEKFDFERDAFSLQEMFDQVRMAVSNTFSDPEAQYPSYCFETSHYQNNYQP
LFEAEHFIVRNSSTQKVYGFCATYYNQHLSRGIIAAIVVSTSHRGKGIGFSLHQYAMHSLE
QRRGIEVVQFGSEIPVIFPGIPNRLSTHQLGLRSWVRNRGWDVGNWNHHEFYAIHLVND
WHPISTPEKIAIDNGFLYDTVQTQDHEELNQHLLIQTCFGAGNSLLRHPVVLSELYRCAQ
ADTQGCKILLARAKNVGNSRSSSGKGKIIGSIVLYHASSQMSKYFPVEDRKTGGLVGVVS
SRGAQAVSIVEGLILKSLSILIDMGFNSVQTFIVGDPVYPQILVNLGFQKVSEFLSISKKAIQ
QASRHLSTGRE
>5851_t gene=5851_g
MVASTMTPAIVAAIALSVLPGADAAALQHKSALTRRDCPDYTDYSQSPHAPYSDGPLHL
PFQRPTEECRTFVSESVEKVINDVTSRLVDPDLAMLFTNALPNTLDTTVAWHVNASSDS
VQKRASNATWPGAQSFIITGDIDAEWLRDSVNQVMNYQTLAKSDAALYQLILGAINTQS
EFIINYPFCGAFQPPSPSGLAPTNNTEIDTVTPDYDRTFVYECKYELDSLAAFLSLGNQFY
NATGSTEYLSDRWYTALNTVLQTLDEEAQPTFDSKGQFVTNVYTWQRQTTLGTETLSL
NGEGNPLNRNIGLIRSAFRPSDDATIFGYFVPANAMMSVQLGRTADTLEAVGGNKTLIQ
DLRTRSTNLRKAVLDQGVFEHPTYGKVFAFEVDGYGGRNVMDDANIPSLLALPYLGFV
DVDDQTYQNTRKMVLSADGNPYYLSGSAFHGIGGPHAGLTTAWPMSLLVQAQTTDND
TEIMECINLVVNSSRLGLIHESINVNNITDYTRPWFAWANSLFSQTILKLAEEKPHLIFNDS
IPYIVPT
>5858_t gene=5858_g
MPDFYPSLAQTALVAAAFKVLLFPAYKSTDFEVHRNWLATTHSLPVQDWYYEKTSEWT
LDYPPFFAAFEWSLSQIAKYADPAMLVVNNLNYDSWQTIYFQRATVIVTELVLAFALNQ
YVKSVPSSSKHLAHIASLSILLSPGLLIIDHIHFQYNGFLYGILILSMVWARKQSTMLYSAI
AFAALLCLKHIYLYLSLAWFVYLLRVYCLEPKSVLPPRFGNIIKLGIAIIAVFGLALGPFAY
WDQLFQLKDRLFPFSRGLTHAYWAPNIWALYAFADRLLIPLAPRLGLPVDYEAVRSVTR
GLVGDTSFAVLPEVTKEQTFALTFIFQLLCLVKLWLRPTWDTFVGAVTLCGYASFLFGW
HVHEKAVLLIIIPFSLIALKDRRYLGAFRPLAVAGHVSLFPLLFTATEFPIKTAYTIFWLILF
LFVFDRVAPVPERPRVFLFDRFSFLYITVSIPLILYCSLFHQIVFGLNRYEFVPLMFMSAYS
AVGIVGSWLGFMVVYFTS
>5867_t gene=5867_g
MATKSSPVVDQPLSETVIEQSLFQQAQSAAAAQRRTRQEEAPLAKIDLVNPDPAEDEIPPP
AYGDIYGEINNEENGLGTSARVTDDGRVNIRINQVNRRLSQIFTPALRQQVESVQDSHPP
SSPYIPSSLGGRKGVPPPPALNIVIQVVGSRGDVQPFVALGKVLKNTYGHRVRLATHPNF
KDFVQENGLEFFSIGGDPARLMAFMAKNPSLLPGFRSLVSGDINQRRKDVAEYIQGCWR
SCYKAGDGMTFRATDDDLSARPFVADCIIANPPSFAHVHCAEKLGIPLHIMFTMPYSPTQ
AFPHPLANIQSSNADPQLTNYISYVMIEVLQWQGLGDIINRFRAKCLGLDPVSLIWGPGM
LHRLKVPHTYCWSPALIPKPKDWGPHISVSGYYSLELASDYNPPRDLQAFLDAGPLPIYI
GYGSIVLEDPNAMMELILEAVRKTGQRAVLSKGWGGMDTDRDSIPDGIFILGNVPHDWL
FKHVSCVVHHGGAGTTAAGIAAGRPTVIVPFFGDQLFWGAMVARAGAGPHPIPYKQLT
VDKLVDAISFCLKPESLERAKELSSEIAMEQGNDMGAQLLHQYLEADRLRCMLAPSRPA
TWRIKRTQVRLSAFAACTLANAKILNFHDLKLFRPQEYETDEGPWDPISGGAAACFRAFS
GMAMGVAEFPSETLKPLRIPAGSRRQSQESVPTIARRSKTSLVNERSTLAGQSSSLIAQES



LSRVGSLPSLSSSTSNVESSYISDVLDGQSNLKQDDDGRRRVRSRNESDFGKERDMLRQT
GVHTSKGLGRIVKSAAKIPMEISVGLTKGFHNFPKLWGDDTVRPQEKVSDFKSGVMAV
GKEFGYGWYDGVTGLVTQPWKGAQKEGPGGFLKGIGKGLGGFVTKPTAGFAGVLGHT
MKGVHKEMQKVFGSNVQGYIVASRVAQGYEEWLQSSDTEKQDVIDRWKIVQKYLKER
NPDESMLDVLRAQQQENTENAGVTSVGMTAPNLDPESVVSHLDELRESAGDSEIVEMSI
QGTSLRDTGEGTGTEWGNKEDESQRRRQDAADDEAELESLRQAIAASETEAQQQASEA
LEFERQLERVMAESLREQRQRHSSSSSSVWESDTSSDEDDDDENERESAEMAEKAAGSL
SQQPPSYDPGHSQSGFEGQRGEKTAQERTEEEIVLEYVKKQSLLEAHHQSKGKGRATAE
EDEDDEDLQRALKLSMQDVNSRRT
>5876_t gene=5876_g
MTTILTNGHFFTGKGTELADEASFAECLVIQDDTIVHVGSSTDEVVSQAQQNGAVIEDLK
KRYILPGFIDGHMHLLLLGQALQKLDLDGCKDLSEIRERISVYAKQNPQVPRILCKGWM
QSMTDNEALASMLDDLDPRPIFIDAKDLHSTWCNTAALQELKVDEMADPEGGTIHRDES
GRPSGLLSEAVVFAVIWPHLARAASMEEKLDALKGAISVYTASGYTGLVDMAMDENT
WEALLVLRQQQPNGKLNLRIAAHWLIVPSADSEADLKQVDRATELHAKYNLESSPDFRI
AGIKVICDGVVDGCTAALLEPYTLNGVSCDPLWPQERLAPVVSRAVKAGLQCALHAIGD
KTVHMVLNVLEAHGTRDGRHRIEHLEMTTAEDAARLGKLGVTASVQPVHSDPDILRAW
PSLIGHDRCRRAFAYRDFVDGGAPIAFGSDSPTAPFEPLPNVYTATTRRSARLPESEETVN
PHFALPLVTAFTAATTGAAYACFADKITGKLEKGLKADFVIVDMEWSKDKLLQATVDE
TWFGGEKVFSVQR
>5905_t gene=5905_g
MSKTSIATAATTATSIPGARQRKPSIPVIAVSTEESTSTKKPFNESDVLIVGAGVAGCALA
VALGKQGRKVTLLERSLKEPDRIVGELLQPGGVQALEQLGLLDCLEGIDAIKVDGYDVIF
HGTEVEIPYPADKTTGVIPQGRSFHHGRFIMKLREAARTTPNVTIVEATATNLIKSHSDVI
GVEGTVDGNSDHFIAPLTIVADGYASKFRKDYHTHTPEVKSKFCGLELIDAELPMPLHGH
VFIGNGPPVLMYQIGTHETRALIDIPDNLPSASVENGGVKGHMKNVVLPSLPKAVQPSFL
AAVEQGRIRSMPNSFLPSTTNKTRGLIIIGDASNMRHPLTGGGMTVALNDVVVLRDLLSP
EKVPTFKDTPLVTKTMKTFHWQRKKTASTINILAQALYSLFAANDPYLRILQRGCFRYFE
MGMIEAPCGMLAGLIKQPTVLIRHFFAVALLSIWINFTETPFYLWPYAFYQGCAVLWTA
CEVIMPYVFAELKR
>5964_t gene=5964_g
MTSKHSFERAGILALGLVATSSFVAAGPCDIYSSGGTPCVAAHSTTRALYDAYSGPLYQV
TRSSDSSKTDISPLAAGGVANSAAQDSFCSGTTCLISIIYDQSGKGNHLTQAPKGGWSGP
GPNGSDNLATATSAPIYLNGQKAYGVFIAPGDGYRNDKTTGIATGDEAEGIYAIFDGTHY
NGGCCFDYGNAETSGTDTGAGHMEAIYFGDCNVWGTGSGSGPWIMADLENGLFSGYN
AKQNTNDASISWRFVTAVVKGEPNNWAIRGGNAQSGSLSTYYSGIRPSGYNPMHKEGAI
ILGTGGDNSNGAQGTFYEGVITSGYPSDSTENSVQANIVAAGYSTSPGSHTTSTTLTTTTT
ITSVSGAGQTHWGQCGGSGYSGPTSCVAPYACTTANPYYAQCL
>5966_t gene=5966_g
MASLSTIAMITLLVPLVTFFLIPTAVGYILKLALRSLGWSLKNKTNARRELILSQVRIEEEH
YLETAKLAASSSAGPEDDDWEKVDGTVPGVAGNGKPIGEDWEGIIGFFHPFCNAGGGGE
RVLWAAVKATQERWPKAVCAIYTGDHEVTKAAMLERVETRFNIKLHAPTVVLLYLSTR
KYVQSSMYPHFTLLGQSLGSLVVAFDAFNLLVPDIFIDTIGYAFTIALSKYLFPSVPTGAY
VHYPTISTDMLTSLDDNTGIKGLNSGAGTGWKGMAKKQYWRLFARLYGWVGSKVDV



VMTNSSWTSAHINSLWGPARRNKKLAYKDASVVFPPTAVSDIKSAIDVNDSTEASREPSI
LYIAQFRPEKNHALILRAFARFIQNRRKSPSSATEPKLILIGSVRHSSPDETHIYHLRLLAHE
LQIRDQTTFICDASWPTILSHLRTSSIGTNAMWNEHFGIGVVEYQAAGLISVVHDSGGPRE
DIVINLDGKGETGFRASTEEEFAAGFEDALSLPAAEKVRMRLRARESAMRFTEEEFARK
WIAEVGKLVDLRRRK
>6003_t gene=6003_g
MPQREFVPKKYELSKDGNKSTLALRSVGGKQSFDFTFEAVRPNLFRVRFTSDAHPLPPYP
SVPEPTKDDSLSSSFTTNDASAATEIGGVTATVEWKSTPVVSLSFSGSKQPLHRDLPGRSY
VADSSGVSHYSVLDREALHVGLGEKPAPMDLTNRNFILSASDTFGYDVYRTDPLYKHIP
LLIKASSEGVVAIFSSSYSRGTWSVGSELDGLYGAYKVYRQDYGGLEEYFIVGKTLKDV
VRTYAELAGFPLLPPRWAYGYISGGYKYTMLNNQALLDFAAKLKHHDIPCSAHQMSSG
YSFSDSEPSLRTVFTWHPGRFPDPKKWTSQMHAAGLRLLSNIKPFVLSSHPDFPKLKAAN
ALFTDPDTQLPGYMDVWSAGGGEGAEGCHIDFSSHDGFKWWFEGVQKLANAGIDGIW
NDNNEYTLPNDDWTLKLDNKDVKIGHRADAPNSVGLWGRNMHTELMGKASHDALVN
LRPNTRPFVLTRSATAGTLRYAASSWSGDDVTSWENLKGANALSLNAGFSLLHCYGHDI
GGFEGPQPSPELLLRWVQIGIYSPRFAINCFKTSPADNLLGDVIEPWMYPEITPLIRDTIKR
RYEILPYIYSLALESHLYASPPQRWIGWGYESDPEVWTSKKLKEGEEQFWFGDSLLVGG
VYEPGVTSAKVYLPRKSDGRFDYGYVNLNAPYEYLASGQWTTIASEWQNSIPLLARIGG
AVPVGKSVVTRTPGEENSDDAAAGISELDDYRGIEIFPPQASSHGHIFSTTWLEDDGYTQ
NAGVSSFTVNYSSTVEKVTVAFERGDGNKYVPAWKSLDVVLPVGDERHVVSSQSGQPL
EYVGVDARGRRVYRLSDI
>6004_t gene=6004_g
MASRFLAIGQVSLDVAAFQVATLNIAGDMMTVLDHIHLLRQTLSHGSDILDNPQDSEFQ
ELLARWTDIDRKEPAAIILPSSENDCLKAVQWALQSSIPFVARSGGHSEWSTIGKDGVIID
LSRFSGVEVDAEAKTAVLRGSILSKQVAVSLAEAGFFTALGNGNTVGAIPYMLGGGVAI
TTSTTGFGSDQILAARIITANGELLTVDENNHPDLLYAIRGAGQFFGLVTELTIKALPLSLL
GNDAGVIWVGGFVFPINRAEEVATVMKGLMDDDRYATAGLMMIMAPPPDQRPSLVIAA
RYEGNPDDAEKAYAPLYKLNPIIANGGPVPIQNTSDSRAAIGAKGDFKRFGVVGLHGFN
VSSFLETVELYKELIAECPDAINTAFNFQWWSTPPRKPDFESAMSLHDIRYWQNNLIWHT
DARNRAKVDEYNDRCIAIMRGPNPTELVNYQNGTRDGPIKYRYRGIERLTRLRQLKKH
WDPSGVFTRQLLD
>6054_t gene=6054_g
MDFSRYGTASEEWLEFVSRNPQASQDGYNDNDLQLASQLRESANKAREATSQRLLSQH
DLHKKVDITTLSVPSRGSHSIPLRRYSPPSYNQNGENLARCLVYFHGGGFLFGSETTDDY
LCATMADSLKIVIISVIYRHTPDWPHPSQNQDAEDAMLYIENSATNLGIDITSGVGVLGIS
AGAGLAAAMAIRDRNHLRLISSVTLSIPWLIHVDNYPFEAFLSPEKSSKIQCRDAPVIPWA
RLKMFSDLVDGGKNNSVNKDSLLNAALRADEELRDWPKTAILVAGMDPLRDDGLLLA
TRLKALK
>6128_t gene=6128_g
MLLPKGGVNWKSARSRLPPWRAVLILLTRTRFLVSIAVTGLVVLLWRGISSSAAEMQSF
YCYGPSKSPMHMTINEMNEWNAHLQTPVNFNHHEPYDVNSTSINFVNLNPIKSTPKAAA
NGERVLILTPLRDAAPYLPKYFDLLSILTYPHELIDLAFLVGDSTDDTLAVLSSELDRIQSQ
VEQKVAFRSATIIQKDFGSDIDMNVKEKHSFEAQGPRRKSIARARNFLLYSALKPDHSWV
YWRDVDIVDSPEKILEDFMAHDKDILVPNIWFHRYENGHDIEGKFDYNSWIESDKGRRL



ADSLPKDTILAEGYKQYDTGRTYLVKLGDWRNNKDEEVELDGVGGVNILVKADVHRA
GINFPSYAFENQAETEGFAKMAKRAGYQVVGLPNYIVWHIDTEEKPGNLGGRKAY
>6133_t gene=6133_g
MFPRIKPERTSLFALGLIASSSLVAATGPCDIYSSGGTPCVAAHSTTRALYASYSGALYQI
KRGSDNTTTTISPLSAGGVANAAAQDTFCADTTCLITIIYDQSGRGNHLTQAPPGGFDGP
DVNGYDNLAAAVGAPVTLNGKKAYGVFISPGTGYRNNAASGTATGDAAEGMYAVLD
GTHYNGACCFDYGNAETSSTDTGNGHMEAIYYGDATYWGSGSGSGPWIMADLENGLF
SGESTGENSADPSLSYRFVTAVVKGEPNFWAIRGGNAASGSLSTYYSGVRPNVSGYYPM
HKEGAIILGIGGDNSNGAQGTFYEGVMTSGYPTDATENSVQANIVAAGYATTSLTSGTA
LTVGSAISLHVTTAGYTTRYIAHTDTTVNTQVVSSSSSTTLKEQASWTVRTGLGNSACFS
FESVDTPGSYIRHYNFELLLNANDGTKQFYEDATFCPESGLSGTGTSLRSWSYPTRYFRH
YNNVLYAASNGGVQTFDATASFNADVTFLVETAFA
>6260_t gene=6260_g
MSRSKEGFLWTPTQETEGLLSDAVQQGSRSIQDFYDVVVIGAGFTGLIAARDLTQKHGL
RVLLVDARDRIGGRTWTAKVQGEEIEMGGTWVHWNQPHLYAELHRYGLHRNLKTSAG
TSAAEMQYFRPASGQLEAVPTEKYVAVLENVAQRFFSIDGLESKSLMPYPHDPLRQPSP
WQAYDHLSVKNRLDQLHDIPHWEKDLFEANINTFGSAPGKDIGFVEALRWFTLGGHSM
VGVFELASIFKLGNGGMASFARAIWNEFNGDSLFNTPINGIRQGAGGVEINTSQSQTIRAK
LVISTIPLNCLNDIQFSPPLSPIRQAAIAEGHINRGAKIHFKLRETLPGWFWTSNGYNGSNF
VFAFSDHNGTQPSGPSGTWCIGFGYNGCLTDKKDSRSILKAFKQDINPNHNVEVYATHD
WMNDPYAKGVWACWGPNSTSKYLKALQEPHGRIVFASADWAAGWRGFIDGAIEQGK
VAVHHIIELLKNDLSAASAKL
>6326_t gene=6326_g
MPQNDTATTLNIALQNQTTSSNVNAYITGQAIDNNNALFLLQSDGKTAYYPTSPSSTTSA
LGANCAIPLGAPGNTVTVTIPHLAGARLWFVQDDTLTFYLNPGPALVEPSSSNTADVNY
NKYWDFCEFTYNSTQLYVNISYVDFVSLPISLTLTNTSNQTQHVSGMASNGLDTICSGLN
AQQSKDSAGWNQLIIQKNGANLRANSPNTGISLNNSLFSGYYQPYVDQVWSQYTNSTLT
INTQIAAGNVTGQVSNDTFNFGNGAATYTKPAAADIFSCSSGPFAPTGNQEKDDITARLT
AAFNRSTLLIDGNTPESDDPTEYYQNAITNHYARIVHAANLDGRGYTFPYDDVAPTNGA
DQSGSIHDPNPQLLTVAVGGGNASTSAAINNPSTATPQTGKNNQQSANGKKNGRSGGNS
KQNVFLGLIQRLPCF
>6328_t gene=6328_g
MAPSSSYISSQLRQLIYYHLDNNLVKNALFLAGRLHAYESRSSEASYLLALCHLLSGQSK
AAWEYSKVAGSRGTHLGCSYVHAQACLDLGKYREGISALDRSRYLWGAKSNWNKHSE
TRRQHTPDAAAVLCLQGKLWQAQKDLKQAVECYAEALKLNPFMWDAFLGLCETGVNI
QVPNIYRLSPELVAILQAAPQPDLSALSDITMSANGPLQTQSNSTSNSDPFASTSKGDPVS
STGSSALWEKLNGSSVSVASVGTTIIHEIPEYENETEDTRNARGDWDPPLAPNRRNRIIQQ
VEYGDPPPKMRATALKSRIRSRAESEDQNVMPMDEVSTSVAPAGERKRTVSGQVAHPP
QAAEPGAPQRRSTRLLNHIRPTSSRLATATLGREGREVRKVRATGTRGRAPPATNVGRV
VSGNRKVLGNGSDPDGKDSRTSATSSNGGSSHQSKSAVADRSKEMEALSWLMDLFSKL
ATAHYNLTRYKCQEAVQAFNLLSQAQRETPWVLSQLGRAYYEQALYADAEKYFVRVK
ALAPARLEDMEIYSTVLWHLKNDVELAYLAHELVEVDRLSPEAWCAVGNSFSHQRDHD
QALKCFKRATQLDPRFAYAYALQGHEHVANEEFDKALDAFRKGISVDSRHYNSWYGLG
QVYEKMGKLEFAEQHYRNAVQINPNNAVLICCMGLVVEKLNNPQSALFHYSRATSIAPK



SVLARFRKARVLLKLNEYKLSLAELKVLKDMAPDEANVHYLLGKVYKQLRDKANAIK
HFTTALNLDPKAAQYIKDAMETLDDDEDDDADMA
>6354_t gene=6354_g
MSTDPSAIMPSSYPSQDGRIKYDQFFIFGDSITQLSYDQRLGFGFGAALESDYARRLDVV
NRGFSGYTTANAKVLFPKIFPTLQEGRVRLMTIFFGANDAVLPPYAQQVSLDQYKENLK
FLIHHPSIKEHGTKIIVLTPPPINEHQLKFFDAEKGFETPSRTAANTKRYADACRDVAQSL
GVPVADIWTAIIKSTGWEDGQPLTGSKDVPANEQLASMLTDGLHFTGKGYKLMYDEVM
KTIRATWPEEAPENLREVFPPWDIAPK
>6407_t gene=6407_g
MAGVTQPPYPLHPSIASRIHPEYAAFYNEYIINQQQVHLQPVAASRTSGVLIPGGGPVLPV
GKTEDITIKRVETEGPDVLVRVFTPETPAPEGGYGITLYMHGGGWVLGNINTENTVCTNI
CKRAGVVVVSVDYRFVLPPISAFSTIYSNAKMLTRLAPENPFPAAVHDCWEALLWLHTP
STISHLNINTTSKLSVGGSSAGGNLAAVLTHKALLERPGQINIVAQALSVPVTDNTATPQN
NWAWKEFEFTAALPALKMMWYRKHYLPDEKEWSNPEASPLLYGNEDGHWAKLPPAV
VVVGELDVLRGEGEAYAKKLQENGVRAEVHVMKGMPHPFLAMDAVLEAGREAITLLV
EAVKSSL
>6426_t gene=6426_g
MSKFLSWSVLLQGVSYTLAAPQQGKCLPAVNVGYAANITFVGCYTDNSTRILQGGSTVP
PNGNDPQSCADSCGASGFTYAGVEYGSQCYCGSTILSGAQQQADSACTMTCSGNSSEIC
GGTWLVDIYQISNPSSTPVPLSGAVKPNCTADPLCSNPVCNAALDPLTRAKGLVDALTFD
EKIQNTQNGSPGSARLGLPGYQWWSEALHGVASSPGVTFQTGNFSYATSFPQPILMSAA
FDDALIQQVGTVVSIEGRAFSNYGNAGLDFWTPNINPFRDPRWGRGQETPGEDPFHIARY
VYNLVDGLQNGIGPTNPRVVATCKHFAGYDIEDWEGNARYGFNAIISTQDLSEYYLPPF
KSCARDAKVDAIMCSYNAVNGIPTCADSYLLDTILRDHWNWNQTGRWVTSDCDAIGNI
FTDHHYTSTAAAAAADALNAGTNLDCGTTMSNNLAAASAQDLFQNATLDTALTYLYSS
LVRLGWFDEETSPYRSLDWSDVGTPASQQLAIRAAVEGIVLLKNDKTKVLPLSSHRQTIA
LIGPYANATTQLQGNYAGVAEYIRTLVWGAEQAGYNVEYALGTDINSTDTSGFSAAVA
AANASDIIIYAGGIDNSIEAEAMDRDTISWPGNQLQLVDELSQVGKPLIVLQFGGGQLDD
SALLENEKVNAILWAGYPSQAGGQAVFDILTGKSAPAGRLPITQYPANYTNEIPMTDMA
LRPNGTNPGRTYRWYDDAVIPFGYGLHYTSFDVSWASKKLGPYNTASLGHVSKSQYPD
TAAFDTFHIDVKNTGKVTSDYVALLFASTKNAGPAPYPIKTLVGYARAPSIKPGETRSVS
LDVTLGAIARTAENGDLVLYPGTYTLEVDVGQHYPTAEFQVNGPDKVLDSFPQPPSS
>6427_t gene=6427_g
MRTNMIAQFWALFSCLQLSHATTFQNPVIFNDLADIDVFRVNDTFYYSASSMHFSPGAPI
LTSKDLVNWEYVGHSVPSLDFNSPAYNLEDGLRAYARGVWASTLRYRSSRNQWYWIG
CVDFNATYIYTSSAATGPWDKASVLDNNCLYDCGLLIDDDDSLYVTHGSTQLSVTQLSS
DGLSAAKTQVVYNASEYVEGSRMYKRNGIYYIICTQPDIGEYVLKSSNGPWGPYDFGVI
LNSTSSPSALTGGDTPHQGGIVDTPDGDWYYLAFVDVKGDSTGRVPVLSSLSWNNDNW
PVLTLDSGNVWPQSLSYPVESGLQTPNTDASLTGVDSFQSGTLGPQWEWNHNPDLSHVS
VSQNGVQLSTATVTKLDDIYQARNTLTRRILGPASQATIHLDVSKMQDGDRAGLALFRD
SSAWIGIQQTGSTRNLVMRDNMILNQTNSWATESYGTNVASINFNQNPSNLYLRVYGDF
SASGSGQAHFSYSFDGKNFTTFGSTFTLATDWEFFQAYRFAIFNYATKALGGSVLLKSFD
LESVVL
>6429_t gene=6429_g



MKNTFSTLCALGALHVSSVTATTIYLAGDSTMAPGGGGSGTDGWGQYIASYLTLNVSN
QAVAGRSARSYTREGRFNTIASELKSGDFVVIEFGHNDGGSLTPTDNGRTDCPGNGTETC
STVYDGVAETVLTFPAYLEKAATTFKAKGAHVIIASQTPDNPWETGAFVYSPNRFWGYA
ELAAEVSGVNYVDHGGYVASIFKTLGETTVDSYYPIDHTHTSVAGAKVVAQAFLKGVV
CNNLDLKSYLTTTSFEGVCL
>6468_t gene=6468_g
MANEQGAPDNIPPNQPNPVIIGPGLSALGEEAYLEASAATPAVVSAATAANNADGAVNP
REPKQDESAASYFAEVPGTATALKDAYAKSPMSPADAASGATSGPELLRRLSLIGGAHL
TPATPVTDPRADHPGLQLTGRIISASLCIPYKVAHQAGQDWELSPRAGTSALFDSFAHLA
SDQSPWNHTLVAWTGEVDEIVTKRAPLQPVSANGVNAVTTAPPPVNKASAPIPVDLSTS
QAQTSLEGILVSTADRERLERQLKSSKYGKILPIWATAESDEPSDDILLQDQSRWRRYAE
RELYPLLHYKQNGPSDGRSERKWWTDYMRLNRLFADRIAKTYQAGDIVWIHDYHLFLL
PNLLRQRIPNIFIGFFLHSPFPSSEYMRCLAKRKEVLTGVLGANMIGFQTYSYSRHFSSCCT
RVLGFESNSAGVDAYGAHVAVDVFATGIDAENVQKAAFGSSDIERVVANIKKLYAGKKI
IVGRDRLDSVRGVAQKLQAFEAFLEKYPHWRDQVVLIQVTSPTSMEEQKEDPENKIGSQ
VSSLVSTINGRFGSLSFTPVQYYPQYISQLEYFSLLRVADVGLITSVRDGMNTTSLEYVLC
QQGNHGPLILSEFSGTAAMLTSAIHINPWDTTGVAAAIDQALSMSKDEKLQRHEVAYKH
VTSNTVSMWSQHYINRLLTNLSSFDQSIATPALDRALVLKQYRKAKKRLFMFDYDGTLT
PIVKDPQAAIPSDRVLRNIKSLAADPRNAVWIISGRDQAFLDEWMGHIPELGLSGEHGCFI
RKPKSDDWENLAAQFDMAWQKDVMDVFQHYTERTQGSFIERKRVALTWHYRRADPE
YGLFQSKECRKHLENTVMKKYDVEVMAGKANLEVRPTFVNKGFIVTRLLNEYGRGPGE
APEFIFCSGDDFTDEDMFRSLRHSDLPPEHIFSVTVGASSKQTLASWHLLEPADVIATIGM
LNGTSLGAEYS
>6498_t gene=6498_g
MRLPTKEFAVLLACAGVGSSLQAEIPADLPVASLISSAKSHLATGSPRDALAYFDAAVAR
DPTNYLTIFQRGATYLSLGKDTQAADDFNRVLELKPDFDGALLQRSRIKSRSADWAGAK
EDLVKAGKKSSPEYVELDEAQSAEKAAEQAETKGDWETCVSQSSVAIMKASVALNLRR
LRSHCRFEKGDIQEALGDLAHILQISPGSVEPHLQISSTLFYALGDHERAIAQIRKCLHSDP
DSKSCSRLFRKEKQYVKALNQLQEFKEKRKFTNAINLLVGTKDESGMIDDVKEDVKEAR
ESGYIHRNAPDELYTSLIETTCEVYRAMNSKKAKTYCADILKLKPHSLHGLLHQAQTFID
EDEFDRAINTLTIAKEHHQSSREVQELLQKAQVLLKRSKQKDYYKVLGVSRDADDRTIK
RAYRQLTKLHHPDKAMSQGVTKEDAEKKMASINEAYEVLSDPELRARFDNGDDPNDPE
SGRGGPFQGHPFAGGRGGGGGQQFFFQQGGGGGGAQFKFNGFPGGGGFPF
>6543_t gene=6543_g
MAPIRVGLIGLSSSKPDSMTIGAWAHLAHLPYLLSSPDYEIVALANSSQEAAEKAVKVYN
LPATTKAYGSPEEIASDPDVDLIVISVMVMKHYQLAKPALLAKKNVFVEWPLGASLAES
EELAALAKENGVRTIVGLQARADPLVDKLKELLESGQIGEIMSSSVLGPMSGLPTDSWFD
GGEYYLDMKNGGNHFMIFFGHFFDSFTQVLGEFVEPHSILKAARTKIAIRGSDGSIKIPEY
PKNTPDHILVQGVLKDSGAVASICSRDLMHTVDGIGLRWLITGTKGEIEVTAPEGQWQM
SDPGRKLRLKIGKNEAVEVPYANNADKSYLERLSINVTGLYEAFLKDDQSHYATFDSAL
RTHVLLDEILKRSGFAA
>6560_t gene=6560_g
MRYFVNLAGLAFFSSAALAAPAPASLENRAASCTFSGSNGAALASKSKTSCSTIVLSSVA
VPAGTTLDLTGLNTGTHVIFEGITTFGYEQWTGPLISISGTDITVEGASGAVLDGSGKQW



WDGKGSNISNGGKIKPKFFFAHNLKSSSISNLKIVNSPVQVFSIDSSDTLTLDHITIDNSAG
DTEGAHNTGAFDVGDSNGITISNAIVYNQDDCLAVNSGTNIIFTGGTCSGGHGLSIGSVG
GRSNNDVNTVHIEDSIIQNSQNGVRIKTVSKAQGSVAGVIYKNITLSGITDYGIIIEQDYEN
GHPTGIPTNGVPITGLTIDGVQGSVSSSATEVYILCGDGSCSNWTWEGVDITGGKKTNSC
KNVPTGASC
>6562_t gene=6562_g
MPSVETVSHHEGGIRNEGLQESTDSGRKLPHSVTHGMAPASSSWLPLGMKETIHQWWH
KAPAAVAEHKVLSTIPYLQEAPTQRQTGNTASAPNSPSATDSLQALDPSQIGDETVNSNN
DPYGPRRWRSRMVELSGKNRALNEFSVERVGEETDHNLVMLHGYGAGLGFFYRNFEPL
SRAKGWHLYALDMLGMGRSTRPPFKIKASDRQEAITEAENWFIDALEEWRVKSKIERFT
LMGHSMGGYIAAAYALKYPGRLNKLILVSPVGIPEDPYAVNEAMPTDSTETNTNGKAPP
RLPRLITYLWDANVSPFSLIRWSGPFGPGLVSRWTSRRFSHLPYAEASALHDYTYSIFRLR
GSGEYALTYLLAPGAFARSPLIRRIQGIGRQVIRPDSPAALTSASDPSAVAATASQPQKEN
GIPVVFMYGDHDWMDVAGGFAAKEKIEEEKRRILKDATPEEREADNGSAKVYIVKNAG
HHLYLEGDEEFNEIILKEMEDVRRREAKRQS
>6581_t gene=6581_g
MSSNQVPPTPTLSEKHSGIPSRLYEKAQYAKSLILDIATKEQNDRKRGVAIPAGVEINTYM
KAIDELSEQLGKENVELNDQPLKDGWYMEHPNTHDAMHVLDEEEFVASAVVYPGSTEE
VQKIVLWANKYKIPIFPISIGRNLGYGGAAPRVRGSVVIDLGRRMNKILDINPVDHTCLVE
PGVTFYALYEEIQKRGYKHLWIDCPDLGGGSVLGNTVDRGIGYTVYGDHWACHSGLEV
VLPTGELIRTGMGAMANSSSWQIFPYGYGPMADGLFSQSNYGIVTKLGMTLMPNPGGY
ESYLYTFPNESDLAPLVDIIRPLRIGNILENVAQLRHVVQAIAYSGKPRSSYFQGEGQMTD
ELAREIARKELNYGDFTWLYYGMSYGPKEIRQYKLDIIHKEFSKIPGARRIDPATLPKTDY
FWSRDRIAAGIPDLEELRWVNWYPNGGHIAFSPVSPVRGPDATELWRIARSRAAEFGHDI
FPAFCVGLREMHLIVECVFNRDDPDSRKKALACMRAMIDEAASKGYGEYRTHLVLMDQ
IAKTYDFNDHALMKFNERIKDTLDPNGILAPGKSGVWPARYRGRGWEMSGLSDRSEGD
GVARDAATRLADIIKVEHPERGDDTRAWGPPFAEYKDGRKGPGESAYYLSVNRNKKSL
GLSFAHPEGVEILHELAKNCDVLVENYLPGSLKKYNMDYESIRKLNPRLIYASITGYGQT
GPYSNRPGFDVMVEAEFGLMHLTGSRDGPPVKVGVAVTDLTTGLYACNSIMAALLARA
NTGEGQHLDVCLSDVQTATLANMAESVLISGRRDSGRWGTAHPSVVPYQGFKTADGDI
FLGGANDRLFGILCGKLGKSEWSKDPKYVTNNERVRNRKELEDLIEAETAKRTTQEWLN
ILEGSGLPYAAVNDVLGTLNHEHTKARGMVQEINHPSCGPIKVLSPPVKYSNADPSIRSPP
PLLGEHTDEVLESVVGLSREKIQSLKSKGVVA
>6592_t gene=6592_g
MSRYLLAISNTILIWTLNFQGIHCLPQLPSRTAYSLPQTSRSVIQSPASLVTYYPPDTARLL
NIQTQGTYQSQLETEGHPSLQPFPYPSISIDPIEELGDFPDSRPFTPFATASAAVVTVTVTVT
STVYQSSTSRHSSSGIHRSSIAKATASLSSMEGQNIFETVSLDAVPTNIPVKEVHPVPKVGI
VNTTTPIGTNKFYANFFLGTQATSSFTQPYSLVWSKGGGNAQSWGLAISHTDLDQLVYG
NQSNQLPGNPVEYYLNPIGLQSITLSASELGPSTVLNTDRLTGFSADVILRPSDQSSNSIVF
PVLQGMGFVTGIYTGLQPLVQSCITFRDLVCVGAIGQGTYKYRVTLADGKSWLFYVTPD
NDTGVYPAFNFDDSSTTIQGPSGFYGTIQVAKNPAGDSGEVVYDASAGVYARSASISGA
VSDYTGTYGLTWEKAGQNATNKPVLMFALPHHVESFDAQTRIAVQPLQLRSTTKGNMT
AVAADQWTMVESDLPIDMEFAPWSPSLGSVGTLSSDVQQTIYSASESELTTDVDSQSNL
NSMYYSGKVLSKFATLVYTVHELANNPDLAASTLDGLKKAFTRFVNNEQQFPLVYDNT



WKGVVSSAAYATNDLGQDFGNSGYNDHHFHYGYFIHAAAIIGALDPSWLNDANKAWV
NMLIRDAGNSVSDDPSFPFSRAFDWFHGHSWAKGLFESADGKDQESTSEDAMFAYAVK
MWGKTIGDKSMEARGNMMLALLRRSLKNYFLMEDDNLNHPSNFIGNKVTGIVSSSRTL
EVGEANESTQLFENKAHHTTYFGTNLEFIQGIHMLPLLPSSAYTRSKTFVKQEWDAMFA
EEACTPASSVSSGGWKGVLYANQAIIDPAKAYDFFNQPNFNMTWIDGGATRTWYLAYA
AGLKGGN
>6633_t gene=6633_g
MQLIPKEIDKLVISQLGLLAQRRLARGVRLNHAEATALISSNLQELIRDGNHTVADLMSI
GKTMLGRRHVLPSVIFSLVELQVEGTFPTGTYLVTVHHPISTDDGDLEKALYGSFLPVPP
KEAFPDPDPADYEPENQPGAVITVKNSRITLSEGRKRIKLRVKSKGDRPIQIGSHYHFIETN
PQLHFDREKAYGYRLDIAAGTSIRFEPGDTKTVTLVEIGGNKIISGGNFLASGKVDTSRVE
EILTRLQQAGFAHEPEPTADASLIAPFSMEREAYVRMFGPTTGDLVRLGATNLWIKVEKD
LTHYGDECTFGGGKSLREGMGQSSGKTTKECVDTVVTNALIIDWSGIYKADIGIKDGIIV
GIGKAGNPDVMDGVHPNLVVGSSTDVIAAEGKIVTAGGFDSHIHFICPQQINEAISAGITT
MLGGGTGPSTGSNATTCTPGPTHMRQMIQACDSLPINFGITGKGNDSGKESIREQAIAGA
AGMKLHEDWGSTPAAIDTCLEVCDEFDIQCMVHTDTLNESGFVEQTIQSFKNRTIHTYH
TEGAGGGHAPDIISVVEHPNVLPSSTNPTRPFTLNTLDEHLDMLMVCHHLSKNIPEDVAF
AESRIRGETIAAEDVLHDLGAISMMSSDSQAMGRCGEVILRTWNTAHKNKEQRGVLPED
EGTGADNFRVKRYISKYTINPAIAQGMSHLIGSVEVGKLADLVLWTPDNFGTKPKLVVK
GGMIAVAQMGDPNASIPTVEPVIMRPQFGTFVPSTSIMFVSQASISQGVVQSYNLRKRIEP
VRNCRNVGKKDMKFNDVMPKMKVDPERYTVEADGKLCTAEPATKLPLTQQYFVY
>6669_t gene=6669_g
MPSLTQVSLFLSLTISGLVQAAPAPAPTSPPNISERASSCTFSGSEGASSASKSKTSCSTIVL
SDVAVPSGTTLDLTDLKDGTSVIFEGTTSFGYEEWDGPLISVSGTDITVTGAKGHVIDGD
GSRWWDGKGSNGGTTKPKFFYAHDLTSSTINGLSIKNSPVQTFSIDGSTDLTLSDMTIDD
SDGDDGSAANTDAFDVGESTGIIISGATVYNQDDCLAINSGTNITFTGGYCSGGHGLSIGS
VGGRDDNTVSDVTIESSTIIDSANGVRIKTVYDATGSVTGVTYKDITLSGITDYGIVIEQD
YENGSPTGTPTTGVPITDLTIDNVKGTVESDATDIYILCGDGSCSDWTWTDVSVTGGKSS
DACKNIPDDISC
>6702_t gene=6702_g
MSLVLQAYTFAQQYVASVLHPTPSKSPMGLKLGVISTAQINSAAIIHPAETHPDVILHGIA
SRNLESARQAAQKYHFKKAYGSYQELLDDSDIDIVYISTPNGLHFEWASKALRAGKHVL
CEKPFTSNAEEARKLIELAKEKGLVCEEAFHWQFHPAAHLFREILDSGQYGRVLRTNAV
MTASPGVPHGDISFELSGGSLMDMTYALSFTRFAVQGAKLKEIQSAVARPYSKDQRVDE
AMHSLILFEDSRDGHLIQSRVYTDMARQWAIKGIVPRVWELPSIEVETDKAIIFFYNAMM
PHLYHYISITDKSTGKTQYKKQYKGGPCWGESWTTGGKGGKSYWSTYRYQLEAFTEKV
RGKHVPFWIPGEESVLQMETIDAIYKAAGLPARPSVSKPDKV
>6719_t gene=6719_g
MITRDSIPLKCEVIIPSPETPVRFVLDRWSDVGLNLPALVVVPDTEQDIIDTIIYAKDTGLEL
IPGGGGHGPFVSITEKTLYLDLKRFDKVVLDTSQEQTKISFGGGTLTRQIIDACTSKGFYT
TWTNSYGVGMVGSVLGGGSQPLNGLHGMIMDQIISIRLITAAGEVLELDSSSEGEELALF
HALCGAGHGLGVVTSMNLKAFPLAALRMKNDEVWCRRVTFPADAIDLAAEKYKQLLP
PKPAQYVLLMFAREPVTSSAPGAPIIILSSLYYGPEEEGEQASKPLFDDAIVNNITIHPETVS
TPLSQMNEAWASFSAHGEYKDISSAWLRTTPVETMKASFQQYVQFTDQYKDATRSTIV



HATHNPRTHMAISETAEGQAKYFESRDRGTCMLVMPWTNNPETVEPMRAFAKRIKALY
RKAQPDSDVPRTFPNNMQSDTQLEELHTVDRIKELKRIKKLWDESNVFWSPYRDKRKQ
>6722_t gene=6722_g
MSSLPMNTVKLLIISIRDAIDLTFSVFVQLFAGDIFSPRRLLRMVLELMLAGLLLIAPAITD
VQYLSSSNRTRSYWVHAPENSQEGQKYPAVIMFHGGGGIGSDADGLAMQLDLRMSLPL
IQTAYSADKYFIYPNGVGGVWAGPTYAKVPVEEDLQFVSDMIDDLKSKYSIDSNRIYGA
GMSNGGGFVDTIACSELSSQFAAFASVAGSFYTSVGGRDCLLARSPIPFLEIHGGLDKGV
HYAGGMGYGGPLPPIPVWLENWAKRNKCTSNSTAHSIDGNVHHTSWTCGGQSGILQH
WKVDANGHDWPSKSRNINMLVAGMGPQPIEANELIIEFFNQYSLN
>6727_t gene=6727_g
MTITSFTLWFLALATFVVSGIAQTVDPTSCASGVHLLLLRGEGTGDDLNVLDSIQSVVLE
QIPGSTSLGLPYQHGDSDKQFAAYNGSLLLQQYIAEYASSCPSSKIAILGYSLGAVATMD
AICGVSSLLVTYYVSALDPHYAQNVIAVVAYGDETYVPFQPWNVGNCTIGAGIYPRLDP
AACEPFASSLQSYCDYGDEQCCSVFPLDDNAAHHTYFTKYNQDVVTFIQSRL
>6728_t gene=6728_g
MPASRPVRTAVIGLSSSAVTSWAANAHLPVLINARNRDLFQITALCNSSVDAAKSAIAQY
QLDPSTVKAYGSPADLAADPDVELVLCNTRVDKHYETILPSIQAGKSVYIEWPIAGNLAH
IEELVAAYRARRNQDQVAAVGLQGRFAPPVVKIKEVLQSGKVGKLVSTEVRFFGGTKD
RQNLISGLKIFTQREIGGNAITIGFGHVIDYVQSVVGDVVPGTDHVHLGLQHPEVGLRDP
QTGNIIETVRSDVPDLLNLHGTLPESDYTSRKASLVAYFARGQPYPGEPSLTWILNCEKG
AIRLVSPSGIALHANAYESPVTISVHQYQTDKVEQIEWSWSEAQLDVPILSRSVQTCLVSV
AEKNQKGYVDLEDAAVRARQISRWLDSFSADI
>6729_t gene=6729_g
MFDSAFDCVVLDGTVVTAADVGRYDIAIKDGKIALLAPARSLSKVKATRVIDAQGAYIM
PGGVDAHVHLSEPQLFGKGRPADDFTSGSRSAIAGGTTTIIAFAPQDRSDPSILNALDEAQ
QKARDAAYCDYSLHLLISNPTEQALEEFAVLRERGVSSIKIYMTYEVLQLRDNQILDVLL
QARKDLITTMIHAENGDMLTWMTEQLERRRLLAPKYHATSRPQILESEATNRAIALSQL
VETPILIVHVSSPLAANNIRTAQTSGLPVFAETCPQYMFLTRKALDQPGFEGAKCVCSPPP
RDGEADLESIWKGLENGTFTILSSDHCPFIFDDNVDGKKSAISEDAPLGRFRYIPNGCPGV
ETRLALVLSADRLSPQKFVEVTSTNPAKLYGLYPQKGALIPGLSDADLTIWYPSSALEPFP
VTNSALHHNVDYTPYEGQIVSNWPRYTLVRGEVVWDRDNGGVVGRKGYGQFVKRGPS
AFCREQPEWDVEKF
>6743_t gene=6743_g
MTLGVATTAVLTVGLLASLVSSAASQSYTWNNVKTGGGGGFTPGIVFNPSAKGVAYAR
TDIGGPYRLNADDTWTPLLDSVNNSNWHNWGIDALATDPVDTERLYLAVGMYTNEWD
PNPGSILRSTDMGTTWQETVLPFKVGGNMPGRGVGERLAVDPNDNSIIYFGARSGHGLW
KSTDYGVTWSNVTAFTWTGTYFQNSSSSYTSDPVGIAWVTFDSTSGTKGSPTPRIFVGVV
DTGKSVFKSEDGGVTWAWVSGEPQYGFLPHKGILSPQEKTLYISYSNGAGPYDGTNGTV
HKYNISTGVWTDISPTPMASTYYGYGGLAVDLQVPGTVMVAALNCWWPDELIWRSLDS
GATWSPIWAWNGYPNIDYYYSYDISNAPWLQDNTSTAEFPVRVGWMVEALAIDPFDSN
HWLYGTGETIYGGHDLLKWDSSHNITLKSLAVGIEEMAVLGLIAPSGGPPLLSAVGDDG
GFYHVDLNTAPSQYFHDPTYSSTNGIDYAGNKPSYIVRAGSSSTLPTVSLSTDYGLTWSA
DYAASSSTVPGAVALSADGDTVLLVPTSGSPLISKYTSSFSTVSGLPPSAVIASDKSNNTV
FYGGYAGSFYTSTDGGNTFTKGPSLGSSSAVNAIRAHPTIAGDVWASTDTGLWHSTNSG



SSFTQIGSGCTAGWSFGLGKAASTTSYPVIFGFFTVDGVTALFKTEDKGVNWQIISDAAH
GFGASSANVVNGDMSNYGRVFVGTNGRGIWYGEPSGSLPTSTASGTTTSSTLSSSKSTST
ILTTSSTTSVSSSSKSTSTVRTTSSTTSASSTSRTTSVATTTSSGASATASPYGQCGGSGYT
GPTVCPSGWTCTIQNAYYSQCKFYQSSAF
>6745_t gene=6745_g
MFCSARIVWFVALGVAQVAATALPAFNINPDSVSVSGLSSGGFMAAQLGVAYSDIFNVG
FGVFAGGPYDCARNQYYTFCMYNGYPSITTPTANMKSWSGKQIASVANLKQRKIYLWT
GSSDTTVGPNVMNQLKTQLTNFDNSANVSYVTTIGAVHTFPTDFNSGGDNSCGFSTSPYI
SDCNYDGAGAALEWIYGSLNARNTGTLSGSILSFDQSASYGAPGMDITGYLYVPQSCMS
GATVCSLHVALHGCLQSYSSIGSQFIQNTGYNKWADTNNMIILYPQAIPDYTIHTIWNGG
VLSNPNGCWDWVGWYGNNADQIGGVQMAAIVSQVEQIVSGFHG
>6751_t gene=6751_g
MSWILQAVALLTSLISSLSQDLTNGLSSYGTLECQQLPLYLGSTPSPWGNTDPASTNVPN
TGAVRSYTFSVSRAIKAPDGYQKSVILINGQFPGPLIEANWGDTIEVTVYNDIEDTAEGVT
LHWHGQPQRLSPGEDGVPGVSQCPIPPGSSLTYRFRAEYFGTGWYHSHVSGQYTDGLYG
PMVIYGPTQVPYDIDLGPVMLSDYSHTSYYDILKSAYLFPPVFPTIDNNLINGKGIFDCSL
ANETICTPWAGLSKFAFQTGKVHRLRLINTGGEGSQKFSIDGHVLKVIANDYVPVEPYET
DVVTLGIGQRTDVLVTASGAANGAYWMRSDIDEDCLNLTTVNSHALAAVYYPWSSTN
AVPKTTATTWSSNNCQNDPLNQTIPYYPTTPPSQPATTAYVNITVGQNATGEFIFFVNGT
SFEVDYNAPLLPIAQSGNISQVPTVRNLYDFGTNTSVRIVLENYWPTVHPIHLHGHNFWV
LASGFGSWDGTIVNSNNPQRRDTHLMMPSAPDGTPSYLVVEFNTDNPGVWPLHCHTSIH
ASAGLLFNVLERSDLLQSQVSPSSIQENCVAWAAWTSKDFVDQIDSGL
>6756_t gene=6756_g
MKVYQNVQFRTLDGIYLRGRLYAAAQKGPAVILCPGYNSVVDSFPAAVPEEFQKAGITA
LLYDPRNTGKSGGFPRNDIDPFKQVEDYSDAFCYLTTLPIVDTKAIVFWGISLSAGIALSA
ASLDKRIVAVIAVAPVFKFLPVTEKDARRLKTKMIKDRESQLLRGNPPYVLPIAESLAEIP
FNSHVNANRGDDEEQRKRAEEEQIRQQQERWKEEAVEANQEFDDKLIHNPYGTTIQSYH
RMFLFESIPLSMVKGVWPTPVMFLTPEKDQISPPQHQIDVFESLRDPKRQVFAPGKEHVY
VMEGTDVPLLVKLQVEFVWQAVRGRLKAAT
>6764_t gene=6764_g
MTIFTSVLQFALLLAALPFGLAVIQVRHDDSFQPDYILRISSDNMTLACRTRPSTVVNGTV
PGPALYLKENQTTWVRVYNDLLEANTTMHWHGLSSIAPYSDGSPQASQWPIKAQHFFD
YEIRPQIGDAGSYYYHSHVGLQATTAAGPLIVEEVDGIRPYEYDEERLMFFSELYNHTDK
ETMEGLTAPLATYLWAGDAEALLVNGNSFPALPWNATDSPLPAANAAVSDANATCHPD
IIHVEPNRTYRFRAFGASSLGAYVFAFEDHNNLTVISADASYTQSFDTDKILFTTGQRYDF
LLHTKTEEELKILGKTEFWIQFELRNRPVNATYYAVLSYTSTNASTIPTTPPDQKPVQGIP
ADLRSYMEYTLEPLLPNRFPSSDQVTRQVYITQQQLTVTAGQFLALNNHTWTETNQHER
DTPFNSTLSVYDVPYLVDIYNRGEQAIPNYENALRHGGWDPELNVYPAKLGEVIDIIIQY
DAIGAHASNDAHPFHLHGTHYWDLGSGPGSYNATANEAKLRGYNPVLRDTTTLYRFDD
PNNSTIQGWRAWRLKATGPGVWMLHCHILQHMVLGMQAVWFAGNAVEIAHGTAPGL
VAGYLTYGGDAYGNATHDPLVTHFYE
>6771_t gene=6771_g
MVITNSNKQNYLTLADTLSITVESNSLITVVPGTLTRLAPSQSAVVQVGVQNKPGVTPGN
TCQATVVATYGTQYGPAITTNETISGPCGFGSYSASASSVDYHWNPDWFNEVKFGIFIH



WGLYSAPAYGSVAPNEDYAEWYWRRQHEPTYKTKTYQYHLQTYGENFNYDQFMSNF
TDTNFDPQAWVDLIAAAGAKYFVPVTKHHDGFALFNFSTSISQRSSIHYGPNRDLIGDLL
AAAKQYHPEIRRGTYFSLPEWYNPAYEKYAFGDFGLPNQNPYTNATIPYTGYVEVEDFV
ADIQVPQMEQLAYTYDTEIMWCDIGGANDMVNFASAWLNWATKQGRQVTFNNRCGIQ
GDFDTPEYTTNSGTVSRKWESNRGMDPFSFGYNYQTPLSSYLTGNDIIQSLVDITSKNGN
FLLDIGPMHDGTIPQIMQTGLRNAGSWLQTHGEGIYSTRYWSVTPGLNNFRYTTTQNAF
YIFYLQAPPSQLVIPDPVPWLPGDTVTVLGGSQNGTVLSASKNTSGNLVLNLSSAIISGDQ
YVWGFKIAYTSTW
>6773_t gene=6773_g
MKPTVFIVHGGWHVPESYERLISALRADGYEVHCPRLPTTNQSRPPNADLYTDSDFVRS
YVSSLVQAGREVVAILHSYGGQVGSDALIGLGKAIREREGLSGGVTHLIYMAAFAVAEG
VGMMDKVREFGHMNLVPIAFDFAEDDTCLNNDPRNLLVGPSDLAEEEVDKYLATLVR
WNGKAMYLPIRHAAWRDIPVAYIHCTADMTVPLDYQKSFVADMEKAGRPVRIFELATG
HSPNLTATAGVVDAINQVVNS
>6779_t gene=6779_g
MSQTTTIETGRSKDMDQVSDDALLHRVQQTLLLSVGHSKEQMHPDGHWCGELRTNVTT
VAEHVFLYQALAIDLSRDKEAFISWFRYTQGIDGGWGIIPDHASDISVTVEAYLALKILGV
SVNDEAMCKARSFAISAGGAAKVRMFTRIYLAMFGLFPWNAVPEMPAELILLPARLPISI
YHWSAWARATVIPLLVLLHHRPVYALPSEKMPCNEYLDELWCNPREKNIPYTRDLSTM
LRSDPVAFTFTLADLILRYLNGLRSFNPVRRFALQNCVKWILEQQEDVGDIGDIMPPLHG
AMFALNLQGYPLYADPMRRGLEAIERFAWQDEYGKRIQTTVSAFWDTSLMLLGLADAG
IKSDNSWLTGSLSWLRSRQILNNSGDWKVNNPGLRPGGFSFGYFNTSYPDTDDTASAILA
MIRQGARLIHSPSVRHAINWLLGMQNKDGGWGAFDRDNHNLYLDKIPFSDMGGLCDPS
SPDVNGHILEAFGVFLAVSLQQKSWNTAKVLISNVVSSSQRAIYYLSAAQQPSGAWYGR
WGCNYIYGTSAALCGLAYFKGSKKSENCYERDDSIADDVSRAISWLASVQNNDGGWGE
TIASYADPSRAGCGPSTASRTAWALMGLIPYMPASTESIRRGVEYLLRTQIKSGIDRVTW
RETSYTGTGFPNHLYIGYSFYPHYFPMMALGRYVHARQGLGFDWDIGLFT
>6780_t gene=6780_g
MPQHADSFQFSLLDTVNNQPDHANQIKDQYVVSSLQNGTILIEGNSLSALSYGLHRYLA
DVAHVDMWWFIGNRLDVAPEELPAIQQPLTGSSVVQWRYHFNTVTFDYMAAFWSWSD
WEFQLDWMALRGINLSLAWVGYEKILLEVFREIGLTDEEISTFFTGSAFQAWNRLGNIQN
FWRGALPDVWVESQFKLQKRILARMVELGITPILPSFTGFVPRAITRVLPNASVVTGSQW
NGFSFDYTFDTFLEPCDDNFAQLQKSIISKQQAYYGNISHIYALDQYNENHPYSSDPDYL
RNISRKTSQSLKDADPEAVWLMQSWLFLDTTFWNNETIQAYLSGVENNSDMLILDLFAE
SQPVWQLTDSYYGKPWIWCQVHDYGGNMGLYGQIMNITENATLALTSSETLVGFGHT
MESQEGNEIVYDLLLDQAWSEIPINTTQYFEDWVIVRYAGTQNVPQQLFNAWEILRWSV
YNNTNLTSSSVPKSILELEPSKCGLLNRGGHHPTTINYDPGVVVQAWELTYEAALSEKSL
WDNPAFNYDMIFLTRQVLANAFIPQYELLISLYNNENYSIPAIMSAGQQLIDMLLSLDTV
LGTSECFQLAQWVNQAVSWAHGNSTLAVYYEYNARNQITLWGPNGEISDYASKQWAG
LISSYYVPRWQIFVDYLQSTYPDAYDSAILHQRMLTFESDWQQTLEGQRNVTAVADLRH
VLLDVQRQWPQIWRGSTRYPDAHTSAEYPLYHGDFQSPIGPTQSFG
>6784_t gene=6784_g
MFSIHSHLALITSLVLCGAALIVTPKASLTASAPAAAFTYNSNNFLLHGKPYTIIGGQMDP
QRIPAVYWRDRLAKVRAMGLNTVFSYIFWNDLEPEEGRWLSHEPENDIATYLRTAQEEG



LNVVLRPGPYICGEHEWGGFPAWLSQVPGMEVRSYNGPFLDYTRRYIERLANISGLADL
QVSRGGPILMVQVENEYGSYADNHRYTAAMRDILRASFEVPLYTNDGGVDWTLEGGAI
PHVLAEVDGGSWALAARDKYVTEPSELGPLLDGEYYTLAPDQWGSYNPHNTTVGKPDT
VAGILSDIGYHLGNASASISFYMVHGGTNFGFKNGALWQNRTTAFTTSYDYGAPLDESG
RTTDLYHQMRSIIAKYVNETIPEPPSNLPRAYIPSFPLCPTVSLFESLGKKTVSNTPLTMEE
LGQSYGFTLYEHTATESVTGDLQPGDRPRDRILVYVNGYIQGIMDSQYQHPLNVSVSLQ
PGDQLQLLVENLGRVDYYSRGNLYQNYVIDPYKGVKGNVTIGGQTTYGWDMYPLQLD
TLPFGPCLYPQQSRASSDSPMFYKGSFMGPKVMNNSTMTLDTFLTIPNGIKGNVWVNGF
HLGRYWLVGPQQSLYLPGSVVNPEMKNEVVILELEPWHINATILEAYGVSERFWGNNPD
PDCMKCV
>6785_t gene=6785_g
MHSLWLFAILGLGRVVAADDGLTGIPTVPFTKSARETIFKLQDVEAILVDPEYAFTTDMR
GMTLIPPTLLDFATKFTEDLNSYLQKNQGNINVSVHTSEIIPEKGYIYLTLGSPEDFLDAAS
RETSEGYTLSITQTGITITGASPLGVWWGTRTVLQQAALNNGELFLGTGTDAPGWGIRG
AMLDVGRYYYPPSFLIEMCSYLSFFKQNTFHLHLSDNLYNNVDIYSYERQMDLYSSFRL
LSEDPAVAGLNKRANESYTWQDFDNIQRECAARGVTIVPELEAPGHALVITQWKPELGM
SSDMSLLNISNSNTTPTMEEIWKVFLPWFHSKTVHIGADEYVDASLTKDALAGEYNTFV
NAMNSLMGASANKSIRIWGTFPPSSNYSNNIATNVSIQHWEFFEDNPYYDYIANKYEVL
NSDDAFYVVNKYSGSYPQAINLTRVFYGAPNGEPYAPNIFDTSNATNNPPRDNPLVLGH
VAALWNDYGPNATVYSEAYYAWREGLPALADKQWGGTLLEDEYNSIFATLHAAVPGQ
NLDRSIASESSTILSYSFQDQPHLPIVIDSSGNKYDGITDCQIVDDALALTPHCSLSTPLSSK
GRNFTLSFSIYPASHTPGAIFSGADSTLLAGYESISNITLLASGNLYTLNYSLPLNTWTNVS
LIGEGNATYFVVEEGNEKDVKQMEFLTKMGINGEFFVWREIAVEAPLATIGGAGFEGLL
KDVVLFD
>6789_t gene=6789_g
MNPESAAPSVTLRQGTVLGVQLNSEFPNVVNAFLGVPYALPPVDDLRFRLPVKVATSTK
IIDASKCGPAAPGKDLLIGGLKIEKNEDCLTANIFQPVANHKKLPVALYVHGGAFNRGSA
SMHDTASMVAWSEEPFIAVSFGYRLGALGFLPSALSKKEGILNLGLHDQILLFQWVQENI
EAFGGDPGNVTLIGLSAGAHSIGHHLLNYAEHRKPLFHRVIIESGSPTSRAVRPYDAKVH
EQQFQDFLREVKCPENLTESEIFPFLRSLPSSVITDAQALVFDKWNPSLRWAFQPVIDGDII
SRKPLDAWKSRLWNKVPIMTGFNTNEGTMYVDKTMCRPEQFRGFWQTLLPELSAADL
DTIEKLYPEPSADPKSPYVETRLEHGLGTQYKRIEAAYGHYAYVAPVRQTAHFASSQGV
PVYLYHWALARTVVGRANHADNMYYETYSNIITSLSESQKELSGTLHAYITSFITHGDPN
AISGRYAQRPKWKVYVPDKPRVLILGQGNEELIGGDVAPAAKFQADTWNREQTDFWW
SKVEISQMS
>6855_t gene=6855_g
MARSTIYPHFRETVTGKQLIVNGRPFLILGGELQNSSLTSADYMDTVWQKMKDTNYNTL
LGCVCWENIEPVEGKFKFDELDKVILGARKHGLHLILLWFGSFKNGISTYTPTWVKTDV
KRFPRAKLRKAGGILETSEALSIFHDEAPKADAKAFAALMRHLREFDGEHSTVIMVQVE
NETGLLGDSRDGSKAAEKRFAEPVPQDLIGFLASDWNNLHADFKTNLEVFKTTQNSSTK
EGSWEEVFGKDAHTDELFMAYHYAHYLERVAEAGKKEYPIPLYTNVWQNYVGDDRDE
SFPVVVGGGGHPGDYPSGGGTSNVLDIWQRFAPSLDLIAPDVYLNEYTSSCKKYRHRNQ
PLFIPEQRRNDYGARRIWAAFGSYQALGTSPFGVDTLEPEACAFTKHYRLLDSVSQIVLE
AQRTSLTASVGFFFDELPATGEDPARPIVVSHWPGFEITIEPCFVFGKRSPAAGMVIHRGG



AKFLLIGWGFQVRARSLSASSTFTGILRFEEKYVVDKETGQLATLRALNGDETRSGRFA
MMPSEDPDYGGFPICVTIPARTMIAEVEFYDVADDC
>6866_t gene=6866_g
MPYSASTVGGLVILLASSFFDVAKCSNTLLPLVFEPLPLGSVSAEGWLQDQLQLMSDGL
AGHEHDFYLFVSNSSWLGGSSEYSDLNEGFPYWFNGLVPLAYTLNDERLKSQVLDSVN
YVLSHQQDDGWLGPETDVNTRNLWGRFPLFLGLTQLAEAENGTDVATSVLDGMHKFV
ELMNSMLEDNFLGYVASATSPIDDQWGRSRAADMILGLQWLVEHDPRNDTDIIFNSMN
LLFEKSNNWADWYVDGVYIKQDLDTVSVDITNAEYAFEHGVNVGQGYKFGAVIRRFN
GNDSLGDSSRTAVNWTLTYHGQPSGVMIADERLSGLSPVRGVELCAVVESIYSLNYLYQ
ALGDAFFADNAEMAAYNALPVMLTPDWWAHQYVSQTNQPISHTFDVSPFYNVDTEGQ
HYGLAPNYPCCTVNHPQGYPKYVSNSYVQYGDNGIAHALLGPTSVNTTTNSGTSVSVSV
DTLYPFVYELTYTVEASDDFDFYVRVPTWATGGSFFSINSGSHEDLLADSSTAMHHLPLR
KGRTTIFYSLAGDIRVADRANDTVAIYHGPILYTIAPGENYTSYSSGYAGAPSQALEYDIY
PTTEWALAIDPSTLSYNAPGQGASLPNPIWTLNAPPGSISATVCEINWSLTEGYAPNPPLL
ADRNCTGDPFQVNLVPYGSARLHIAEIPTISLS
>6919_t gene=6919_g
MLSKHEYDIRELPPDDRILYSLKYRKALYFTSQAAIWAFHLYFLVRLLLVLTAPQQTWQI
WLMLFVEYIFARSPRNDQVLTVSASNSGQSRPRDRLRLLGNDNLPRVNVLIPCCGEPTDV
ILDTVHAACSMDYPPTQFRVLLLDDGASNALRDAISSLRSKWPHLSYHTRGQQSGRVFA
KAGNLNYALFELRNEVQPEFCAVLDADCMPKPDFLRATLPHLLRDPQAALLTTRQYYY
NLPDGDPLQQSRTHFYTCHNSELDRMASAIDAGSGAVFRRQAIVDVGGYPTFSFSEDWQ
LSLMLQGLGYRTLQVLEPLQFGLVPTSLDGHIAQRNRWQLGHSQQPSVLFSNDNQAIPR
YLKWSITSNGVFIVLGLLGYMLGFAAVPVLFASGNLIPTTSPLIVQIQAILAVLFVALTWI
HGLIQAAHTGFRIAPFAHLENSWLASTHILAIFRFHCISKKPKGSFVTGSSANSWNRMMK
LPKYEKLRKDLLDNGLLYSLLLFLATLGTFLISFHGAFINTSTAAQPLLVRLLATLAWPP
MLHIAYLTLSNLWIPIAYLLRRPEHPERRSKMTAHANGIFLPRDDVQKKLLEHSVSPLGY
LNHYILVSVVLVAVLIMAVAL
>6926_t gene=6926_g
MFGQTSLIAGLLLLPLQTLAQLHTSSRWILDANNHRVKLRCINWAGHIDVRIPEGLNKQP
IDTITSWIADNGFNCVRLTYSIDMALDPTQSVSDSFTAAGTAWNVESELTDAYNAAVTH
NPFLADASTLDVFANVIDSLDSKGVMTILDNHVSRASWCCNLTDGNGWWDTATGYIAS
NSRYFNTSEWLSGLGAMATFALDHPGVVGMSLRNELRPFPILQDLTHTDWYNYVTQGA
LAVHNANPDVLVIIGGSQSATDLSFIKVSNLDFSQWAGKHVWEFHAYSFTVTFPGNTDC
TVADAEYGFFDGFLLTQNESYTAPLILSEFGVGQTGGPNFGLSDKDYNYLQCLVSYMES
NDAEWIVWAVQGSYYIRDGNVDYDESWGLLNHDWSDWRNSNFSGLLGQMWNVTQGP
>6941_t gene=6941_g
MPPRSRDEFKVAIICALPLEADAVEALFDEHYDDLGHVYGKHVGDANSYITGRVHNHD
VVLAYMPGRGNRRSASVARSLLVSFPEIKLALLVGICGGVSYVSDGTEIILGDIIIGDSVIE
YDYGRQYPHGFERRSDVNEILGSPNQEIQSFLSRLRTRRMKTHVQRHTAQYLQILQGMD
GNEWNYPGVSHDILFEASYRHKHYQQQSTIECVCVGCHSAFDPRNRLNVDRPSSLIHIGT
IASASSVMKSGQHRDQLAEQEGVIGFEMEGAGVWEVLPCVIIKGVCDYADSHKNKAWQ
NYAAATAASCAKGFLAYWEGVFQRALTGREKELGAKNLDTLASISNLGLVLQSQGKYR
EAEAMHRRALTGREKALGAEHPDTLRSVNFLGLVLQIQRKYEEAEAMHRRVLTGYEKA
LGAEHPDTLTSISSLGLVLQSQGKYEEAEAMHRQALTGRDKVLGVEHPDTLTSVNYLGL



VLISQGKYREAEAMHRQVLAGREKVLGAKHLDTLIVVDNLSFVLKIQGKREEAEAIHQR
ALAGRKKV
>6965_t gene=6965_g
MGVFATFRRRWQRLAVASVVFCMVAFSVLSHRGEQFFTPQQYSEARPEFSSDTPLIWKH
INSSTVKGGAFWIPPEWLSPSTPKPTTMIEAARLVSQLINISNTTHLIENTEIPLVAHQTWK
NTHVDTWPDLIRDSVERWMENVIETPMAYFLWNDEGIMEFLEEYEPAIIEHFSALPRMV
EKSDIFRIMVCKYIGGVYGDVDTRPLRSPATWIEKTDLVPWRDNETDILYNSTKPVRAIF
GIEADCPPDTDTYWRMGYTNPVQLTQWALASAPGHPALTWFIQKIYGIVDEVASHHDG
NLTAPEAYEELDYLEPLLFTGPDAITVSMRSWLEDRIGLRWNALTGLHDNGRSKLVDDI
LILPITGFSPGRGVYGNMGSKPVTDHDARLQHLAQGSWKGFDLRLEFGKMCRTFFGMC
RDWPRS
>6968_t gene=6968_g
MSSSMLELINSRRNAEQERTRYVESPQRPINIAPSICHLYLRLATLTFTKAVALSIEEANTQ
QTKTMHLHIGFYLLWSSFVLGCVSAANDVSVLINEVGKANNQSLLWGPYKPNLYFGVR
PRIPKSLTAGLMWAKLDNYATAQANFRHTCEQNEGMRGYGWDEYDVRKGGRQSIHDV
GNSIDLTIDFVKVPGGLHGGSWAARVKGTPREDAPEDLITSLVFYASLEGLGSLHVDNA
VEQQIGLKGDVKLKGMTPELGDFKISVTTGPDSNKHPEFDHPSSSEKSLDRPLVASVETS
QENLWQAKALMFTAMKPEVDNMLAKYGTDTPPPPAQLFTVPDHPGTGNIHFVQHVFEG
AFEFDILFESGSTSEPVTSETLSEKIDELSSSFSSRYENVFAPQAPFDKPEYSEFSKSMFSNL
VGGIGYFYGSGLVDRSEAPEYEEENEGFWEEAAEARLRVKPTEEDPHELFTSIPSRPFFPR
GFLWDEGFHLIPVVDWDLDLTLDIVKSWFNLMDEDGWIAREQILGMEARSKVPPEFTVQ
YPHYANPPTLFLVLEAFVDKLQANKSIIENFELNGADIADSLRSAHLESKELADSYLHAIY
PLLRRQYFWFKKTQWGDVKSYDREAYSSKEAYRWRGRTVRHILTSGLDDYPRAQPPHP
GELHTDLISWMGLMSRSLRKIAAAIGEAEDAEEFAIYEYAITRNIDDLHWDEDAQTWCD
ATIDEYEESVHVCHKGYISIFPFLTGMVGPDSPHLKATLDLIRNSNELWSDYGIRSLSKSD
EFYGTDENYWRSPVWINMNYMIVKNLYEIATSQSPHKAQAIDIYNELRKNLVENVFRQ
WKDTGFAWEQYNPETGKGQRTQHFTGWTSLVVKIMNMPYLSSSGRGHDEL
>6986_t gene=6986_g
MQCQHCPKRFFDRNEFDLHSQSHNERQQKIQDPNSEIGAFLQANAPEGPRRSVLQGSILL
SHWHVTGAKNYDQASADIKHFQDVLRKFPPRPNKDLYTTELEDFSCADCDAIFSSSAEL
DNHRFSKFCPGAAIVVHVMMRDNLINKGYRIERRLIPLEGYPLRVPCNKCKDVFPSDEA
KEAHENLHQTHELTCVQCGQKCDTPYELRLHYDFHDDMEFRQTRKEVSSSKSSHRRASS
HPQINNHGGSITIPLSPTENAIRRIHKRKSQRLLDAWSLKKAGKGEDGEIVAMSFSLPEDM
ERVHAINGKLQDVEARAVVNFPITQFTTWLDMRDNDENCLDSPTCSEKDSLSEKGRLSL
DEDKGAVASRRMSLLKSVLGLRLPKRLSRSDTSASQPRKLMKKENSVRFSFVSKPNKSG
ETTRSESRTSNKVPEPSEKTMDLGSPREDETGGSDSDPFIHVRISADGAIVEDKSGRRRVL
QMEQIAHVYSVVSADTSLVSIKSRITSLQARAETDLESENPRDAILAYKEILDSLNKYPAL
DTNFRIRSGIYHRLGSVYSSVGAAGESEYYFLKALAIYRRIYGRDQSVIYALLNDIAKLCE
KDGYATEASALYERVLAGRLRVLGHNDPETLNSMQYLASIKMSLGDVESALQLLEDAV
PAFETVLGLQNESTLVAISHLSILYQKLGLKEQSLAASRKIIPHCKNVVGYDSILTRNTVIR
YLEESESFDFPADVKVILDHYRRSRSAESFRVLQTLGRAYMDSGLNRDACEVFLSLLDET
TGAKELDSLEFFDALSALCVALEHLGHFDEAIKNYGQLLQSAHKMPSDHPSRSRIDYARS
RVTDLIHRREVLTAERRAWEMFEDGPCTYCQSKTKSLCNTCHIVRFCSAACHDKGRIKH
KLSCIPSVTLRESRSVAIAPRCPPAVQNDALSMILPAERGNTPPSITASHTVYLDPRNFTNF



RMKLSSNVNTLLVFSPEADIRYTIIGNLSESGPDQVSIPTSASVSTSAGKKPSNRTPSTLTG
HEWLTPAQQESVSITPMEQSAAIYLIVAPGEQMMKSLVEKRVRARSGGGEKEYFEALDIP
DSKLIEFAQGLMMNGYMGEAFLYIVGWM
>7038_t gene=7038_g
MSVHQALGFDRHESVFQHDQVKSHLVRCDWSGPTIDTLYAGIAGTFADGKSQIGIALRN
ETYLLDFLEQDFKGSDSETVICDFILTELQNYSNIHAEKILGAALSKSFHQQCPSLCRRLW
LELDIVPILLNEEPGTERTVVTEAVTHPKGKEIDEQAESVSRKCIRFFGPNKLPFLHVDFLG
AVEVDSGFHINIADLESFSRTVRPKTWSGVQHYVKDLRSRKVKIAFFSATPQGGGVALM
RHALVRLSHLLGIDVKWYVPKPRPGVFRITKTNHNILQGVAEPHERLGPHQQRVLADWI
EDNAHRYWTRKGGPLTRPSEGGADVIIIDDPQMPALIPIAKQADPNRPVIYRSHIQMRSDL
ISTPGSPQSEVWDFLWSYIKLADIFISHPVASFVPHSVPLTKLGYMPACTDWIDGLNKDM
RDWDYAYYGRIFNHACRNAGMPPINYPDDQYIVQIARFDPSKGIIDVLKSYKEFRRLLTQ
HSSNLRVPKLLICGHGSVDDPDGSLVYDDVLKWIKQNASALSSDITVMRLGPSDQVLDT
LLSNSRIVLQLSEREGFEVKVSEAIHKGKPIIATRAGGIPLQVEDQVNGFLVEVGDVQSVA
NHLLRLWTDSNLYDRISSSDSPYRVSDEVSTVGQALNWFYLCSSLSQNMSLEPKGRWIH
DLARESLGQDYTKADGKLKRTVDETVLSV
>7059_t gene=7059_g
MADSKYQPVPRHDTLDSLSQSNSTLQHQTQHNLDPADVSDLSSHDTDDENDMMDLDEE
GGGDETVMAPLNRRASRSSGSSKKRQKLSSRRSLTNSKFRGWLSLLTKSIVRHRLALVA
AAGLIFIFLPLIAYQRSIRNFFWADQVYESPPWYPSPRGGTSETWAHSYQKAKTMVQNM
TLLEKVNVTTGVGWSMGLCVGNTGPAMDAGFPSLCLQDGPLGIRFADHITAFPAGLTTA
ATWNRSLIEARGYLLGTEARGKGVNVLLGPSMGPLGIAPAGGRNWEGFSPDPVLSAIAA
ADTIRGIQRTGVMATAKHFVMNEQEHFRQGREWILPDAMSSNIDDRALHEVFIWPFAESI
RANVASVMCSYQMVNNSYACGNSKLLNGILKDELGFQGFVQSDWLAQRSGVISALAGL
DMSMPGDGATWADGKSFWGKQLTIAALNGTMPMERLNDMVTRIVAAWYHLGQNEPG
DNPTSPNFSSWTNEENGHLFEGSGDPATGKVNHFIDVQGSGENAHSITARRVAAEGTVIV
KNEDDTLPLSPQGPSSFGKPYRVGVFGEDAGPGKGPNFCVDRSCNQGTLASGWGSGAV
EFPYLVTPIDALKQSFDETEVEFQGYPSDKYEDKDLDNHDLCIVFANSDSGEGYLRWDD
VSADRNNLFLQKQGDGHIQRVANNCGGEDGVTIVVIHAVGPVVVEAWIEHPRIKAVVL
AHLPGEESGNALADVLFGRVDGGRLPYTIGKSLEDYGPSAQILYFPNALVPQVNYTDGL
FIDYRNFDKHNITPRYEFGYGLSFTTFEYSDLVITPVREKSPLPSPRPKAPVSPPEYSGQTP
DARSALFPPGFRALNKYIYPYLSDLSEIKQRHFDFPKGYKEKYTLSPAGGGEGGNPSLYE
TFVVVTVNITNTGTRTGQEVVQLYVSFPNDVKDEDVTFSDYIEFPVRVLRGFDKVELAP
GETTKVELALTRKDLSYWSTRRQNWVMPVTGEFTIALGNSSRTMILEGRY
>7068_t gene=7068_g
MSSSDNFRLRRKVGQLFAVGFHGYTPSSEIKTLIRDYGLGAIILFRRNIQDAAQLQALALA
LQQEAKDAGHEHPLFIGIDQENGLVTRITPPIAAQQPGQMTLGATQSTANAYDVGKCTG
EMLSFFGINMNYAPDCDINSEPLNPVIGVRSPGDDPNFVARIASATARGLRESGVVPTVK
HFPGHGDTAVDSHHGLPVIKKSRSELERCELIPFRRAVAEGIEAVMTAHIALPKITSGQKS
EDLPATLSSEALGILRNDMKYDGIIITDCLEMDGIRKTYGTVEGALMSLKAGSDSVMICH
TYDVQVKSIERVVEAVQSGELPESRINESLRRITSLKEKYLGWEHALRSADESSLDDLQA
MNQRHQQIAERVYSQSTTVVRNSLGVLPITKAVSNVLLLTPGGKIPAGGAVDDGGPKHR
TYIDVIREVIGNTTSSIAQVDYPDTEELLDEHWRMIETDGNIVILVTRNAKEAEGQRSSAL
EVAKRRKDVVVIATGSPYDFLDDEKSIQTYVATYEATVEAFKSAIGVIFGRAPARGMLPV



ASTSNKQRDPNYKILSLSESQKVPMIEGILKVWSAALPKYVLPAENLRIVIDQPHGHHFIA
QDAQTATIIGFCLSYTSQNQGQTSAEIAVIAVDPTKQHIGIGTELLSATREYLYENHGCKN
ASLRSYFPRFWPGLPADLAPEIEQFFVHRGFRLRRGGDADLYQDIREFASPQQYINKALA
ADVTYKAIETTEEFEDCLVGQKRNFSNYTGWVETYISLPPSRHPSSIMAAFDKHTGTQIA
WTLMLSPDDNFVAQNWAFPPLASDSLSLKTGIIGCVGVDELHRSRGVGLALLCHAIEDM
KKRGVEAVFIDSTDKVDWYGKVGFGRWKEYIHAEI
>7102_t gene=7102_g
MVQVVKVWCEHHEPNTIGIGESRPRISWTTAGEERDWQQTSYEIEVTHLDGSLRDSVKV
DSSDSRLVPWPGKALTSREQVNLRVRVSGVGADAAGIVSSNRSEGSAPIRVEAGLLQPE
DWKCSLIEPNESTEILPEKRHRPITFRRHIQCPIDVAIARARLYITAHGIYEARINDSRVGDH
ILAPGWTSYQSRLTYQTYDITSNLASGQDNEIQVDVAEGWFCGSLAFTRRHNIYGSRLGL
IAMVVVELENKETICIGSDDRWCWAHGPIIEAGLLDGEAYDARKMLHSQTVWKNVQTN
LEFPSSSRRLTAPDGPPIRKTQEFEVREIIKSPSGKTILDFGQNFAGWIKVKQVDGAAGTTI
KFQFAEVLEKGEIGTRPLRSAKCLDTLILDGNGPITWEPKFTFHGFRYVEVTGWPEESTTP
LTPQRFVGVVIHTDMQVTGSFRCSNPLLNQLHSNIVWSMRGNFVGIPTDCPQRDERLGW
TGDINVFGDTAAYLFDVSGMLTSWLKDMMIEQKEAGGAVPLVIPYILGDFGPGKSAEAV
WGDVAVMLPWKLYTTTGDISLLVRHYESMKDWLNAIPRSETTGLWKQDGYKLADWL
DPSAPPDDPVNAMTDMYMVCDSFLIYVTALMVKIAATLNKSREEQKFYQDEATKLRQM
FADEYITPSGRLACDTQTAYALAIEFDLFSSPQQQTHAAERLSMLIRQRNKFKIATGFAGT
PYLGHALTKVGKSNVFYRMLLHRECPSWLYPVTMGATTVWERWNSMLPDGSINPGDM
TSFNHYALGSVASWMHQTICGLKPIDAGWKTFKVEPIPGGNLQWAEAEYHSVYGHCRV
RWEIKNNPDKNQPVLWLEVVVPLNTQCHVHLPGSKDSFTVGSGMREWEVDYHPEEWP
VRALLPPFKPADDELPADEVLQHNW
>7104_t gene=7104_g
MDAGGVSLAPAAEELKFESNISINEIDDSTKDDIPGSESLEGLGEAQDRAHHEEQPTNKSL
LNELTLEEKVTLLSGTDFVSSSSIPRLNIPSLKVVDSVNGVKGSEIHHGTPTAVFPSSTLYG
ATWNNSLMEELGKSLAHQAKLKSAQVILGPTINIHRDPRGGRNFECFSEDPLLSGQLAAA
VVRGIQSQGLAACPKHFACNESEFKRRQYNVAESHNSRTVREIYLGAFQELLRKSEPHGL
MVSYNKLNGVHTTENVFLKEVLRDEWAYNGCLISDWFATKSSVAAIKAGLDLEMPGPA
VFRGQRLVEDVRKGLVDEKAIDECVTRVLELIDATKQCHSQAPERGEIDPETSALALKIA
SEGIVLLKNKNNALPLDMRQAPKIAVIGVHAVEPVISGGGSASAPPQYLQRPLDCLKEAH
PVPSLVEYARGVNTNRIIPQAPLDRTTSKSGKPGFDISYFNQDCDTPVHSEHQHVPVVAM
VRNLKPGLKEPGFSYEISTTITPTSTGLHTLAARVTGAFSLFVEDKCVLSSSTQSEVSMED
FLFEPARLERRVSVPMLAGKSYFVRLLTQARIPKENDYEPNPHGAVLCYEEYVNDRTSIS
EAVQIAASSDVSIVFAGRNHEYESEGFDLDTIILPERQIKLIKAVAAVSEKTVLVLNCGNPI
DVSPIIDDVDAVLNAHFPGQEGGQALANILTGKANPSGRLATTWPKKFDEKYIPTFHNFP
ATLDEDGEYTLKYAEGIQIGYRHPDVTKTAQWEFGFGLSYTTFEHSDLLIDNTSESDIKISI
QVKNMGIFPGHEVVQVYVLPPNSENAWRPARELKGYEKVWVLPGRSETVKIYLDKKHT
FSYWDEEIKQWRLEPGAYRLIAGSLETCFEVEEGLTWSGR
>7118_t gene=7118_g
MGFFRPLPDPLPGAKTYIYKTVGALNLEVDVFTPTEATYQDPAMVALFIHGGAWVGGS
KTEYCRPLFNEFLSRGCLVASAEYRLLPESSFVSGQLEDIRDLEPWLRQQLPRLLEKDGST
TIQVKDVIVIGASAGAHLALLTPKLWRQTPAAILSIYGPTNLHQIPPVTTGPAVMCETSFKI
SSDAIDMEQPISSTPHPASESEFFDPRRQLGMQVFRWGLVPEFLLCGLIRHALDDGTFEW



RLPEKGMVTTSDIDSISPLHLSAHTVYPPTYQILGSQDDLFSTTHATSLAESLERQQISHEE
HIVDGANHAFDLWSEMGDQIHLEVMRPAVDWIIKKSIGP
>7123_t gene=7123_g
MRHSILSLFGVLSVGNAITINVSQNGGNQTSPLQYGLMFEDINHGGDGGLYAELVRNRA
FQGSTVYPANLDGYDTVNGAILTLQNLTNPLSPSMPSSLNVAKGSANGRIGFANEGWW
GIEVKPQKYEGSFYVQGDYDGKFEVSLQSKLTGEVFVTAEIKSSGNHKDWVQYKYELLP
KKSASNTNNTLAITFDSKGLKNGSLNFNLISLFPPTYNNRPNGLRIDLVEAMAELEGKFLR
FPGGSDVEGVQAPYWYKWNETVGDLKDRYSRPSAWTYEESNGIGLIEYMNWCDDLGL
EPILAVWDGHYLSDEVISESDLQPYIDDTLNQLEFLTGSPDTPYGSWRASLGYPKPWQIN
YVEIGNEDNLYGGLDTYIAYRFQAYYDAITAKYPHITVMESLTGMPGPAAAASDYHQYS
TPDGFVSQFDYFDQMPASNRTLNGEVATVYPNNPSNSVAWGSPFPLYPWWIGSVGEAV
FLIGEERNSPKIIGASYAPMFRNIDNWQWSPTLIAFDADSSHTSRSTSWHVIKLLSTNKITH
NLPTTWNNGDIGPLYWVAGRNDNTGSNIFKAAVYNSTSDVPVTVHFAGSHAKVANLTI
LSSDDPNASNFPGGPEVVKTDVKSVTANAQGAFEFSLPNLSVAVLKT
>7128_t gene=7128_g
MRVSLVTVGCLASAVAGVAVNPLPAPRSITWGTSGPISVPQNLDVQLPNAIISNAWERA
WTSIKQLKWVPQATEAPISSYEPFPTAAPTSSTPSTPLPSSSAAVALNSQKRGHSQTTLRT
VKVTVADLNADLQAEVDESYTLVLDSGSSTLAITANTTWGALHAITTLQQLVIFQNNGLI
IEQPVSIEDSPLYPWRGVMVDTGRNFITTNKIKEQIDGMALSKLNILHWHLDDSQSWPVH
MNTYPQMTKDAYSPSQTYSHDDIKDIIEYARARGVRVVPEVDMPGHSAAGWQQVDPSI
VACAHSWWSNDNWPYHTAVEPTPGQLDPLNNKTYGVVEKVYKELSGIFTDDFFHVGG
DELQTGCYNFSTYVSDYLAADPSRTYNDVTQYWVDHAFPIFKSIKNRKLVIWEDLVINSP
HAPNVSTEGILVQSWNNGITNINNLTELGYDVLVSSSDFMYLDCGYGGFVTNDPRYDV
MVNPDAVDGLANFNWGGNGGSWCAPYKTWQRIYDYDFTTGLTTAQAAHVKGAVAPL
WSEQVDDTVISGKMWPRAAALAELVWSGNKDPKTGDKRTTYMTQRILNFREYLVANG
VQAAPLVPKYCLQHPHSCDLYYDQTAVV
>7129_t gene=7129_g
MSFLGGAECSTAGNPLTQFTKHVQDDKSLQRDRLMGRTPGMQESMRSRGMAGPGDQM
MDEFMQQPGHLPHQAPVQPFAMEQMRREIESMQHAPQRTGSPGWAAEFDGEQARMEA
AFQGPNAAPAALDSRGGPGFSAAEFSRFQQQHRTASPITQSTQSPMMSGYQRPMMGGY
MGAMGGMGAMGMMGPSYMPMQQQQQQQPAAQQQDGKGKGRMVELDDENWEAQF
AEMDAAGQEAFDDQANQAMEAELNDLDRSVHTTPFQSLGQDEGFDQFERVWQSAQAE
NTASRQLAEDDFEEVANLHLGDTSGWEGFDSLNTRFRDPQLGDYLFEEDNMFRAVGNP
FEEGMKIMQEGGNLSLAALAFEAAVQKDPQHVQAWTMLGSAQAQNEKENPALRALEQ
ALKLDPNNLDALMGLAVSYTNEGYDSTAYRTLERWLSVKYPQVISPNDLSTDTDVGFT
DRQLLHDKVTDLFIQAAQLSPSGEHMDPDVQVGLGVLFYCAEEYDKAVDCFSAALAST
ESGTSNQQEQVHLLWNRLGATLANSGRSEEAIEAYEKALTINPNFVRARYNLGVSCINIG
CYPEAAQHLLGALAMHKVVEQQGREKAREIVEGVDGIDDAELERMIHISQNQSTNLYDT
LRRVFTSMGRRDLADMVVSGMDVDVFRREFEF
>7168_t gene=7168_g
MKAAFLTAAAALMGSAMAHEHRHHHEHAALHRRGAEAEESCGCYTSVVTYWGAPTL
VSVSPVSTPAPTTTSTSTTTLLSTSYSTVTVKASSSTPAVPLPTNSVTVFPTPGTYTIPGTTV
TVSSSTVVPEVTSTVLPSGTHTIGGVTTVVETSTTVVCPYATVSPVGSTFTSVIETTTYVCP
SSGTYTIAPITTTVPASTVVVYPTPATVTPGTYTQPEQTVTVVETSYTYVCPFATSSTPAP



APAAPTTTAAPAPVATTSLAPAPVASTSTSAPAASSTSTSSTGCGLGQHPDYAVTYTGYT
HDTGACMSAEDVLAELKNIQANGFYAIRMYSTDCNQLETVASQAIGLGLKVILGVYIDG
SGVSSGSSQVSDIVSWGKSNGWNGIEFISLDNEALSDGFCSASDLAGFVSSAKATIKGAG
YSGQFTVTEPLNIWQASGSTLCGVVDFASANLQAFFNGDVAAEDAGDFVASEVELLKGI
CNNDQVFVGESGWPTAGNSNGKAIPGASQQKAAIDSIRNSIGHIAAQFSYKNDHWKSPG
DFGVEQYWGISDMLSSAE
>7176_t gene=7176_g
MPPVRNPILPGFNPDPSILRVGDDYYIATSTFEWYPGVQIHHSKDLANWDLIVRPLTRKS
QLDMRGNPDSCGIWAPCLSHDGDKFWLVYTDVKRKDGSFKDAHNYIVTAPKIEGPWSD
PIYVNSSGFDPSLFHDDDGKKWFVNMLWDHRRRPRLFAGIALQEFDPVQGKLVGKRENI
FKGTELDLVEGPHLYKRNGWYHLLTAEGGTAYDHACTWARSRSISGPYEVHPQKHVVT
SKDAPFVALQRSGHGSIVDTPDGKTYLVHLTGRPVGQNRRCVLGRETAIQEGYWKDDW
FYVKNGPVPSLYTDVPGVRDESDYWAEKNYQFNDTTLPKDFQWLRTPEPDRIFSVANG
KLSLIGRESIGCWFEQALVARRQTHFSYDAETVVDFSPDDERQFAGLVAYYSAYNFFYL
TVTADSDGEREISVLSSEASWPDGDLTFPGLKPIRIPKTGKVKLALSIRGGQTLQFSYALE
GQESQTIDTVFDASLLSDECGGHQAHGSFTGAFVGVACSDLNGTAKRADFEYFVYRPVK
DGADRYEI
>7178_t gene=7178_g
MLPDENGIDGWLRYAPLPSALISQFEQYGRIIALSKDDTSPVFTAAKEVQKGLKGILNQE
VEIGHSLASYGQDEDKAAIIIGIIHEFSQADGDVARIPPLKEDGFWLDNQENKNVQILGQN
ARGALYGAFEFLMLLAQGKPCPSGHSSNPSAPIRWVNQWDNLDGSIERGYGGPSIFFKD
MVVQEDLTRVSQYARLMASVGLNGIIVNNVNSHHDLLSPKNLEGLGRIADIMRPWGVRI
GVALFFDTPKTLAGLPTSDPLDPDVIAFWDRITAQLHQHVPDLIGYLIKANSEGQPGPLTY
GRTLAEGANLFADALKRYGDGVVVYRAFVYNHHLDESNWKNDRANAAVEFFKDMDT
LFADNVLVQIKYGPIDFQVREPTSPLFAHLRKTPTIIEFQVAQEYLGQQSHVCYLPPLWKT
ILDFDLRIDGKSSPVHKIVSGERFDWKRSGYAAVVNVGSDSTWLGSHLAMSNLYAYGR
YAWDPLSDAEGVIRDWTRLTFATNPTVVDTVTSISMESWPTYENYSGNLGIQTLCEITKT
CHYGPRPDSMDGNGWGQWTRADAHGIGMDRTVATGTGYAGQYPAEIAQLYEKIETTP
DELLLWFHHVPYTQRLKSGKTVIQHFYDAHYEGAANAQTFAPRWEALRGLIDDARFKH
ILFRLKYQAGHSLVWRDSVNNFYMDKCGIADEQGRVGHYPWRIEAESMELTGYTVIPV
TPFEAASGGKAIVTTSNDKPGTAKCTVPFETGVYNVAVNYYDHLGGTSHYKLSLGGQVI
GEWAGDLSTVLLHDFSDLRDGHSATRIVFESVNVNKGDVLEILGMPDGTELAPIDYVSFL
PPGIVD
>8622_t gene=8622_g
MIPLIALLLVSGLGQLVAAKDVYLEWNITWVNAAPDGYERPVIGINNEWPCPQVDVNV
GDRLIVDVTNFLGNQSTAIHWHGLHQYTTGTMDGDAFVTQCPVPPGSTIRYDFTLDQSG
TYWYHSHNMGQYPDGLRGPLIVHDPSPPFHWDDEFTVTLTDWYHQEMPELLNQYQSTE
NAQNNAGNEPLPEVALINDSTQSHFKVLPGKTYLVRFICVGNWPGHAFLFDDHEMTVVE
IDGTWVEPYPVGQKNIRVAPGQRMSVLIKTKDDASKNYAFWDTIDINMMFINENRPIPD
GYNPNATAWLVYDESLPLPPPPVINEFDFIDDVSFVPYDRTPILDPVDHQIILNTGHTTING
VSRFAVNGQTYMPQKVPTLYTALTVGPDYYNDPDVYGDVNPLILKHNEVVEIVINNFHN
NLHPWHLHGHQFQVIQRSDVNGGFFNGYFANISSTPVIRDTIMVQNNGHAVIRFRADNP
GVWLLHCHIEWHVEAGFLATVIEAPEQLQDLYRPADHLRICDAYGAPSNGNAAGKEGT
DLRGANNYIYEGDIG



>8623_t gene=8623_g
MTNWILGEKFNAVYPHKNSIKGLWESKWKAACIKAVYPFHDGAYEDFEPIFEKLIAENI
NDAYTDEYTNSFLPTAKALELKALEAAENGFRDKAAEYYRRAAVVYRISRFPYVSPTTK
GKTVTSPLKRAAFDRQKEVYLKAASTWSPPIEDVVITHKYRAGNDGENISLLVRVPQLA
DITNQVPVILLMTGLDGYRCDNSQRTHELVGRGWAVVICEIPGTADCPADPTDPESVDR
LWNSVLEYMASRPEFNLKKIVAWGLSAGGYYAVRAASTHRNQFLGCVAHGPGTHHFL
HESWLERIDDHEYPFILSKAMAEKFGFQSVEDLKKDGQKKFSLLDNGIIQKPSCRLLLLN
GVDDGVVPIEDSLLLFNHGTPKEGRFVEKLAHMGYPDTLVTAYEWFENLLTKGENPGL
KN
>8627_t gene=8627_g
MVHSIRVLPSLALLANLVQGARVHFDLDLTWKVGAPNGQERQMIFVNGQFPGPPMVLD
QGDDVTVSVTNHLPFNTSIHFHGIEQRNTAWSDGVPGLTQWAIEPENTFTYQWHAYEYG
TYWYHSHDMATLQDGLYGAIRIRPSQQTEDPLSMITTNATELSAMRHAVQNAELIVVSD
WSQYTSFEYMDAMVQTGYDIFCSDSILIQGKGSVYCPPQEELISLMPSSVQHVLQANVTD
KGCLPFVTGTQGLWEHHPEKLPAHLNDGCIASEGSRATVQVDPSHGWASLNFIGAAGEK
SLVVSVDEHPMWIYEVDGRYIEPQYAETFEFYNGERYAALIKLDKEPANYNITITDTGGN
QIIAGYANLQYLGAENSTRKSTPYLNYGGQPTSSDVVALNVSVLPPFPEIHPAEKADDFF
LLDLSRINSSWEWSLDGTSFLPADLGSMEPVLYNKESPGLDNSLKIITRNNTWVDIVYQL
RIGDPSVTPVQPPHPIHKHSNKMFLIGSAQGTFNWSSIEEGVAASPQSFFLNKPLYRDTFV
TSPRGEAWIAIRYFVQNPGPFLLHCHMETHLWSGMGMVLLDGYDVWDQIRSDYWEESC
>8638_t gene=8638_g
MAGYRPLRQQLTLFLSFIIILANFVSPVVSVKHENFKTCSQSGFCKRNRAYADEAITSGSN
WKTPYELDPSTIELKDGYLQGVVLKTTESGEKVRLPLTVSFLESGAARVVLDEEKRIKGD
IELRHDRNIRKERYNEAEKWAIVGGLAPNKAAAFSPETETGYTKVQYGPENGYQMVIRH
APLEINFQRDGETHIKLNDRGLLNLEHWRPKVEVPEGETAPDDESTWWDESFGGNTDSK
PRGPESVALDITFPGYEHVYGIPEHADSMSLRETRGGSGNHEEPYRLYNSDVFEYELNSP
MTLYGAIPFMQAHRKNSSVGVFWLNAAETWIDIVKAKSTSNPLSLGLTSKKTTQTHWFS
ESGQLDIFVFLGPNPQSLSKTYGELTGYTQLPQQFAIAYHQCRWNYVTDEDVKEVDRKF
DRYQIPYDVIWLDIEYTDGKKYFTWDPMTFPDPKGMHEQLDESERKLVAIIDPHLKNEQ
GYPVIDELKSKDLGIKNKDGNIYDGWCWPGSSHWVDCFNPAAISWWKGLYSYDKFKGT
FPNTFIWNDMNEPSVFNGPETTMPKDNIHYGNWEHRDVHNINGMTVVNATYQGLVERK
KGQLQRPFVLTRSFYAGTQRMGAMWTGDNQAEWGHLAMSMPMVLNQGIAGFPFAGA
DVGGFFGNPDKDLLVRWYQTGIWYPFFRAHAHIDTRRREPYLTGEPYMQIISQAIRLRYQ
LLPAWYTAFHEASVNGMPIVRPQYYVHPEDEQGFAMDDQFYLASTGILVKPVVVKDQD
SVDIYLSDTEKYFDYFDYTIYQGSGKWHKVPAPLDTIPVLMQGGHVIPRRDRPRRSSGL
MKWDPYTLVVVLDENGSADGTLYVDDGEGYDYEKGGYIHRQFTFIDSTFVSEDIGAKG
PKTDEYLKSMAGVRVEKIVVVGAPAEWEQKDTVTVIEDGAKGAAKASLQFTRSENGKA
AFAVIKNPNVAIGKSWKIEF
>8674_t gene=8674_g
MVQLDIEKTLSELDLLEKIALTAGNDFWHTVPVERLNIPSVRTSDGPNGVRGTRFFNGVP
SACLPCSTALGSTWDVELLEQIGELLGDEAREKGVHVLLGPTINIQRSPLGGRGFESFSED
GLLSGILAGYYCKGVQSKGVGATLKHFVANDQEHERMAVDTIITSRALREIYLLPFQQA
LRICQTACFMTAYNKINGTHVSENASIIDDILRKEWKWNGLIMSDWFGTYSTSGAINAGL
DLEMPGPTRWRGSNLHHAVNSRKVADHVLDERVRNVLKLVNFAQKSGIPFGAEEKGLN



RPEDQKLLRRAAAESIVLLRNNNSVLPFDKNKPIAVIGPNSKVAAYCGGGSASLPPYYTV
TPFEGISNASKADVKFSQGAYAHQTLPPLGPLMKTFDSEKQGFVFKAYLEPPEERTSDSQ
PVDEIHLVSSFGFLADYKNPRIPTDLFYADMEGTFTPEEDGLYDFGVIVIGTGKLFVDGEL
VVDNATTQRQGIAMFGSATVEETGAKELRAGQTYKILFQYGSRPTSKLENRSIIDFGLGG
FSFGAGKRLSPEESIQQAVDLASKTDQVVLVAGLNGEWETEGHDRENMDLPPGTDELIS
RVLDANPNAAIVIQSGTPVTMPWADKANVLAQAWFGGNELGNGLADVLYGDVNPAGK
LSLTIPVRLQDNPSYINFGSERGRVLYGEDVYVGYRYFEKTGVKPLFPFGHGLSYTTFVR
SDLKLHVDAEKPVLEDGETITASLTVTNTGSIAGAEIVQLWIQPPKLENIKRPVRELKGFT
KVYLQSGEKKTVSITVEKKIATSFWDEIRRSWASEKGDYTVLITGTGDESLSDKFTVEKS
RYWLGL
>8691_t gene=8691_g
MSAKYILSGAVAMASFIGAQAALNLNSSGNIALYWGQNSYGQASGDLEQQNLAYYCQN
TDVDVFQLAFVTVINGPGGVPEINFANIGNNCTTFDGTALLECPQVADDIKTCQAAGKTI
LLSIGGATYSEGGFTSTTAATAGAQLIWETFGPDSNSSALRPFGDAVVDGFDFDFEATVS
NMATFGNELRSLMDADTSKKYYLTAAPQCVYPDAADNEMLNGAVSFDAIWVQFYNNY
CGVNNYVAGASTQNYNFETWDTWAKNTSANPNVKVFVGVPGNTGAAGSGYLSASAL
QPVLEYSANFSSFGGVMIWDASQAYANSGFISGVASDLGSSSSGTISRIMRRLVDRSYW
>8741_t gene=8741_g
MASLSTAVTYAGLTSVATYYGQGAYQPRLSTFCAETSLDIINIGFVNYFPDVGLAGWPQ
TNFGNQCDGTVYTHNGETTGLLKNCHQIVEDIPICQANGKKIFLSLGGATPEVGQYVAT
KESAVAFSEWLWGAFGPNDSPYATIDVPRPFDDVVVDGFDFDIEWGVDFGYGYMANRF
KELYNEYNEQKSTARKWFLSAAPQCAIPDAHLANAIHYAPFDYIWVQFYNDNHCSAAN
YVNNVGGFNFDDWVDVIGASPNPQAKLYVGLPAEESEVNAGFYVSASSVEPLIDEYMK
KYPATFGGVMLWEATGSLNNTTPDGNTYADNIKKVLGNCATSIAPSPPPPTSTPPPTSAA
TSATSAATTAATFSSSSSSSSSSTVVTPTPTPTPTPSGSSSSSSSSSSSSSSSSSSSSSSSSSSSS
SSSSSSSAAISSSAPTSTPTPTPTPSPAASSSAVVIPSSAAVSSSASGSTASSSSAIASSSSSAVI
QSSSPAVSGSSSGVPAASSSAVVPATTPSPSSRAVVSTPSSSPVRSTKPCTKKTPTPSSTAV
VSTHSGSSSTKKPCTKSSSHVVPSSSAVVRSTRTRSCSSKSSSTAVPPNGGSTSTGSTTAST
SGSGSPSGTGATTVGTSTGSVGGSTGISSTGSATETTPASVGPTGTASGSVTSGVSAPATT
GPVTGTSTAVATSTGTESWTTTVVTTSYVYVCPTGLATSTITITESYCPCTATAGAPTALP
TGWTTTTAVCTVCGPQPTTVTLTLPPSVSATSTALPGANPGSLPGSGSSKPNGSGNGPSP
NTGSETGPAPGSGSSPAGSSGKPGSGSAPGNGAQPSSTTTVVPGAGAIGNSGPSASSSIAT
TITVRPSSSSFPKPSGTQTGVSPAFTGAAGRASISPIVGGVILVASLFALL
>8747_t gene=8747_g
MTKPQLPRRRVYKPKVQTGVRMKCPEQRPACARCQRLGLDCCYLPPKSIQASRNGRNQ
KRASMRQILPAPASRIDMLPSSSILSRCNLQPGGGIYLECFRAQLALMDQDLDMTDFWLH
TVLRASHSDDSVAYAVIAIGALARTRMHSNRPIFRNPDLPNQDEMKYYNTAVMYYNKA
ISTFRGYIASSKPDDAGVRRTILIITVLFVVFEIFHGNNRAADALTSTGILLLRDKMLHTVT
TSGSASKSSLAGSIDDQGIIEAELFLARCAAICAKAFYLAPYAHADGAKAMLMIPSTILNV
PPPPDGNASIKTFSFQFLNLLAAILIWHTRARAHRQMGISVDSHPELLQQQKQLLIQLRG
WVESYEVQLRMGHASNILHYFERQLLLTKLAHVIVLCEIDYTGNLWDVMAPDCAELTA
KFRTHIDAELDGQLNQDGSLISLENTFSWGIFLTAATNLSASCRDRSVRLAWIEMAQMAT
NLSFLKHLRGNVIATALFIRAEEEGRDETGVLPPSSRYDLDTATWNEDSGQVYLRLVAK
EADHDGRRKTKEVRVIKVTASQMPPLPRAGLPSQQRRIVLYHQTIVPRERGYVPMLPLV



ENFTGATHIILAAFHINGRPGNITLNDDPPDSSIYSPLWEEVPQIQRTGIKVMGMLGGAAQ
GSFQRLDGLQEEFEAYYAPLLAIVRRYGLDGLDLDVEEAMSLRGIVRLIDRLKADLGDA
FIITLAPVAAALVDLGNLSGFNYWELERSRGSKISWYNAQFYNGWGQAEDPRIYATIISR
GWPPSKVLLGLLTNPGNGSQGYVASENIGPVIAFLTLQFPDFGGVMGWEYFNALPGGLE
EPWQWAAEMSLSMGMAQVLSTAQMVAGMGALREGLMGFLSNIQNQNRQQ
>8759_t gene=8759_g
MIAIPLSSSAVFQRAAAGSSTIDTRWLLESVGWIAFAWYLLVVFVCTLGYLQIWRLYSNA
PPRSKSASSSDAPHVTTIRPVKGIEPYLYECLASTLRQDYPRDKLTTCICVSTRADPAFPIL
EKLVEDFSGQCDVRIYVEEEDPLLQEESTYPMGPNPKIRNMSRAYREAKGDVIWIIDCNV
WVGRGVCGRMVDKLCGYGGKRYKFVHHLPIAVNVDPEDAEMKPLLAAHGHGVHKVG
ADRTDSVLKEGGGRLEELFLSSSHAKMYTAINTVSIAPCIVGKSNMFRKSHLSDLTESPG
TAPVQGPARNPGIDWVSDQLCEDHIIGDWLWRNKVREEKESRKSLGKHGMVFGDYAFQ
PVANMSVKAYIARRVRWLRVRKYTVLAATLVEPGTESIVCSLYGAFGMSTVVAKYLES
RGYTDLSTYLQQWPTFFLLWATSIFIWCMIDWTLYLKLHSGATVEIDQNTPPFARPLKTS
SKNKTSRRPFLQWLAAWTVRESLAFPIWFWAVYGGSTVTWRNRSFQVSLWDTKAREV
NHSVQQPGILRNVKDSSYSNGSSLDVGRSSSSSSSSSFIAERNKIRND
>8782_t gene=8782_g
MEKEGKIQFIANWRTRAHGHLTKDAAGDDKTDYARWRLHDNDGRLTWRYLENDEEN
EKWPQTFYDKYNLGLPTGAPKLPKASTPRESAANGLEFFSKLQMPTGHWACEYGGPLFL
LPGFVITWYVTNTPIPPEYAVEIKRYLFARQNPVDGGWGLHIEGHSSAFGTVMNYVILRI
LGASEEDPRMIKARGLAHKLGGALYTPHWAKVWLSTLGVMDWSCVNPVPPELWLLPD
WVPIAPWRWWIHIRMVFLPMSFLWSKKWVFPQNELTRQLRNEIYTQPYESINFASHRNSI
AKEDNYYPKTMILNVINSLLVNLWTPVLRFSALVKKAEDWVWEMIEMEDKNTDYAGL
APVSNPLNLVCCYIHDGEGSESVRKHRETLHEYLWMKNEGMLCNGTNGVQVWDTAFV
TQAVSVAGFAENPKWRPMLTKALEFLDNHQLRENVPNQDKCYRQHRKGAWPFSNKTQ
GYTVSDCTAEGLRSVLQLQEMYGYPKLVSADRLKDSVDCLLLMQNDTGGFSEYESRRG
SPHLELLNAAEVFGGIMISYDHVECTTASITALSLFSRFYPDYRVDEIKAAKHKAVEYIKR
IQKPDGSWYGNWGICFTYAAMFALESLSSIGETYNKSEYSRRGCEFLLSKQKEDGGWGE
SYLSSELHVYTQHEMSQVVQTAWACLALMEAEYPDPEPIRRGMKLLMSRQQANGEWL
QEAIEGVFNMSCMISYPNYKFYWPIRALGLFSQKFGNEALI
>8793_t gene=8793_g
MNIYLTLFVFTLIDHVTAAMPKFVFAHFIVGNAASLTQEQWESEIKLAKHSLIDGFALNIA
QQDTNTDDILQKAYAAAGKVGKFSLFLSFDYLSGGPWPVERVIDTINKYKELPAQFFYD
DKPLVSTFEGVANIDDWPTIRSKSDCFVMPDWTSLGSQRFAEVRQNVNGFFSWDAWPV
GTGDKTIDSDRIWRNATHGRPYMMPVSPWFYTNLPQWNKNWLWKGAQLWTYRWEQI
YRFQPDFVQIISWNDYGESHYIGPVHVDGIPQGAARYVENNSHDAWRELLPYFIASYKL
GDRSRIHISRDTLVYWYRPNPNHSGSNGGTTGNCPQQGQQAMDPASLAEDKIYIAVLIKE
PSWIGVRIGSNNNITSFYAQQAGLSTFEVPFNGQTGDTTFWIIRNKTEVAYTKGPAITTDC
VDGMVNWNAVVGSS
>8801_t gene=8801_g
MKFSTLAVAGAFLASTALASVDEIVIKGSKFFYKTNGTQFYIRGVAYQEPTTSTTSFIDPL
ANLSSCARDIPYLTAIRTNAIRVYGVDPTNDHSACVNAFADADIYMIIDLGSPTDSINRAD
PTWELPLYQRYTAVIDAFANYTNVIGFFAGNEVTNNDSYTQASAFVKAAVRDSKAYIKQ
KGYNKGVGYATADAADIRTQVADYFNCNSADESVDFYGDNVYEWCGNSSFTESGYDQ



IVKNFTSYSVPYFFAEYGCNTVKPRTFTNIDTMYGPDMENMLNGGFVYEYFDEANDYG
LVSLVGSSISTKSDYSAFSTEIVSATPTGINSASYTVTNTALQACPTVDSLWKASSTLPPTP
DEDLCNCMAKSLTCVVSSSVSSSDYGNLFDLLYGFGVSDYVSGISTNATSGVYGAYSMC
EPKDQLSWALNAYYSAQAAKGNGANACDFSSSATTQSATTSGSACSTKLAAVGTAGTG
TASGSTATGTGSSSSSSGAAFPGASPSAVFVGSWQLSAYILTAVLSGGAMLFL
>8808_t gene=8808_g
MSEYISQVCVECAQILSTVPPSVFLISLAAGIIGLVALVYTFLFAVAFRPRAPFPEEKTYRT
LSEDGTPTGPQQLPCWQNSWELERQNTNKGAVFDIEKPELFMSVVVPAYNEEERLIGML
EETVDYLEHAYGTLADQATNEQVKDKTKNDSVRQRKTGNGHVADNDSSKGWEILLVS
DGSTDRTEEVAFEFARDHQLTLHPRAHTGPWTSDKREGVHIPPGSIRIVTLTQNRGKGGA
VTHGMRHVRGKYVVFADADGASKFSDLGKLVTAAQKVEDSEGRAVVVGSRAHMVGS
EAVVKRSKLRNFLMHSFHLILWLLTPPATAKVKDTQCGFKLFSRASLPYIIPYMHSEGWI
FDVEMLMLAEFANIPVAEVAVGWREVKGSKLNVVWDSIGMAWGLFILRASWGMGVY
RRT
>8836_t gene=8836_g
MRRSTVLTLLSLSSSLALTQAKPLPLEQRNTVLNEFLSDLLEYLPAIDTTIEDAASIITDLDI
LLADIIGAKTTENQLTSGGSCAEYTLIFARGTSEPGNMGVLVGPPLVWALQAVVGTSGLT
IQGVNDYSASVDGYLEGGDPSGSSNMASLISEAYSSCPNTKLIAAGYSQGCQVTHNAIAK
LDAKTASWIDKVLLFGDPDDGQAIPNVHASNVYTVCHSGDDICLNGDLILVPHLTYAEN
VAAAAAWATA
>8848_t gene=8848_g
MPFADLTIGAKICLLFKIIGIVIPAATYNVIRAMLRAWLQHLPMGAAVINATARSFISYIPA
HYLQTILPSTIDTYIRWTSSASNEPRIQILDDEKTHLLWLGPIGADKVILFFHGGGYVMPLS
EGHLDWMNHTLQKCNEFGLNISVAILEYDLVPRQRYPRQMIQAISALKAVLACGYSPGD
ILIGGDSAGGHLALSLLSHLHHPRPELDLSISLETHLRGCFVVSPLLSLNSLTTRSYRQRFS
VDSLSYKTIREWGDYLIDYSTWREETRKSLGWGMALDVPESWWQDLRIVDHILVTGGH
EELFRDHIIQFVDVLRRKSSANLTAYIAIDEAHDGPLMDFRAHRQPGTSANKVTEWIISTL
SSKLDQ
>8857_t gene=8857_g
MAQTLSGTAQVYLNVTTGPTEYLASGILLGLPLNDTQIPDSLLSEFGFNKIRTGGSQLPAP
SRGWTHGELTGRYESLKADWDTLQRHGGGTFQIMIHDMWGTDSWPSLDATPMPGDNG
SYVDFDNFLDTLFALLIEDDIVDNVYWDMWNEVDNVGFVDRGLDRWLEYWGHATHKI
WNEFPNAKVTGPSYGHLPNFAGSAIDWFTEWAQFIQQNQSIPDIMSLHFLYPNGDLELSI
TTWQGILSAAGVDYQGTWNVQEYGNPDQLYPSGAAWNIAQLERMNAPGLRANWMDG
FPLHDYAANLLSKPLSGDNYVENATGYYPAREFPVYSYYRQKMQGTRVQTVMTNNTLS
DAYAVVCESDRTLRVLSGTRPANGTWEIQINSLSSLGLPTSGSVQTRVIQFNSASTVFDSV
DSPIDEGLATWYYGDDYIVWTIFQDDPELTWAFEISY
>8873_t gene=8873_g
MSLGLFSTTHDDLSLETVRYYDLSDVQGTAMGWHREERVLMCTPLRDAQAHLPMFFSH
LRNLTYPHHLIDLAFLVSDSKDNTLSLLSSLLTELQNDEDPKMPFGEISVIEKDFGQQVNQ
DVESRHGFAAQASRRKLMAQARNWLLSATLRPTHSWVYWRDADVETAPFTILEDLMR
HNKDVIVPNVWRPLPDWLGGEQPYDLNSWQESETALALADSLDEDAVIVEGYAEYAT
WRPHLAYLRDPYGDPDMELEIDGVGGVSILAKAKVFRSGVHFPAFSFEKHAETEAFGKM
AKRMQYSVVGLPHYTIWHLYEPSVDDLRHMEEMEQERKQREAKEKEEKAEAERQQKL



KDRFKDSTDEWEKDGAAVKKKIDKLEHTQQDEKVGKAQPKAAAIEEAESDLEKERRPA
VPAKGEKEAGAGTGSKDSKSNTQKEKTQQDSSSNPKEKLQ
>8886_t gene=8886_g
MAIQEGATNARRDEFPAALKGKRILLATESLGPVNGVSRTTGMLIEYLRANGVDLAVVA
PRYEVKDQPQSKPTKTTPSHARSGSEVRLHGYPLPYNPDLTVVYPFRFDRVCSRTFQPDI
VYLASPASVGYQFLWQIRQLQKPPVVLLNYQTDLAAYSSILLPGAMGRFGTWLVNRVQ
GFLFNHPSVETIFYPCSDVRSYLEEAGAPSNRLVQLGRGVDTVTFNPRHRDEAYRRQLAP
KGEIILAYTCRLAPEKGFEFLANAAIRLEKEGLAYKLLIVGGNRNPAVEADVRKLFEPVR
DRVIFTGFLGGENLARAYAAADLFLHCSITETFGLVVLESMASGVPVIARNQGGPSDIVK
HGKTGYLVAPDDLDEFVRLTLKVSQDSDLRQNLAVNARAFADETTWEKINRRVAWHIL
EGLENHSRRIEQKRAQRPIRNWISTQYSEFETHIWWPLIEQLRVNAAIAFVFFMWMIAVIP
LILHGSRMFHFVQTIPLMFQQAQSNRLLR
>8891_t gene=8891_g
MSANSGRDADKAQGYIAALDNARSEDKWSDVPELIRKVTKHAPHRKCLIQTAHAEIQV
VAHITKTRPATAKGQTTPNHVSNLSELIPELIAAIEAADGTPQDVFQAQVCLGWIHWTLS
EPGLAVVRLPKELDDTTIASLSEGGKGLTKWTEVCIVKAGYIKSAAQALISTPDAALETA
STVLPRLAIPNPSLASCPQALYWSEIFLSKLAMLASEKVISNDAGNYDFEIETALRAFRLW
SGHPYIKGRDIAASQRGIQSGSSHHTDSQSSIWMAYYRLLSLILQYGLSYFPLSPGSPRRQ
LATEIRRVETVCESVLLRETKFPLASDSNPQVEAWTEDVISNWEVLCGPSWRDDDLGEG
GQDAISRNVLDILYRASTKTYHSHSILRRLFHVHASLAEFDLAMKALNTYVEIVVSAKDR
AEKAAEIGHLESDEILLQTVSEGVLLLCCFGSEEEARKAKELITILEKYIEKDIADDLNSTN
GQGEEASRVPSHVIALAYRAIGIGLGNWSRWTPTTEVRNDIRAEAIENLERSIAPEFESEY
DLSSRYALALLLAESRDLDGAISHVKTALTPRDGSTLSGPGPGMPELHHLGERDKISLWH
LLALLLSAKQEFDIAGRTCEAAFDQLPSSVTIPGHTNRHINRDSNRNQGLSAKNKDFIRHL
QGREKERIIETRMTQLALLEITDGPEVAVNHSDNLLGLFAALFEDLELEVSKEEVSQLQQ
QHLGPPKSSAGTIKSFRGSIFGRKKGSKVPDRSLNVSDTIPSLPNEASSVGADAPTIMVTPE
TAIKTQQNSQIEKQNGTIDSIDAPQTEKGDIDAEAIGIAISDPGILPTSPKGPRESAKHSLPA
VAHNLNPKHEPCPVGHIDQPPEQDVRLRTPHRFSSPTKALTKFPVLQAQKHAISVLVKV
WLLISGMYRRASLYDDALEACEEASKQVEAFEALVAAEESFARAFVNPVWGVAKSAEA
LWADVHAEKGALSEAQSLTHEAMQYYEEAISCFPDHPKATIALSNLLLDAWEEKIPLEP
VEPRIDSDIVGPLTSGSETSPEATQANGVIKTLRTPNGVSNTPSKAPSNTNEPEYISRLAAR
DRAYGLVSMLTKTGSSWDNSEAWFTLSRAYEAGSQIQKAKEILWWCIELEDRKPIRHW
WNLGAGGYVL
>8901_t gene=8901_g
MASSVPEAANALKVKGNTAFAKHDWPTAIDFYTQAIEQYDKEPSFFSNRAQAYIKMESY
GYAIADATKALELDPTNVKAYWRRALANTAILNPRAALKDFKSVIKREPNNQTAKLRLT
ECEKLVRRMDFEKAIEVAEPPSAFEDLDIDAITVEDAYDGVRLDKEMTQEFIDDMIERFK
NGKKIHRKYAFQIVKNVLDIVKAEPTMVEVGVEEGTKLTICGDTHGQYFDLLEIFRLNGF
PSDTHAYLFNGDFVDRGSWSTEIALLLYAYKWLRPNKFFLNRGNHETDDMNKVYGFEG
ECKAKYNEHVFKVFSESFSALPLATLVGSKYFVLHGGLFSDDNTTLDDIRKLNRHNQRQ
PGQSGLMMEMLWTDPQPTPGRGPSKRGVGLQFGPDVTKRFCERNGLEAVIRSHEVRMG
GYEVEHDGRCITVFSAPKYCDTTENKGAYINVGPELKLEYHVFEAVPHPDIKPMAYAQN
SLMSMM
>8925_t gene=8925_g



MESIFRSIRSQIADMRVLNAVTFALLASHATARCPYSERAAAPAAGCPYAKQAAKRDVM
HAPARRQAIADKKGIFYMNRIGPSGSTLYIANADGSDAKELMPNQTNPFDYHASWSPDN
QWIVFTSERRALGQSDLYRIKPDGTNLQTLVQTDSVEDAGALSPDSTLVAYVSTAGNYT
ANIWVTNLKTGVATNLTDTALTRSSNIYPSGHFRPSFSPDGHWIAFSSDRNTDWTGHSNG
TGWEHTQSLGIYLIRPDGTDLRLLVNQTGYSLGSPVWSSDGSHIAYTNISTEDTYYAHGV
SEEQAAVSSQVYSIDVASGKNIVAETSGDYLKVSQHYIGQTKNIGYVLKGGIPAEGIAYT
APDSKHKAFNLTSLRNPSWSPDGTKVVYEVPNFTQIPGETELFSFDADWEYRYMDVFPT
FNNVSNLMAVTEKVLGGANGSVVTSSPQYTDLVDALDSYDIYSLDNSTEVLWLLEGQA
GAFQPSFNPEGTELLVGFGAWFLTRTEAGATIYRFDANGSSFTNLTSEDNTQNAGFPSWS
PDGSAMVYRLWDMESGAPKGLQIFNFTTGETTALTTGWDNTPGWSPDGKRIVFTRNGN
WTVEYGARWYADRFDVYTIRTDGTELTQVTDSLANDAHAVWSADGRILWSTGMWGF
KDESHLSDNTFQPYGQMMIMDYDGSNKQLLTDTIWEDSMPLYMPNEYLG
>8940_t gene=8940_g
MWRRTYLLLLLIRIYFALSPSYVHPDEHFQSLEVFAGRIYSYPSQLTWEFTSDNPIRSVFPL
WPAYGLPMNLVKWFYNETGLGSSPPPELIYYILRGGMFILSFVLEDWAVYELVPTPRYR
VPTVVFVASSYVTWTYQTHTFSNSLETLLVTWGLVLIQRIVENRKRSAFFSPAVLSLVVV
LGVFNRITFPAFLLIPGLQLVPHFIQKPFSFAVLAGCGSFFAAIAILTDTIFYRSSSFIESIRHP
VITPLNNLIYNSNSLNLADHGLHPFYHHFLVNLPQLIGPALVVLVLSLFMKPTIRSSTFYN
RRAIAAISGTMILSAIPHQEPRFLLPCVPLLLTCIRPLKTRPFLVSWIAFNAILGFLMGVYH
QGGVVPTQLAMPSIISSVMAQHTQTDNMNVTVFWWKTYSPPLWLLGDNSELQADIQTH
DLMGMRGPDVIKQIDNLVPGCPSLLSSSQKNSNLVFLVAPRSATFLDTYTFSASPDTTLH
MTEQWTYTNHLNLDDMDFGDDGFISTIKRVVGRRGLTVWSVERIGCV
>8994_t gene=8994_g
MQRRPSKRQQNAPESPDPKTQPIEIQQKPETEDKKQKPKLISYTLSKVFLAVVCILPFLAT
LVLFVRFYYESNNDGNVGRLSESLHEHEHVSTLTLGFDNRIYENGQLRPENHVYRETTT
QTLNWSITAGQRRPDGVDKRVYLVNGLFPGPLIEARSGDTLNILVNNDLEDEQLSLHWH
GLNMRDANTMDGAIGVTQCGIYPGQSFWYNFTISETQSGTFWYHAHSTVQRADGLYGG
LIVHRPVPIARPPTSPNVRGLLIKHRELKGEEDDESSVPDSLKYTYDKEIFLMVGDWYHR
TAKDVASWYLWWGSRGYEPVPDSLLVNGAGRFDCSRAVPARPVNCIGEASERPPLILDG
ESSYRIRAVNTGSLTGITLGFAPGTSIEVITLDGGNPVEVNPIDDGKSSVGILFPGQRVDFV
LRPVTDNTSFMTVKLDESDFKIGNPALVTHQSFPLLQTPLSSQTSLSSSTIQDNPNINTEDN
MIDINKLPSTPTLLFHLPPKASQTHIVYAKVEKLSRLNNIPYGFFNRTTWSVQSEPPYPLL
GLPRNQWDKNQLAVSTGQEGGWVDLVVNNLDEGAHPFHFHGHNFYVVAVYESPAGSS
RWGSYNPWTANNSGGNEDPYDLTKAVLRDTVQIPRRGYAVLRFKADNPGVWLFHCHV
MWHLAGGMAMLIDSGSGSGDIAHEPWLGAKGMECRV
>8996_t gene=8996_g
MNPSTPSRGQVNGQYVEPYPDELPPAYYGDEGSTISSPFQNDAGASATMRLLPTGYDNE
DIDGSSDLGTNAARFRMGQTSSTRRTYVDDSEDPNDKRIKNLISIPPLVPHHKEPSFPEAV
ACAVSQDPCRCKPVAALPHTPTSKKNTPSIRKVAQTYGSKKSIIPPPLFAKIPKPSRLPDET
KPKAETLDLSMIEHRANMVLNSANPSPTRSTPNRVPVFRPRQNSVASSIGHTPSIPPPAAS
VVDSPQYSSRPGSPTRPWTPSRASTRRGANSSISGVSYEPADLNGSPRPGTPSSAYGGSPR
RPLPPAPLFSGPSASSGETSIDIGDARSAEDPFGGDGQTIDPRRSYDSFRSESTMVTDEKEN
MVKIDLDEVHDGEGDDTEMLVDSNIHYGPAPEGKQSRRGVRSAQMSKKEVQLINGELV
LECKIPTILHSFLPRRDEREFTHMRYTAVTCDPDEFKERGYKLRQNIGSTMRETELFICVT



MYNENEVLFTRTMHGIMRNISHFCSRAKSRTWGKDGWQKIVVCIISDGRAKVHKRTLD
ALAAMGVYQGGIAKNVVNQKEVTAHVYEYTTQVSLDSDLKFKGAEKGIVPCQVIFCLK
EKNQKKLNSHRWFFNAFGRMLDPNVCILLDVGTQPAPTALYHLWKAFDQDSNVAGAA
GEIIAGKGKHYLGLLNPLVASQNFEYKMSNILDKPLESVFGYITVLPGALSAYRYYALQN
NEDGHGPLSQYFKGETLQGKDADVFTANMYLAEDRILCWELVAKRGERWVLKFVKSA
VGETDVPDSLPEFISQRRRWLNGAFFAAVFSLANMRQIWETDHTLTRKILLHIEFVYQFF
QLVFTYFGLANFYLAFYFIAGSLSNPDIDPFGHNMGKYIFDVLRYACVLLMALQFILSMG
NRPQGARKMFLFGMIVYSIIMLYTSFATIYLIVDKLKGDGLSLSGNDLSNIIVSLMSTLGL
YIFTSLMYLDPWHLITSSGAYFLLLPSYICTLQVYAFCNTHDVSWGTKGDNVHHMDLGA
AKGLGGSKVVMEMPTEQLDIDSGYDEALRNLRDRIEEPEPPVSEGQLQEDYYRAVRTY
MVSIWMVANALLAMIVSEAYGTESGANNIYLAIILWSVAALAAFRAIGSTTFAILNLVHK
IAEGRMKFQAGSLGQKLRKAGGGGSVAGSSRYGGSASIRDLISESGWNIKRKARKLMF
WRK
>8998_t gene=8998_g
MVLKVGIIGAGEVAQVIHLPTLTLLSHLYQIISICDISLPVAQHCASKFHIPSATSDPHEIITD
PAVDVVFILTSDEFHAEYTIAALAAGKNVMVEKPLTLSLPAAQRIIHAERESKGRVFVGY
MRRYAPSFTGAFLREVASIPKVLYARVRDMSGPNAFFVNQSGTFQVRPDPRDIPASAGQ
ERDRLLAELYREAFPGTDNVTDEMKKYCRFLGSLGSHDLSLMREALGGVVDSIEGVSVN
DPFYSAIFTFPSTSAAGGKFSVTYESGIDTIPDFDAHLSIYGSNKRVSIQYDSPYVKGLPIK
VRVEEVNEYGEKQVREILSSYEDAYTAELTEMYECFVDGREIKTSAADAVEDLKLYDA
MYRKAGFITR
>9036_t gene=9036_g
MSPLSTENAIQHFTINDFKFQDGTILPQVQLAYREVNPTKTKIALIPTCFRGRINSTLNFAD
GALRGYRVIVVALFGNGESSSPSNTPNFPQTLDYRDCVRAQHKLIKEHLQLTQIDVMVG
FSMGGQCAYHWATMHPNMILNAVIICSSAKTSLHNYQFLEGPKAALQSSVDYVDGKFR
TNRDSPPLHGLHAFGRAYSAWLTSAEWFEQRLFEKQGYKSLDDWAAAVAGTNYNDW
YPDDLLVMLGMWQRSDIGVTAGSRTDENVISVSEALGRLSARCLLMPCQTDQYFTWQV
SEREAKQIKRAEVAVIPSIWGHVAGGGANQEDSDWMDRRIALFLSQED
>7647_t gene=7647_g
MPSPLLNLVTLALVASPAVATSSYNLLYKFDETNFFQNFSFYSDSDPTGGYVQYLDYDA
AKTAGLAKIQSNGNVYLGVDHTNTYTTGGRPSTRVTSDIQFDQGLLIADIAHMPGNACG
VWPAFWTTGSNWPADGEIDIIEGINKQKNTQVALHTLNSCDISTTASELTGDLTATACST
SVGAGGCTVQGTDGSYGDDFNDLNGGVYAVELTSDAIKVWFFSRANIPACIASGHPDTS
SFGTPMAVFQGSCDFEKDFTAQQIIFNTDFCGDWAGYSYASSCPLTDGLSAISSCEAYVG
SNPSAFTEAYWEIVSVALYQKGSAAVSSVAPTTAATSTAATSTAATSTAATSTAPATVPT
SAPSSVPTTAPSSAPTTAPTSTGSALSTSSPARLSPSGGPSSRPVAPSASAGTGSGSGSGSGS
GSGSGSGSGSGSGTGTGSGSGIVGSSARVSPAKTSCSSKSTITVTSKVAPTSSAPVVPTTSP
CSSKSTMTVTSFTSPTPSVQAVSPDSSKLTTTTVIVTSYVDVCPTGYTTKTITQTVTYCPA
DVTSSSIAPAFTTTTKLCTSGCAPSPTTVVVVVPVETSTTPAKPIGTALVSGGSPASGSGTT
ILPALAVSAPGTSPSQTSVSTAVSPVRTGIYSTGGLVPVAPSSTSGPASAKPSSSLPGNGSV
TTTGVSPAFTGAGSRITPSAVGFLAAVAGFVLFI
>7662_t gene=7662_g
MAIRSTLSNYIGLAVIFAYGVRADAPGPTACTNLTSILGSSIVNSNTLSSAYIESRTDYWN
TLQDVYEPSCVVYPSSAQDVSVTLQAVRAAGSRFAVKAGGHNPNTFFSSVDAGVLIDLG



SMTGMSYDPDTTLATYEPGSLFGDLYDYYVQYNRTVVGARLAGVGTGLALGGGLSYLS
PQYGMACDSFRELEIVLPSGEIVIASNTSEYSDLFFASRGGGGNAYGVVTKYTVQSRPIGE
LYAGNIIYLFEQVDAVASAIQNFIQYNEDPKASIIGTFEILGTPDLGLDLDQAVIMFLVYD
GTDPGDAFANFTSIPYLLNLMGNKTYPEVANMPIPMSTELSRGENIFRVGVHRIGDGGYE
AALNTWRTWAEDNKGSYILTSLDFQPIPLSLTEASRSQGGNAMQMPDGPWFWVNYLISS
NPLLTRSEYDAVQASFRDMVASVSNAEGLPLFINDANKDQIPLTTFSTYSTLQQIKQKYD
PDDFFSNYTGGWSFD
>7679_t gene=7679_g
MLLVLLFLVYVVYYPPFWIIQHCQRRWPDVLWHVSTSEKVIALTIDDGPSIYTAEILEILK
ANDATATFFIIGSHVSNMAHEGHEILQELIRGGNELGNHAMYDEPAYKLPDDELVSQINK
VDEINRKAYEAVNGASTFVADGTAFPRYYRPGSGWYTTRMRNIVNRLRYKLVIGDVYP
HDPQIPFAKVNAAHILRMARPGGIIICHDGRAWTLPMLMAVLPELKRRGYRVVTVTELL
QCANS
>7680_t gene=7680_g
MRLFRRQYLGLVPVAALVFIFGTIYSTHSWTSTQQLNKDRWSQRPGDQETQQLHDGQN
YDDPGCADFPRDRLRDVQIVLRIGSTQPFDQISSHINNITNCISNLIVISDRVEEISNGFWSH
DIIADLPKVYWEGIDQDDDDTDQTAGLKAYADINKGDSSWKQGKHASDRLTHRQGWL
LDRFKFLPMVEYAYNVNPQAKWFYFIEADTYVVWDTLFRLLDRYDFKREWYMGSPSP
GRELDGEKTWFAYGGNGFILSRTAIQRLVSKDLVKSTDESSNANRTELSLTERWVDLVK
SDCCGDSVLGFALAKKGVFLSGLYPIFNPHSLHGIPFGPSGKPYWCQPVLSLHKTWPGDV
PGLTHFVKDHSGKRPLIYADLFNYLGLEQVAQRDDWQNSDWNGFEEAPESPVHENIEAC
AAGCHAHGECFQWTYWTETSWKYKSIPKKKCTFVRSIRLGTHKDREDLWTTTAVWTS
GWDIEKISKWAKDNVCGEPEWVEPSLQRIY
>7689_t gene=7689_g
MSATKPTAAAVHSAIRLLIENLVNIKDDTGKFLLYLDDGRVIDTKSWAGWEWTHGIGLY
GVWKYYEITGHESLLKIIEDWFAARFAEGGTTKNINTMAVFLTLAYVYEKTGNVAYLP
WLDSWAEWAMYELPRTKYGGMQHITYNSINSEQLWDDTLMMTVLPLAKIGKLLGRPE
YVAEAKKQFLLHIKYLFDPRTGLFFHGWEFKGENGGHNFAQALWARGNSWLTIVIPEIL
ELLDFDINDPIRLHLIHTLDAQCGALKQFQHPSGYWRTLIDQADEGSYVEASATAGFAYG
MLKGQRKRYIGSEYRETAEKAIQAVLGAIDSNGELQNTSFGTAMGHNLDFYREIPITSMP
YGQAMAIMALVEYLRTYI
>7774_t gene=7774_g
MSQGRNEIIFWYVLLSVILPNKMKWFNVVSAGLMVWTVVSATPTPGKPHEGEGSGPYP
AYYFSEPTLENHTIYMPKNPPDDISLPVLVWAEGGCDNNGTQFANFLTNIASYGFVVVA
NGPINGSGFDVENPQYLQDSVLWISAKAGTCGKYKNVDASKIAAAGQSCGGLEAYTMR
NDSRVSYLGIFNSGFLSVVPAGALPSNIVVEPPSTIHQVHKPVFYFLGGPTDIAYPQGEAD
YHNLTGVPKWIGNYPVGHTGTYSEVNGGAFGVAAVNWLTWIFKDNTTAAKFFTEGGA
DRAGWNATESFDLQDLLKY
>7778_t gene=7778_g
MYSSRLSTCFAFIATLAQIAKSQTVTITNGTINGINDPVNNVQRFLGIPYAQPPVGNLRLH
QSIPLESSFGTLNATAFGPACYGKNNPDPSEDCLTLNIWRPSNASSRAKDTLLPVLVWLY
GGGLSSGYTADPRFEGTNLVRISTEINKPVIFVSVNYRLGPLGFLNGKQMYDLGLLNLGM
LDQRLALHWIQENIKAFGGDPRKVTLAGESAGAVSIYSHMMAYGGRDDGLFRGAIMES
GGAFPLTGPDTPAFQETFDSLISNTTCVSVANASAVIQLDCIRGLPISVFLGSVGSSTGQSI



DGSFTQTSIQFALSAGKYVKVATIVGSNTDEGTTSAPTAINTTEQLWGPLSQEYFRPKTLP
NSTVETLLNLYPTDPRLGCPYNTGDVKLTSGSLDKQACSIFGDIVQVGPARMIAREIAKH
NGNVPVYRYRFDQLPHNTSSLAKGITTGLEQNYVFSNLVADFPWDQALAREITSVWVSF
AYSLDPNPGQDSMLPYWLEYMHGGQSIVFNAYGSIIETDDYRREGIDYIIKNVLPYGAQ
>7790_t gene=7790_g
MLLFNLLSFTLLVSLVASTTFSPFFSLHKRCTNSADDRSCWGDYDISTNYYDESPDTGVV
REYWWEIVNTTAAPDGIERIILSVNGSVPGPTIIADWGDTVAVHVTNKLVNNGTGIHFHG
IRQNYTNQNDGVPSKATQYGSSWYHSHYYVQAWDGVAGGILINGPATADYDEDLGVL
FLSDWMHETADQEVISAELNGPPTLNGGLINGTNQYNDTTTGTVTGSRFETTFVADTRY
RIRLVNGAADSHFRFSIDNHTLEVISADFVPIVPYATEYVDISMGQRYDVIVTANATTDN
YWMRATIVQACSENDSPDNVLGIVRYDNTSTADPTSAAWSDALAADATCADEDVSNLV
PYVALDAAEDPTNTTDFTVALYQSGGIGLWEMGAKSFVNQWDYPSLMQIDQGNNTWG
TSQNVYTYPEANEWAYMVIQTSNQQPHPMHMHGHDFFVLGQGDGTFDATTADLSYTN
PPRRDVVMLPADGYVVIAFYTDNPGVWLMHCHIAWHTTEGLAIQILERESEITVSSILPR
>7791_t gene=7791_g
MRTGPLATNGIDAGVKIRPTENELAQMCSWPTPDFKRGWDSYFKHKSDQPVMHYFVIA
GDSLSFPGHEQYGTQGRKLSFKYGVVDERLNVHGVEGLKVVDLSICPDNVGCENFTTAL
LIGEQAAVMTAEDLGYSGSVMDMKVPTYHAPGGL
>7804_t gene=7804_g
MNPIIPGFAPDPSAVRVGDTYFLVNSSFHIFPGLPIYASRDLVSWKHIGNAINRQSQLSLAL
TRTKINLEEGGSFMCAAGGLYAPTIRHYAGRFYVICTNVIHAGEQEGTHQNFIVSTADIW
GDQWSDPVFFDFDGIDTSILWDDDGRSYMHGSAAPGPMTTINLFEIDVDTGKKLSDEKII
WRGTGGIWPEGPHIYKKDDGWYYLVISEGGTFEDHMITVARSKSVWGPYEANPHNPILT
ARGTDEYVQHTGHSDIFQDSQSNWWAVCLGVRKDRSKRYVMGRETFLTSIEWPTGSWP
RVNQVKIGLPSDLTTTLPGTVSSLSATPNVDWCYIRDADLSKHKIVENGREIVLTADEND
LSQASPENRVTFVGKRQRQLEGHSQVAVQNVSPGTQVNAGLCVYKDEYRFARIYLEFG
TPAIVLEFVNKAKSIDKSKKIAVDLKDAATTWFRTEYLESHYKFSYRLQQDSPWIDFGDL
DTLELTGHDFVGPIVGIFASTKPMNGRTDIKFEMLEIE
>7805_t gene=7805_g
MPSFLRYLYLKVLVTFSRVLIKLLGPPLKPRPDDVIQIASRDKRRTIKAHVYKPHTTNTGS
SNAAPILINLYGSGLAIPLHGMDDDFCRFVADATGYVVLDVNYCLAPEYPFPAALNDVE
DAVKYVIDHPKEHDASKISICGFSSGGTLALAAASTTLPRGTFQSLIAFYPATNLFQDPSL
RRAPVPGGTDRSPFWTRIFRESYLRGMDPRDPRISPAFADTSNLPANMLVVTGELDQSAV
EAEELAERAKNEGHATGREVIIRRMKGCGHAFDKKLAGEFAVAAKDESYQLAVEMLKK
ARK
>7845_t gene=7845_g
MISTYTNPIIPGFNPDPSICRVGSDYFLVTSTFEYFPGLPIYHSKDLLNWTLIGHVLTRRSQL
DMRTTEPSGGIWAPTIRYHKGTFYVSTGCTQRFRPKEWDIVIPRGFYVTTTDIWTADSWS
DPIYFDVPGIDQDLFFDDDGKVYFSAVNQITDPSIPKHALGLATFTAEIDIKTGHCLSSLK
WNCLSNFGIGIAEGPHIFKHGGYYYLSTAEGGTDEGHQQWIRRSKFGPYGPWEEGPQEAI
NPVIYNGDDPQVRNTGHLDFIEREDGSWFAVFLGVRPQGEDSSLLSSIGRETFLAPVQWV
DGWPIVNSRRRIGLQMPMDGLQTEQKLVRSWRDDFQSAQLELGWYHLRTPLKKEYSLK
DNPASLSLYGGAYRIFDSECPSMLLRKQAHFSVDWRVGLRFSPENINEEAGTAIWWSQF
AYASIGIRRGESGLEIAFRGYDEHADAFQENKSTILSSIEEIKLLIRARPTKYELLFSPSSSTD



VGTGNEYTKLGEITTSALTVRRSGKESPNTGSHFAIYAQGGFGKPCLKPAVFTFAEWKC
VE
>7852_t gene=7852_g
MWPKSILSLAVVLGGVPLAFSFNNPPGVNIWCGKAYEASNDSFNPGGCFEEPSKSSIPLL
NLKVRPRMNIYLESDSQGSLLIDAAISYLTGEPLPSVATLSQNSERFSLFLVITSGGASIISH
HQSVAVGSSDNEIPITFDKLPPQMTPYNISVVGTLSHGNNKTTFSATTELYRLPQRTDGGS
VTRLDHLYGGLSVIKGSQTEWKPLFPYTYYVQWSLYWYANISTLDEFAAKGYNVIHIVP
TGDLGDTPFPWDEFEPYLQRADELGLFFQYDVRWDYSNLTTMIDQVTRLRSHPSILLWY
TGDEPDGKSNPLNSTAIAYETIRELDLYHPVSLALNCYDFYYQNYASGADIILSDVYPIST
NTSWSTVYNTPCNETYGCCGCDDCNGRFEDISDRLDNFAYYDEIIGWPKTHWGAPQAF
GNETFWTRYPTAAEEVVMTMISINHAAKGIVMWDFPTSPDILGVTDALAAVLTTEEVAG
FLIGSPIAQNLNVTGGERVDAAAWIQNKKLLLSILNLNYEELTGEISVSLPGEISAKSITST
LWGDSAWKISGDKLTSSGLAGLAVSILVIELR
>7853_t gene=7853_g
MRLDTQTSLVFGLALATAVQGALDLVSQSTPVSLESYFNNKAFGSYPGYAAFDALNESY
PDPSIIGINGTYTSKSTGIVYDFPGLQPASAPDNVICEGQTIAVPSSEYFSASILVSSDVELST
VSGNITYIYSDNSTLISELRSLPWWAFLTINRGEIIFPYRYTANSTNFNTTHIFEYTAALDPS
KTLTSITLPDTTNATTGRLHVFALSLWNAASSSAQVQFVRPTQKWTTEGNQVIEVTINNS
GLDCISGEGLMVSIVMPGVQTLEPGHIKRLCPGDQKRVDVGVNGTATGPAEIVLNHDRF
SVQQHVANVSIGLTEWTSDLSNLAQHESPQWYDDAKFGIFIHWGPYSVPGWGNSTPYES
YAEWFWWYSTHTAADKSDFYDYRLRTFGPDWNYDDGFANFTAANWDPKAWVDLIYA
SGAKYFVLTTKHHDGLALFNTSDTTDRNTLHYGPKRDLVQDLFDAAKTHQPTLKRGTY
FSLPEWFNPDFGPYGFAQLPGNSSTTWPGIIARNPYTGLNEPYTGRLPIDDFITDLMVPQM
EILAYNYSTDILWCDCGAANGTAPFAASWWNQARAEDRQVTINSRCGLAEVADFDTPE
YATFSTAQRRKWESNEGMDPYSYGYNRATASSAYMNATTIIQDLVDMVSKNGNFLLDI
GPRADGTIVEAEADNLRMAGEWIHSHAEAIFNTTYWFVMPEIADQNVRFTQTNDAFYIL
FLEEPTTSSIYIDAPLPLLKGDVVSVVGQNHSHSHIRWEEGQGKNAGSIPDSRFTFHVPES
AWRGEMYCWVLKIEYAA
>7863_t gene=7863_g
MKAFYLSLWALAGSASAYLATTTRYYDGQEGACGCGSSSSGLDSWQLDVSTGVYTAA
GSQALFDTDGSSWCGGGCGKCYNLTSTGTSACNGCGEGGVAGESIIVMVTNLCPYNGN
EVWCPSVGAKNNYGYSYHFDIMAESEVFGDNVVVNFEPVACPGQAASDWETCICHGQT
DSDTTPAGMTTAAGSAGTVATSSASSSSTSSTSSTSTTLLAVSTSPVKEVASSTTSSTSTV
KPVSTVVAETSPTPVVEPTSITVSTTSTAVSTTPQGGAATTTTTTTAVTQYTTVTEVSTIW
ATPSATTGSSGAVQTLYGQCGGINWTGATTCASGSTCKVQNPYYYQCVSSS
>7867_t gene=7867_g
MATAEEQRRLVKSVCQQIRQMPWEPLAEKQRNSARDIPARGNIWLSRVKFPAPASSSMR
DALYRVINHLKSDYHKITPADETPILDVGVEFIGERTGVPSDAPEPDISEEDKLQALEKEFS
SDMTILYIHGGGLYFSSPAEFRAASVRLAKMTKARVASIRYRLAPKNSFPAPILDTLVAY
ANLIHPPPGAAWSAVPADRIAITGNSSGANLGLGLIKFLLEWQKLSG
>7872_t gene=7872_g
MSAPRAPDGTKVWTTLITNTAYLSGLLTLEYSLRKVGSKYPLVALYTDTFPEEGHAALD
ARGILKKHVPYLLPSIPKDYTNDTRFYDCWSKLTPFSLVEYDRVVQLDSDMLVLKNMDE
LMDLELDAPELAGTGNKVFAASHACVCNPLKKPHYPKDWIPENCGYTSQHENPDIAQTE



GASPAFGLGIPNGGLQVVNPSKGTYDKIVAQLGSAATSDYEFADQSLLSDVFYGRWIAL
PYIYNALKTLRRKGVHDAIWRDDSVKNVHYILSPKPWDDVDEKDPSKPGYDASHEWW
RALNTERLEDEKQRGVNDQF
>7880_t gene=7880_g
MARFSFLVAAIGSQLLGLTSATPYSEYILAPSDRTLSPVSVYNINGTVDNAIALTTSGSGE
ATFSPGSNITYDYGKNIAGIASFVVSDVNASAVEEFIGVGFSESSLWISSYGSDATNNAGI
DEIIWFAITGPGNYTVDFAHNRGGFRYLNLYHNSTGTVSLSSLTTYFNAAPSLQNYTGYF
HADNDEKLNRVWYASAYTDQLCTIPSNQGNSLADLDASDPNGTTYWFSNSTLTNASTA
LVDGAKRDKLIWPGDFGISVPAVFLSTNEVDTIKVSIQQLFAEQNATTGAMPYAASPIIED
PPNPAVSGITSVFSFTYHLHSLLGLYYYYKYTGDADFVAEQWNRFKFAINYSLSYVDESG
LAYIPVNNPDWLRNDMGYHNIEANSILVYTLKAGLSLADVMADTSITANWTSTITGIETA
ANQLLWNSTQGLYKDNENATIYPQDGNAWSIISGVANSTTAVTISNSLRSRWGTYGAPA
PEAGDTISPFISGYELQAHFLAGQPQNAIDLIRYMWADFMLDDPRMTNSTFIEGYDVSGA
LHYPAYSDDARVSHAHGWSTGPLLALSSYVAGLQVLNSTDWIAYPRPGNLSAFEAGFEL
SYGSYASSIKVDSDCTTYSLYTPPGTSGSIILDVPAFDANITVTGANNDFFWTKEVDAWT
GGASPRGISFWGPQDSTNGTVEVDGVPGGDYIVRIRQV
>7882_t gene=7882_g
MLLSLCQVVVPALAFASIGQAAILCDSPESFLPVSYALSTTPVDSGLAAYSTRRKYVLSK
HSPVLTLDYGVDVAGFPYVDIVSGTGQIELKYTEDFDGLNQIYGDGPWTFVVGAQRWE
TITLLTDDTIVVSNPGFEPSVEVCPTDTLPGSFSASVQNYTEIWGLGARAVQLACFDKNSQ
PSSWKITANGAYIQGQQPANSPLGYGMSEYTLEFMTKIVRGGTGWRVLSSAVSSGPYMI
LTSSYPDHSTFVNVNTTLLPPNTLIVGNGPSIVNQTSLTTGANLYYPISTKILEDTWYNITI
ATGTAGIDVYINDTLSVTVPLVSTGTWGFGPFMDQIAYVKDVQVTASNGTVIYQNNMK
SDQTLAEYGVQSNTVAVCVDGGKRDRVIWVGDFVHTARVLPATTYRVEFIRGVIESSFS
WQLPAGAEGSGLVATRASLGDDNTYKDHFYVTNYGITDYQIFFLLVVGDYYTLTNDLA
FLTPYWSQVQALVSRMEEYLDPNSGLLGDSYDNYYFTAGPVPNATAPAALFAYVLKKL
VPLAEAIGDTASASAYSSTAQSIANAINNLLWNPTTGTYGVLYRTLIESTLATALPKLFY
MTGYKDSSSIISSLTTQLSLNTQGFLLEALLISLKNDSSSTTTSAALTAISNLLNVYWPQML
STSRYYTGASWEYVLPDGSPGLELFTSLAHPWGSAPTYLLTEYVLGVGPKTAGYEQWSF
EPIPALLRGGLDRLDWAEGVVPTPNGGAIKASWKVDRSTGQVKITAQGPAHTTGVITST
VLIGTWSINGLRATLNGSYTVTGGKQVVLVGTI
>7883_t gene=7883_g
MKSFSTLLLALCSLGQVQAFRHTNLSVLAGVHVVYSYSGTTPPAELTTLIEDGLVGGVIL
FGNNVNSSLPAIVESWQTAYANSPAYIGSPLLIMTDQEGGKVRRLPGGPTESEKVIGESSD
PEQAASQAGSDAAAALGAYNMNTNLAPVLDVFRTPGDFDDQYQRSYSDNATLAGICGA
AFTAAQQGAGYIATAKHFPGLGSASTNENTDEVPVTLNVTIEEIRAVDELPYHNAIAAGI
DMVMPSWALYPDFDDEYPSGLSKKWLKQELRGRLGFRGVTISDAIEAGALTAFGSDSD
RAVLASGAGMDIILAAAQNITQGQTIVQALVDALNSRTLDRAEFDEGTRRILALRNKISA
>7894_t gene=7894_g
MHSFSVLASLGLLASSVLAGPISLPKRKTSTGQNVVYWGQNGGGIVENTDLTTYCSSTSG
IDIIVLAFLYEFGNGVTVPGGGIGQTCSILATSGTSQSCDAVASAITTCQKNGVKVFLSLG
GGSGGYSLTSQAEAESIGQYLWEAYGNPSTSTVTRPFGNAIVNGWDFDIENPSGSQYYPY
LISKLRSNFASDSANKYYISGAPQCPIPEPNMGTMIQNSEFDMLFVQFYNNNNYTYPCAL
GINGDAAFNFPQWQNFISTSNSSSAEIFIGVPAAPLAANGADAGSVYYATPNQLNTIVKA



TEGNSSFGGVMLWAAGYSDSNVNNGCTYAQEVETILYDGEVCSGSYVVTPSLTPVAPTP
SFSGSTGTSTSTATATGTPVPEWGQV
>7907_t gene=7907_g
MSIGVALLGAGVFAKKEHLPAIKSSPLLSLKAVYSRSQTSAEAFVAAAGEDSEAYFDSPS
APSKSLDDLLRRDDIAAVIVCVAIDVSPELIKKALRAGKHVLSEKPIAPDLKTARSLIDFY
QKEIKDVLWGVAENFRFWKSVHEAAKIIKGLNANLVTFSINSYSFVNADNPFYHSDWRQ
KPAFQGGYLLDGGVHFVAVLRTLLAALDRNIEAVSAYTTSIQKTLPPVDTVHAILKTDN
GRVGSYISSVGIESKLEMNFEIVTDKGSVRYSPFQMQIITKLKNQEGKWEEQSQTAPLTW
GVKEEVAAFAEGISTGRLDSKLSIPEALEDLKVVEAMLTSGDAQGLPTIISKDAA
>7911_t gene=7911_g
MFRVFFFVFLHVGCLLAASAPQQYTRLLGTFENPSVQTRPRFRYWLPDAGVDKEIVATNI
KDNGILGAGGVEFLPFYNYGGETTSKAPQADWVTNGFGTPAFRDVFRAALQAHKDAGL
LMDFALGPNQGQGVPAEIDDEGLQWDLVPYNIEVPRNGIFNAQIPGWGVGELVAVVSA
LVLSETNMTMSAANSPYIQSKTGYISLIVDHKSLSDITKQVTSAGHLSATFPQPTSGIGYRI
FAYYQKRTLNKNSSFENNQTATIWDNGSYIVDHYSAAGAQTVIKFWEEYILIDGLKEML
MEVGHYGWEDSIEITSNTSWTPTIPGRFQRKLGYRLEPYLPVINFGVLFPDNNVNIQAFEP
GPVQVILNTEDSGAGYINDFREILADGYRVYLQVLSDWTRNYLGLAFSSQVSYNLPMDT
ATNVPMVDVPECESLQFADNIDGYRQFSGAAYLAGKAIISNEMGAIILNEMGEITGAYNY
PLPRLLFSVARAIIGGVNQFVLHGQSYTGDYYGTTWPGYTAFSYSVSELYSNKQPSWDH
GLSEVLNYLARIQFVQRQGIPRTDVAIYNKVSATDSSFPSIYQSDDLLKDGWSWAYPTPV
NFALPQATVRDNVLGPEGPRYKALVITKDSNMTLYGVERIAEFTAKGLPIIFSGGLPSIYP
SASGNNSRRLKEPSIFSECIQYYQWSCCKHSAEPGIVPQEDPSTGVDYAFIFCDSKSASAEI
QFSGDARTKIPYYLDAWTGIQKPVFTYTISDSGLSIPISLEGNQTTIIAFSQSPLTDSETPSV
HSTETPASVIGSFYESADKGWTAQVANNNLQDLGKTRLSNNKTIELPNSSQIAEPFNLSN
WQLVAEHWEAPSDLFDAETIAQKHNTTHELTSLLSWTEIPALQNVSGIGYYSTTFQWPP
VTGGSVDGAYIQFPSILHAIQVSVNGQKLPSLDYTNANADIGPYLRHGNNEVLAVVPTT
MWNYLRSIFSQLKDQGSPPGLLKYSSVLPAISPNGLIGEVSVTPYVNVNIK
>7922_t gene=7922_g
MAIGVAILGAGLFGKDEYFPAVKTNSRYNLKAVYSRSQQSATKFGEEASVDAYFDSPET
ADKSLSRLLERSDIDAVFIALPITAQPDIIRAAWKAGKHVLSEKPVAKDSTVAKQLIADYE
PYKAKGLIWGVAENFRFLLPIAYGTEQLKRLGGEVTGFHVSVHDIVKDGNPYYGTEWR
KNPDYQGGFILDAGVHFVAGLREFLSALNDSIEKAVSFSAQMQSHLPPVDTVNGAYLLK
SGRSGIISLSFGIEYKNDFLIEVTSTNGSVAMTPAGVKVVEKNGSNGDRKEALKEFPSDTG
VGLEVEAFGRAIENKTPDARQSAEQALLDLVLIEKLLSSGEQGGAVLTI
>7928_t gene=7928_g
MKSFLQIIPFVPLITGSVLPWDNCGLPWYGLQKDGVAVGWLPSNGNETEGVSSPRYTMA
EINDRLGAISSTYGMYSHITSQNYDGYELLEELYDIIESKAIFVASVMPVLQAGFNAITPD
VASQIAAVMREFTDRGVIVWLRYGHEMNWYVDPAAEPRYYGTSAEFVASFERVAEAV
ADNPMVLMFWSPNNLGGGPASSLDEWYPGDDVADLVGIDCYPQSFNETFEWCYRNFY
DHFSAAKNKPFAIGETGASGDLKEHWLTELVGQSREQYPKYISTAWFEYNKSTDFQLVM
GDKSVLDETREILGLN
>7929_t gene=7929_g
MAIFKGIAFILSLTGVASAFNASLFAGKANYKRESNSLAEQYGIKSDSMISYDGVYFGYA
PNWNPVVTMEYLNGNTGQKGATYNVYSQITSDNVNSGSYDGNGQYNPTDIIQSGAVLI



ASLMPYVDWTDITPGLCDSVANFFESTFTSQGTTVWLRFAHEMNYYSDVGVYPGGKNY
GAFLTAWTTMYNAISGNDKIHMYWSPNDDTSSEPVAPWWPGTEYVDIVGMDYYPNAD
DGLPSFETAYGNFYNTYAAANKIPFAIGETGTQLSGGGSASIAQREQWLRNVINPSSGFG
SYSEYYISCTWFEYGPPTNDATYYVVYNQGSDVIDETISNTENGS
>7931_t gene=7931_g
MTQITLDQGWEFKQSSNLNDSALSFLPVTQFPTVAHIDLLGHNLIDDPFIDSNEIKSLWVN
EADWIYRTSEIPKVQLSNENEKAVLVFEGLDTVVDVYLNGHHILFSNNMHIGHRVDVTH
LLKHADGKSVLELKFRNAPAYAREEKDRIGYKCKNPSDVHFGGPERLFLRKAQYHWG
WDWGPSINTAGPWKPVYLQIYQQRISEFIIRQQVSEDLTTADMVVVGSVESSEKEPEATV
EVFSPTGELLQQNAVELVNGNFNMTIAIDKPLLWFPHLYGDQPLYKVTVSLGNGHSKSQ
HIGLRRLKLVQNPLKNSKGRSFVFEINNVRIFAGGSCWIPGDCMLPRMDRHRYSKWLKL
AKSGNQTMIRVWGGGIVESDDFYDLCDREGLLVWQDFLFACGNYPASPDFLRNVEVEA
ETQLKRVGHHASLVLWAGNNEDYLLAERFGWDLDMSDEKGPWNETNFPAREIYERLLP
RLVESLGGDVPYWPSSPYGGSFSNDTTVGDTHIWDVWHGKLSPYQDYQNYTSRFISEFG
FESCPSLRTLCRAITVPSERHAQSRLFDNHDKGPGHTRRYPMYMGENFRFRMNPLRDFV
YCTQFLQAEAMSYAYNCWRREFRGFDQEYCAGALVWQMNDIWPGASWALVDVDLNP
KPAFYVTKRALAKVVLGMSRIITKQPPYIVTGYLPEKHSVDIWAVNGTLERLDVTLNIRA
YDIESGKRQPLPTEIESQRLDLPSNQALEITNISIPNAENTVIVGSLHSVFTGERLARWVSW
PEPLKYIQLSPELIVSAHVADSGDKILLSSNAPVKGVMLAVPISESGEDAIFEDNFVDLVPE
EVVEVEVQGLGGRKVETRFLYDWEKQEGFEL
>7948_t gene=7948_g
MIRQWHLTSPLLLLLLLAIGSLTGAVAKKSDGPKIALKELDIAPADPFYFKNSDTVMFLSP
VTGEVYQSFDGGLEWKVVGNGDVDGEGGVTGDMTNAAVLILPHPHDNQKAYILGRHG
IHWVTTDQGRTWRAFEVPAAPSAFINEPLRFHGEDSRRVIFQGERCSPFACMETAFVTLD
DFETVAPMRNTARGCFWAVGKPAFAESTSDHADEIGDRVFCIVHGLKNPFPAAYRLVYS
DSFFQDNDDGIEAKINEGRPVAGIIDAAARTKYIMVAAKSQGTDELAMFVTDDAIVWHR
AEFGNHKIEEAAYTVLEGTNHSIQVDVMNTDRSENMGVFFSSNSNGTYFTRHIEHTNRN
PSGYVDFEDIVGIQGIVLVNVVENWEEIESDFEAEKKVISQISFDDGRTFQPLKVKDKNLH
LHSVTEFENLGTVFSTPAPGIVLGVGNTGSHLKSYTKDGDLYVSDDAGVTWRLALEKPH
KYEIGNKGAVMVAIKDDGKPTKKIQYSINHGKDWDTAELKNEIKPYFLTTTPDSTSLKFL
LVGFSDDDKQWYIYAIDFEGLHERECKDSDFEEWPARLDENGEPDCLMGHKQFYRRRK
SDADCFITETMFKTPAPEFKPCKCTVEDFECDYNFVRSEDRKECVPATILKAPEGTCKNE
DDTFKGPSGWRLIPGNACLRDGGEELDKEIDRPCKDALKAPSGDAKAISSTVNYIEADSF
KEFYYLERAGSSRGEDETVVMLTYDGKLYVTHDHGKTWTHELKDVKVKEIARHTYLN
DRAFFLTSGNKQYYTINRAESFDSFIGPAELNNAETTILGFHQKYKDWMIWTGFNDCSRG
ECPRSSYITKHRGDSWEILLRTVERCDFMAREDRADSDDLIFCDQHEGEDVHGKRTLVTS
NDFFDTSNTPLTDIIDFATAEEFIIVATPNPENKNSMKFDASVDGVTFADAEFPYNLDVPE
QLGYTVLQSTTHSVFLHVTLNNHVDQAYGLLIKSNSNGTSYVLSLSDVNRNNKGYVDFE
KLQGLEGVVIANVVSNTADVDKGSEKKLKSMITHNDGAQWTLIPPPAKDSEGKAYSCG
SDKCSLHLHGYTERRDPRNTYGSGSAIGLVFGVGNVGETLGSKADASTFFSRDGAITWK
EVKKGNYLWEFGDQGSVLVLVNADQPTREILFSTDEGDTWETYQFSDKEVSVLDLSTVP
SDTSKNFLIWGTETGSNKLVTVNLDFSGLRDRTCNLDENTGESEDYYLWEPKHPLQEGN
CLFGHVEQYHRKNPKSHCWNDWSEAHVHSISHNCTCTMEDYECDYNYERQSDGSCTL
VPGLAKPNAVEYCKENPDAIEYWEPTGFRRIPLTTCVGGKNLDRWESRPCPGHQEEYER



KHGTSGVVIFFAVIVPIVIAIAVGYWVYTHWDGKFGQIQLGEGGAQSFITSRGDSPFITIPV
AIIAATVAAVKVLPLLVMSLWRSASGYVRLPGSRGPRPYATRAAFASRRGDYTNVVDD
EDELLGDDEFEDEEGEEERS
>7981_t gene=7981_g
MIPLAPALLLLQVVSGLALPTDEAAQNTTEARAGCSLPSSYSWTSTGPLANPASGFLALK
DFTHVPYNGQHLVYASDVNNGGNYGSLNFALFSDWNSMGSVAQHTMSTGAVAPQLFY
FTPKNIWVLAYEWGASPFSYRTSSDPTNANGWSSPQALYTGSTGSSTGPIDPSLIGDSQN
MYLFFAGDNGKIYRASMPIGNFPGNFGSSAQVVLSDSTVNLFEAVQVYSVQGQNQYLMI
VEARDPSENRYFRSFTASSLSGSWTPQATSVSAPFAGKANSGASWTNDISSGDLIRASAD
QTMPIDACNLQLLYQGRATNSGGSYNDLPYRPGLLTHK
>7987_t gene=7987_g
MSSSGSENETSSQFQMTPSDCSYEDFTSSRLVAATPRNMSSKLLEIYSENVLAKLLRVAK
EALENNNPPIAYPEFVPQRGENIGKYFLREKYFWTCGFFPGLLYTLLERAVRYPGVFPFH
GHEQATQLFDNAFLRQQLATLCDFWKEPIYEMATRTDTHDLGFILQPSLRKDWELTGNE
KSLQFLLTGARSLASRYETNVGAIRSWDILNQKDVTINSMTDDFLVIIDSMCNLDLLYYA
SKHLGDPNLAEIATTHARTLIKSHLRPEHITGYVEHRPEPLYSTCHVVNFDPRTGSIKDRR
TAQGYRVDSTWARGQAWAILGYAQTYNWTKDEQFLWVASGLAEYFIWRLESAPVCVE
IPYAGTNRQENVGRYVPLWDFDAPIEDHANPLRDSSAGTIAANGMLSLSQSMAALGNM
VLAERYRSTAIKIVTDTLECCLSIEKARIVQRENGVHVKNVEEGLRFDSILKNATANHNA
HDLDRYSDHGLVYADYYLLEFGNQLLRMGFM
>7990_t gene=7990_g
MTGEPSLPHGGRPGQVTNLNFALNADLPLTVYKISLAQKVLLGSNKTATDVLVSAAGFF
GTSTIYFTSTARKEVILSAGAFQSPQILLVSGIGPCAELAAFEITCISNLTGVGQNMQDHPIF
GIAHRVNVITASAGLNNTPLLALGVQFYINNTTGPLLIFGQGIYGWEKLPESYRSQLSNW
SRSILDSTFPSDWSEIEWLPVAAYNGYSLNKQTADPRDGHNYATLNTAVAPLLRGRVKL
QSNSMNDLPIINPNGLMTRPISTWRFSHSKDSVSYGVFWLT
>7994_t gene=7994_g
MRTSVLAQCLMVTSSLAGRVLKRDSVTAVVNFGNNTGAPQHLASGLLYGVPDTLNQIP
STFYSDIGYNYERAGGAQTPAPGRGWIWGLAEYEKRFASALSNYKTAQEHGANFIFLIH
DLWGADGTQNSSAPYPGDNGDWTSWDDYLAQLFSDIKANSMTKSLIIDIWNEPDGSGF
WNRAQSQYLEMWGRTYYKFRAEFGTEVLLSGPASAGEPLASNTWWEAWASYVASNDS
IPDQYAWHMEGGGGDLLSAQAGLQHWLSTYGMPSKPININEYGVFSEQVPAGSAWWIA
QLERINAHGLRGNWLSGYELHDFMASLLSKPDATSDYSATATGYFPNGDYQVYKYYYQ
NMTGYRVGTTPSTDLKLEAYATVGTDGYARVLVGVRIEEGTWELRLNDLTALGLPSSG
TLNVHTWGFPVNSTNAHYGEINAPTDLGWYGHAYSGGTVTFPVYQVDTTTAYAFEFAI
>8006_t gene=8006_g
MKYLGVAGFLAAQAAALRHVMYVDHLPSSDLVSSVTHAIMAFAPSENFNSGSTFTPFEP
IDTFRARFPSTTKIMVAIGGWGDNAGFSTAAVSETSRSTYAQNVAAMLASTGLDGVDID
WEYPGGNGADYKTVPNSQRADEVNTFPLLVQAIRAAIGDDKILSIATPGLQRDMIGYTA
DNGPTVFDTVDMVNIMSYDLMNRRDNITKHHTSIKGSLEAVNNYLNIGMNAAKGNLGI
AFYSKYFTTDPASDCATNPIGCATVQLEDANGQDTGKSGAVTFETNPEVSSSSITSSWSK
AKANGLTDEDAGGQYYWDSDAQLFWTWDTPDLITKKFTEIIAATGLGGVMAWSLGED
SLDWSELKAINSGVAAAQ
>8011_t gene=8011_g



MNLEPTGTDAYFNLGSYYRPITTKSADAQTWFDRGLIWTFAFNHEEAVNCFKNAIKDDP
GCAIAYWGLAYAIGPNYNKPWDVFDGRDLHISLREAHRAAEHAKDQAVGSTTQAERAL
IEAIQYRYPSGTIEDVGNEANEQIFATWNLNYAESMGVAYQNHPDDLDIAALYADALMN
LTPWKLWNLRTGQPNPGSRTLEAKRVLDQAISSNRGLQHPGILHLYIHLMEMSTTPEKA
LRVADHLRDLVPDAGHLNHMPSHLDVLCGDYRQAIRSNTRAIQADEKYFATAGSLRFY
TLYRAHNYHFRLYAAMFAGQARVALDTVEELERSIPEELLRVESPPMADWLEGFMGMR
VHALIRFGRWEDILALKLPHDQTLYSVTTTMLHYAKGVASAALGRIEGAENERESFKEA
LLHVQPSRTIFNNSCLHILQIADAMLNGEIEYRKNNVDQAFIHLRQAIKLDQELPYDEPW
GWMQPPRHAYGALLLEQGRLEEALEVYSTDLGLNDVLPRAMQHPNNVWSLHGLSECLI
TLKRFDEVKLLKKQLDLAVATADVPIKSSCFCRLDTERTSTDCC
>8018_t gene=8018_g
MAARPLAFAAIAALLHQAASQQAPTPDNLAPLPTWKCTTSGGCVQQSTSVVVDWVYH
WIHTVNGSTSCTTSSGLNSTLCGTEEECYTNCEISPATYDSLGIKTSGNSLTLNQYVTSDG
TTSSASPRVYLLDPASKNYEMLQLLGQEISFDVDVSNLPCGENGALYLSEMDATGGRSQ
YNPAGASYGSGYCDAQCGSSSWFNGSINSGSLGSCCNEMDLWEANSEATALTPHPCSV
DGPYGCSGSACGSTGVCDKDGCGFNPYALGDQSYYGPGLTVDTSKPFTVTTQFVTSDNT
KTGTLTEIRRSYTQNGKVIANAVASSSSGFSGASSITESFCTAMDSEASTLGGLPTMGEAL
GRGMVLIFSIWNDAGGYMNWLDSGSSGPCSSTAGIPSNIQSSDPGTSVTFSNIKWGDIGST
GPGTGVSSSSSSSSVSSTTSSTTTKSTTSATTTTSSAGPTQTHYGQCGGMYYTGPTICASP
YTCQVQNPYYSQCL
>8029_t gene=8029_g
MKTTTVAAAACPVLLGTGAAAYTLQWDVNSSNFLDYFVFDTETDPTAGFVKYVDQST
ASSDGLYSTSNSQIYLGVDSTTVLDSSSTGRNSVRVYSQDTFSSGILITDFAHLPVSVCGI
WPAYWTINNQANPYGEIDIMEAYDDVAGAYVSLHTGNTCTLSTTDFTGTDIRTDCTLSN
GGGCGVQSTSSQFGAGFNSAGGGVWVLSLENSLQLWVFPRDEIPADITNGSPDPSGWGT
PLFEFDSNNGCDVASNFIDQTVIFNLDFCGANGAGGQEWSDWTDCATTTGQSTCNAYV
AANPSAYSETYFSINSIKLYQ
>8052_t gene=8052_g
MGLLPARKAVALQISAGQAIKIINTHGKQVVDFWAFNPNDAHDYLSMVHTRTVLRKVA
VRLGDSLYSTRRKPMLTIEEDTTKGVHDIIWSACDAERYRMQGVQGYHDNCSENMHTA
LKTEFPNWTGIPDDWVPDPFNIFMNVAIDHHGGLDIREPMSEKGQYVILRSNVDLILVMS
SCPQDIEAVNGGMPTDCEYEIFEKEVAGETEVTHLLSPVKALSTRPQRRVKVALSFDFDA
VSHWLGTGCHPDNNMADYSSGIFAGQVGAIRLLNMLKKFDIADKVTWFIPGHTMETFP
DTVQQVVNSGAEIGLHGYAHEGIYQMNVDQERDVLEKCIEVATKLCGKPPKGYRAPMY
TIRETTVEMLRKHKFLYDTSLMHHDSQPYWTPSDPPIEHIDFTKDASSWLHPSPIAAQTKP
AEGKHALVEIPCGWYNEDMMPLQYLPHLANSNGYVSTRVVEEMWKDKFLWLWENAK
GEEGTSTTDFVFPILMHPDTSGMAHIIGMSERIIKWLKSWGDSVEFYKHEDIAREWLADQ
K
>8054_t gene=8054_g
MTATEPVSETYDVVIVGGGPVGLLTAYQIARFGLSVCVLEKYDKQTQDAFGRAIALFPR
TLEQLDQLDLIEPMLQKGFACRNSVTYKDGVQQKARIPGRVWTFMENIKDTAFDFVLVL
RQMHTEEILRDKLRSVGAVYRESTECTGFEIEDGVASSDAYPVKSFFTSTKTQEKIVLRSK
YIVGADGGRSFVRRHAGIPFEGDTSEDKWIRIDGIVETDMPIKRAYGAIESKTHGNVLWA
PLDHGATRIGYAFTPEIAAKYPGGVTEEVAVKEAIESMQPFNVKFTEVHWWTLYTIGQRI



AKEFSTKDRIFLCGDAAHTHSSGAAQGLNTGIHDSVNLAWKLANQIHGFTRPEVLQTYA
TERRAAVEKLINYDKDISLLMTHKWPSWYTGDPAADPYLVLGQIFEQAASFNTGLGINY
PANVLNQFPAATSLKIEPGNRAIDVDLTVPGINRKVRFNEIARNLGRFWVIVFAGKIDLTI
SSLQALRKYLVERNELYSHPATKWLTISRDAGCSPYETLGMAPFGDTYYDIDGLAHEKY
GIDPSVGGIMIIRPDGLIGTGGAIEGALVQHYLETVLIL
>8064_t gene=8064_g
MKLSATVAIAAAGTLAAAQGHHHAHHHAHKRDTVATSTVDEVVTVYQLDGTPVPYAD
VCQGIKNGDYKWAEGAPAGACATSTSTSLSVKAAEFIQTTVSISSSTSSSTSSTVITTSAIP
TTSATPTTSSTSTTPTTSSTPAATTTASSSSSSNGATGVDASFPDGELDCSTFPSEYGAVSL
DYHGIGGWSGIQYPTYNALETLVENIVTAVTGESCTEGAFCSYQCPAGYLKSQWPSTQG
ATGQSVGGIKCSGGKLVRTNTDYETLCIAGVSGVTVKNTLSSVVSVCRTDYPGTESETLP
TVVEAGASSPLANPDGSTYYQWEGKSTSAQYYINPAGKDETVACTWGSSSSNVGNWAP
MNMGLGFKDGLTYISIFPNTPTTTATLDYNVKIEGASGPCYWDASAQTYYQGTTASSTG
CTVSIPEGGSAEVVFY
>8075_t gene=8075_g
MPYTSPLQMSPAAPLPPHLAQTPVPSTSESLSHMHTHSPSSETSSASSSHSSHSSHSTHSVT
HSHPQRPTLPRSSFSSQSYLRRHRRSPSYSKASLSSLGEANSTDRTSLSVAVDPHASLRQS
PPPRNNAVIPSGAVISPPESAGNSSDEDASPTDLRHVDLIDAAIRTLNAQKKNEGQEEKKE
ISALTSVVPALTPEARKISHSRSSTEGSLLITDSIETSSESDRDEDEEGPKPPMVRKKSGELV
RPALRSRRRPSSMPGTPTFSKNVHFDSQLEHIRHFLQLDKPLAVSANTSPVETYSEEHEYP
FNKPQPSAEWEIKLPNFPSNPAMRKQQPVRLERVFLSSDHKNLVGVVSVANLAFHKHVV
ARFTVDYWKTVSEVTAEYNHDIRKKQAHDGFDRFDFSIKLSDITDLGAKTLQVCIRYTV
AGQEYWDNNDNMNYQIQFVKSEKAQPAQEQAPSRDRARALPRSRHNPSTAARPRSMPP
ASFDDFGPSFDGSDRHDDSLGFRLTTLDSHDLFEAPKPREKQGRQAFGNRYDFGLSLSAA
RSSGATEDRTTLSAKAKSQSSRGESLTNVHAHPRDAFQSSAIGKPHLESPTYKELVDKYC
FFGSPKVEGSLNSSKSSSGSVSPDTMPRVDSGVAMNLVPENESSKVGMNSFNGSPIIFNPV
YRGHISRSGFESQPAAILS
>8090_t gene=8090_g
MKPHSHNDYSIAWICALPLEMAAAKAMLDETHPALPQSSNDHNVYTLGSISGHAVVFSC
LPYGVYGTTSAATVLAEMRATFPRLQFALMVGIGGGVPSSTADVRLGDVVVSKPTAAF
GGVVQYDYGKATSSARFERAGTLNKPPVILLNAMAQIESDHLLEGETITNIVADVLEGKE
EMRKKCSRPEHDWLFQPNYLHETFDGTNTECLACNRNQLVKRNPRPNDDVRTHYGLIA
SGNGVMKDANKRDLIAQELDILCFEMEAAGLMDQLPCLVIRGICDYCDSHKHKEWQGY
ASLTAAAYAKHLLSVVPTGSRPVPVESENQSWMVPFQRNPKFTGRGEVIKKLEDFVSRV
DGPKKFAVVGLGGMGKTQVALELAYRVRDKDPDCSVFWISAVSDSSIEQAYMSIAQEL
DLKDVDPANVKSRVRSHLARREMGKWLIIYDNADDPDMWLSEDDTPTELKDLIPDSDQ
GRVLFTTRNRQLALRLAPSNVFSITEMDEATATEVFRKSLIQKDLLDDIDVTTTLLKQLTF
LPLAITQAATYINNTGIQLSDYLALLQEQEQDVVELLSENFEEERRYLETQNPVALTWLIS
FHHIQRRDPLAIEYLSFMACINPRNIPRSLLLPASSLKRQTDALGLLSAYSFITTQKDRSFSL
HRLVHLATRNWLRQHDLLRPWLKKAAHRLDEVFPNSQYTNRPLWRLYMPHALYLIKE
GEGMATRKTYASLLQRIGRCLHKDGRYNEAEGLLRTVVEIQEAKYGPADVLTLVAMGH
LASTYRKQGRWKKAEKLELKILETSMKELGPEHRNTLDSMHHLTLIYSKQRRWKEAEE
LEMEVVEISTRVLGEEHPDTLNSLFNLASLYWEQGRLEEAEELEARLLELSRKVIGVDHP
DTLMNMHNLAFTWYDMGRHEEAFKMMEDCVQLRIDTLGPEHADTESAVQALNGWRE



KEKEPSSHRKTRRTHESSKSSITSKLESTSTTKSETTPSLRKTRTHKSVDSKTSSQSSQSTR
QRKLEGVKRLFRNF
>8101_t gene=8101_g
MSTTPSLRKRGGAKKDVAEPAPSEAAFRQTNPVSAKVAAKPPSEWDYWVAMFVMTVL
AFATRFWMINYPDEVVFDEVHFGKFASYYLQRTYFFDVHPPFAKLLFAFVGWLVGYDG
SFTFENIGDSYITNKVPYLAYRALPATLGSLTIPVVFDIMWESGYSLPACVLASGLMVFD
NAHIGEDRLILLDACLVLSVAVSILCYVKFYKQRYNEFGRKWWKWLLLTGISLSCVISTK
YVGMFTFVTIGSAVLVDLWNLLDIKRPRGEISLFRFGQHFAARGFALLVVPFFFYLFWFQ
VHFAVLTRSGPGDDFMTPEFQATLSDNPLTANAIDLEYYDNIVIRHKDTKVYLHSHYDQ
YPLRYDDGRISSQGQQVTGYPHNDTNNQWQILPSVPFAENDLTGHKIKNGDIVQLRHLF
TNTILLTHDVASPLMPTNQEFTTVPQELADGERHQDTLFEIKIENGKPGQNFQSLSGLFKL
IHVPTRVAMWTHTTPLPEWGYKQAEINGNKNSLQSSNIWYVEEVPSIPAESPRREKKERQ
VAQLGFVRKWAELQRAMFFHNNALTSEHPYASEPFQWPFLLRGVSFWTNAETKGQIYF
LGNPLGWWFASSLLAVFVGVIGADQLSLRRGIDAIEEIWGPGARSRLYNSTGFLFLCWA
AHYFPFWLMGRQRFLHHYLPAHLASCLVAAALVEFIFTFDPIAPSKTDYKVDPTGRGRL
TLGRFRTAKERLGRQSLYACWAVTVVVLSAVIYSFVYFAPLTYGFGLNVDEVNARKWL
AYDLHFAK
>8112_t gene=8112_g
MASTAVDPFLKGNTGRNTRGLLRIVILCTIAAAAIASRLFSVIRFESIIHEFDPWFNFRATK
HLVEHGFYSFWDWFDDRTWHPLGRVTGGTLYPGLMVTSGVIYHFLRFLTIPVDIRNICV
LLAPAFSGLTALATYLLTNEMTTSPSAGLLAAAFMGITPGYISRSVAGSYDNEAIAIFLLV
FTFFLWIKAVKNGSIMWGALTALFYGYMVSAWGGYVFITNLIPLHIFVLICMGRYSSRLY
ISYTTWYALGTLASMQIPFVGFLPIRSSDHMAALGIFGLIQVVAFVDFIRGQVPGKQFQTL
LTSLVLLIFGVSFIGLVALTLSGTIAPWSGRFYSLWDTGYAKIHIPIIASVSEHQPTAWPAF
FFDLNFLIWLFPAGVYMCFRELRDEHVFVVIYSVLASYFAGVMVRLMLTLTPVVCVAAA
IALSYVLDTYLLLKSPAPATDAAAAKSDGLRSERGTNHGIQSTFSKVFTAASVSAYLLLF
VAHCTWVTSNAYSSPSVVLASRMPDGSQFIIDDYREAYYWLRQNTEKNAKIMSWWDY
GYQIGGMADRPTLVDNNTWNNTHIATVGKAMSSREEVSYPILRQHDVDYVLVVFGGLL
GYSGDDINKFLWMVRIAEGIWPDQVKERDFFTARGEYRVDDEATPTMRNSLMYKMSY
YNFNNLFPAGMAQDRVRGVRLPAEGPQLSTVEEAFTSENWIIRIYKVKPLDNVGRDHQS
AVAFEKGHKKKKSTKRKGAPVLRVE
>8149_t gene=8149_g
MVVLAILAIALGFGLSALAAKNSRSEHDNIVQLDYASYRGYKQDGGVSYWKGMRYAA
PPTGSLRFAGPQDPQVQSDVQDATQHGDLCISTGVHPIPSNQSEDCLYVDVYAPTNATNS
TTLPVFVWIQGGGYNALTNANYDGTGLIEASDFNIVVVTFNYRVGPYGFLASQELEHSG
CLNSGLKDMIKLLQWVQKYIVQFGGDPNHVTIGGDSAGAGAITLLLSAYDGSNQLDSLF
HAAIAESQSFGPQLTVSESQFQFDNLTERTGCADSTHPLQCLRNLDINTLQQENIEIPYPSG
VLPPLYPYGPTIDNDLVSNYTFTLFGADKFTKLPIIFGDDTNEGTVFTPHNTSSVARADEF
LSDNFPFLNETELSTINSMYMSSPDDPVYPHAGVYWQGVSKAYGEMRYICPGIYLTDAY
TNASSATRNTTWNYHYAVLDNTANTTGYGTQHTIEVNAIWGPDYVSANSAPRSYSMTT
NEGIVPLMQGYWTSFIRSYDPNTYRAPGAPEWKVWAEGERLFIRTNETHMESVPSEQVS
RCKTLAGMAVWNHQ
>8220_t gene=8220_g
MKSIGGVVALATMAAAQNLSYGADNFYRSDLVTLQPISFKNQYGMTIAANLFTPKNITA



SQAPAIVVSHPMGAVKEQSANLYATKMAEQGFITIALDHAFWGASDGEPRNAVSPDLY
AEDYSAAVDYLGLQKFVDRGRIGALGVCGSGSFLLSAAKIDPRIRAIVTSSMYDMGNST
RNGILLSQNLDQRKQVIANAAQQRWIEAEGGEIQYTSGTVDVLTPDSPPIAREFYDYYRT
SRGEVTPPGSLPNLTTHPTLTSNSKFMNFYPLADLDTMLSPRPLLFIAGEQAHSLGFSEDA
YSRAAEPKQLIIVPRANHVDLYDRVGLIPFDTITRFFQNNLRGNSTRTA
>8258_t gene=8258_g
MLLVKILMLLGFSAILQAAPTPQASTSASSSGFWMANIQRQGTVAFGNSSSYQIFRNVKD
FGAKGDGSSDDTDAINSAISSGDRCGFGCDSSTTTPAIVYFPPGTYVVSKPIVQYYYTQLI
GDATDLPVLKAAAAFSGMAVIDSDPYTDTGANWYTNQNNFFRQVRNFVIDLTAMPQSS
GAGIHWQVGQATSLQNIRFEMVKGGGDANKQEGIFMDNGSGGFMTDLTFNGGNYGMF
LGNQQFTTRNLTFNGCNTAIFMNWNWAWTFKSVTVNDCAVALNMSNSPSNQTVGSVM
ILDSTLSTTGQAIVTAWTQDSIPIGGGDLILDNVDFTGSSVAVASIGGDTILAGGSVVKSW
VQGNTYTSGSTSSKRDLESTNIEDDTCPAPEIVTVTIYQTLDSGASEATSASVASAAAGTS
VASRLSPAQSGSGSGSGSGSGSGSGSGSGSGSGSGSGSGSGSGSGSGAAASSGIPTSATGG
TSTGKASQTVTTGTLASGTSSPGSGSSARTSVISSRSHSAVASGSTCAAPSATKSRVQATR
AAASKPAALVDSSGKVFERSKPQYETVAASSFISVKSAGAKGDGTTDDTAAIQKVLDSA
TSDQIVYFDHGAYLITSTIKVPKNIKIVGEIWPLLMASGTAFSDENNPIPMLQIGESGDTGD
VEISDLVLETKGSAPGAILMEWNVAGSSQGSAGMWDVHFRVGGSAGTGLQSDTCSKNP
TSTHAANDACIGAFMLFHATQSASAYIENCWFWVADHELDLADHNQIDIYNGRGVLLES
QNAVWMYGTASEHSQLYEYQLSNAKNVFMALIQTETPYWQSNPTALTPFTPQTSFNDP
DFSTCTTDSCRKAWGLRVSSSSDTLIYGAGLYSFFENYDQTCLATESCQENIVQIDCSSISI
YGLSTKASTNMITSLDGTSLALQEDNTSSFASTIALFEQ
>8321_t gene=8321_g
MKGFKNLSVATLSMVFSVMLPAVLAIPAAGASYVNWTKFSGTGVNLGGWLEQESTIDS
AFWAKYGGNATDEWTLCAQLGTQCAPILTQRYATFITTSDIDTLAAAGVTILRIPTTYAA
WVNVPGSQLYHGDQVSFLKNIATYAIIKYNMHIIIDVHSLPGGVNGMAFGEATGHFGWF
NNATALHYSYQVIDTVINYVQSSGFPQSYTIEPINEPVDNADFSTFGTPAALSDSGAAWV
LQYIKGVIAKVQAANPKIPVMFQGSFKGEEYWSPSFPAGTNLVFDVHNYYFAGRPTDSV
SVSSAICSDAKSSAGDGKFPVFVGEWSIQTASDNLFSTRKKNLNTGLYAFAKYTRGSAY
WTAKFSGNASVVGQGTQADYWSYENFISLGYVDVASGAQYCS
>8325_t gene=8325_g
MAKKPAAFFLAGDSTTAAQSSAGGGWGVGFLKTLTGDAIGTDLGYNGATTVSFVAGG
AWANVIDAVTRNKERYQPYVTIQFGHNDQKNTSGVTIANYTTNLVTLATEVKTAGGIPI
LVTPLSRRNFNSSGLVIEDLAEQRNITIEVAESLGVDYIDLNAASTKYLDAIGQNDSATYN
RIPTDYTHLNPNGSILFGNMVSWLLLTTTSLSKDLCAYTVPSPEIVRAITSGTYIYPSA
>8358_t gene=8358_g
MGFGQKILKRLGVNSSSNASAPPPPPVPPHPSPRLIIHPDERDISNDRFNGTYIRLARCSNG
TILAGFTWREGGRMDALRILKISRSLDGGQSFHDFSEVHRGHGEIDNLHILEIAPEGHILA
AFRNHDFGHNRAGDLAGITHFRITVFESRDGGATWRYLSEAAQKSDTPLGIWEPFMRLG
LQGEVQLIYSHEFAPDDQRTMLVSSYDRGKSWSQPRCIEGYQDRFRDGMTGITQTVDTA
TGQIVLVMCFETTRYAPHFNVEAAISYDDGATWLHRHQVYTPRRKGHNAGAPQIASFG
DGSMVCVFMTDDEAEQVNWIHNAAVKVCFGTAPHAGRIVWSDPVVVSPASSFWPGVM
ALDERTALVTYEHGGPRGKTVVRPY
>8360_t gene=8360_g



MKNTFAICALMAATVSAHMQMSSPYPIRSPLNPNGDESKKDYSYTSPLDASGSNFPCKG
YQTDAFVSVATYTAGNEYGMSLSGSATHGGGSCQLSLSYDTGKTFTVIQSMEGGCPLTS
SYNFTIPSDAPSGQALLAWTWFNKIGNREMYMNCAQVTIDGGSSKRSHARDMMVSRAD
TAFSARPPIFIANVQGPGGCTTIESQEVNFPEAGPNVVGGVTGTGYTCTGSADFLGDGSSS
SSSSGSSSSSGSSSSSGSSGSSGSSGTSGSSTSVPAAAATSATSTTAPAVASVAPSSTSAPAT
TLATSTSAPATNTILPSASSTVPKVVSSGSASSGQACSSNGAIVCGADGTTWSMCNQGAL
TYMGSVAAGTTCSNGSITKK
>8362_t gene=8362_g
MAKLLVSLLALPFLAGALPADGFAARADRSHNAASFNVSQFVPNDSYKPQKTGIPFTLR
DTSIQPWVELKQPSKTAAAAEIAAATACTPLTAANPSTWWYESITHNGLSSFMSSEYRSE
YSVFRNVVTEYGADNTGASDASVAIQNAINAGPSNGGPARGSGSYGTTGQPAVVYLPA
GTYLMSGSIQLLVGTVLVGDPINPPTLKAASSFPNDHIIYAKDPNYGGTINFYIGIKNIIIDS
TAVDGATSIALLDWTVSQATQLANVVFNMPDYSTGHVGVTSQYDSNSNIILNDLTFNGG
AYGLKLSGQQWILKNIKTSGTTTGISAGGFSVVCQACSFEYAATGIDATGVSGTVTVVDS
SGLDLGVFLSGTNSGGAGNSVVLENVSYSGTTVQMSGSTVLSGSVTDTWVYGDLYSSG
SSSGGRVTGQTVTTPRSSSLLSDGSYFITEKPLTFQEYSVDQVLNIKTVSNLPVYGDGATD
DTANINSILSQYAGCKVIYFPAGTYIVTNTIHIPAGSRIYGDAYGTAISAIGSNYYNPNAPG
IMVQVGNSGDVGVAQIVDMIFTVADVLQGCKLVEVNIAGSSPGDVGFWNSHFRIGGAA
GSKVETNCGGSPDQCKAAWGLIHLTSTSSAYIENMWGWTADHDLDGSNGQTISTGRGM
LVEATKGTWLVGTAMEHHTLYQYNYNEAQNVVSTFQQSETPYWQGPGNDIAPVPWSA
NLITSDPSFKSCASGDSLCGMAWFERISDSSKLFLYNGMVWTFFNNNGGCNGDCQENAV
NILNSSALYVYGQQVKSVTNIFLESGSAIAKESANSGGWGGNVAAYLRDS
>8374_t gene=8374_g
MVNYAESWLQLEAAFGGRFALQGNAADIRQQFASLFAAISPGYPAPSDALRVTNGSAQ
GVPYRIYSPVNATSTGPLPIGVYIHGGGYILGDLESEDALCRTFSEQTSSILISVEYRLAPEH
KHPAQLKDSLTVFEWAYANASSLGGDANRIYSIGTSAGAALALLATREIIVGKSSVPAKS
LNGVIAISPLAVHPDNVPIEFRAIHKSYTELSQGAPVLTRSTMVEFFEMAGMAADDASSF
LLLDKVSLSKFPPVYIATAECDPLRDDGRALAFALQNSRVNVREEMYEGLPHCFWFFNS
LPEWQSFVKNTGAAIQWILEEKV
>8380_t gene=8380_g
MATARREIEFPTLDQVTLRGWFYGVQGEVKRPCIIMASGLAGVKEQFLPDFAERFLAAG
YTVLVYDHRNWGSSSGLPRNEKDPIQQARDFSDAFDYAASLPEVDANRIVFWGSSMSG
GVVLLAAAIDKRIAAVVAQVPFVSGEGVASAFAPLLPRIYSDRRKLKAGQSPSLVPIFAST
SQAAQTYDPEIIINDKNLVPFLKCLEERNLPWNPHVTAQTCLNLIGFEPKAFIHRIAPTPVL
VVVADDDVPAQTSHQLSAYAAACEPKQIFILQKSGHFDPYFGDTFEKNIAAQLKFLEQVF
SSE
>8384_t gene=8384_g
MANGATGLKEQFLPSFAERFQAAGYGVLLYDHRNWGESDGLPRNETDPIQHSRDFSRAF
DFATSLESVDTTKIVFWGSSMAGGSVLHAAAFDKRIRAVISQIPFVLGEAIIPILAPHIEKIY
ASRENGGTNSSLLLLKLFPVELDLILPGDPSAILNDSNLFEFTILNIAAFEPLAFIHRIAPTPL
LLIVADRDHAAGTSLQLKAYANAFEPKQLVILRNAGHFDPCHGDRFEENIQAQLSFLKSI
L
>8393_t gene=8393_g
MKRAIRMLEKLDAWLGWFSVGASILYAAITGPFRGTSGADSYRHHLIQAAIKSLTKRFSP



IQLQFLFGSSDQLYLKYCRNNRIEPNFISNEHGLKAFWIGSPKAKYIVINFHGGGFAMDAT
EPHLHFWQSVASKLSDENITTGWLHVTYTLTPHATYPTQICEAVEALRYVIKDLGRSPRD
VILVGDSAGANLCLVLLSHLSHSFPDAPKLEITEPLKAAVLLSPWLSFRHDWPSVTYNAH
KDIDSVEVTTRWSQEYLKGRSSNYYVEAVEAPESWWEGTQVEHTLVLAGSDEVLLDPIE
TWVKKFSKRNPNTTLIVGQKEFHIAPLIWLMFAESQETQQGLALKNSLHLGMLGGR
>8408_t gene=8408_g
MLTEQARTPTSGRPIVFRTTGRLYTKNKVQPHRSPSRNSKELPMKAYGGTNRGNLGYEG
EYTSYDFGAAITETRELGAKRISN
>8414_t gene=8414_g
MSESPPPPPQWNISTMAGNAMQFLRLPMLASSGLAVIASSLLYFKQNEIIYPRTVPVDSRT
NVPKASSFGISDYEDLQIPTPDGESLNALFIRPSNKDTARDVTILMFHGNAGNIGHRIPIAK
VLTKALKCNVFMLEYRGYGLSTGTPDEKGLNIDSQTALDYIRNRAETRDTKIVVYGQSL
GGAVAINLVARNLEKDVISGLILENTFLCIRKLIPSVFPPARYLARLCHQYWSSEDVLPKIE
NIPILFLSGLKDEMIPPSHMSQLFEVCKAETKVWRELPNGGHNDSVAEPNYFDYIRAFVV
DYVID
>8416_t gene=8416_g
MIVKTLIGLMAVGMATAHIEMSWPYPLRSKFDPQTTSPDYSMTDPLKTDGSNFPCKGYQ
TNTPWRSVVTYTAGQTYNISLAGSAVHGGGSCQLSLSYDNGTSFHVIESMEGGCPLVST
YDFTLPSDAANGDALFAWTWFNFEGNREMYMNCADVTITGGKGSVDGFESAYPKIFVA
NVGNGCKTVEEQETVFAQPGNQIIYGGSVSSSSAPFPTCS
>8423_t gene=8423_g
MAKPVADVNGMNTGGFATDGSGVTGFSAMHDSGTGGNPSLGNFPILPQICPDDVIDNC
NFLIGSRAVDYDNSSVKASPGYFGLELANGIAAEMTATQHAALYRFNFQNAFANSTGTK
PFVLLDLTDLWQSRQNATVSVDETTGRIRANGTFLPSFGAGYYESFVCVDFAGGSVNET
GIWVNNRAGTVVKDLFVTRGFNLFYLEAGGFVTFDSLSNNTLYARVGVSLVSTEKACQ
NAETEIPEPTSNFADIQSAAEEAWREKLSPVSVNARGVSEDLQKLFWSGIYRTMLSPQNY
TGENPLWRSNEPYFDSYYCIWDAFRVQYPLLTIIDPSAQSQMVRSLVDIYKHEGWLPDC
RMSLCKGWTQGGSNADVVLADAYVKNLTGIDWDLAYDALVNDAENEPLEWSVQGRG
GLQSWKRVNYIPYLDFDYLGFGTNSRSISRTVEYAYNDYCVGVVGKGLGKTNAATYLS
RSTNWQNIFKADQTSFINGTDTGFVGFFQPKYLNGTWGFQDPIACSPLTDFCSLTSNPSET
FESSVWEYQFYVPHDMSSLISTLGGADQFISRLDYYYESGIADISNEPVFLSVYAYHYAG
RPGLSTKRAHSYIPSFFNATESGLPGNDDSGAMASFSIFSQLGMFPVAGQNVYLISSPFFES
VNITHPETKKTARIRVTNFDPTYTDIYILNATLNGETYTKNWISHEFFLQGQTLELTVGSN
ETASTWGKSADDLPPSLSIATHRFL
>8426_t gene=8426_g
MYALRPLFMAFGLVIGVVSYEHSPTNATHPWSERIDFPLIPVAVSMIPKNGNLLVWSAY
KNETFGVDASGVTQTAIYNLTDGTVSRYSIDHTEHDMFCPGISLDFKGNIIVSGGDTEEKT
SIYDGQSWKAAADMQIPRGYQASTTTTDGRVFTIGGSFSGGIGGKNGEIYDPEVDKWTM
LPGCSAEPILTNDAGGLYRSDNHAWLFAWSNGSVLQAGPSPKMHWFDTRGDGSTTFAG
FRANDSDAMTGTAIMYDAGKGKILTLGGAPSYNDSLATSNAHLITVRKPGEPVKVETLD
NMHSARAFANSVILPDGKVFVVGGQSHPIVFTDGNSSMIPEMWDPKTKKFTELPALPTPR
NYHSTALLLPNATVFVGGGGLCPWKCDINHLDAHIYTPPYFFESDGVTPATRPVITHIPNP
ILKVGQTLNVTLSKPVESYQKLTFSMIRMASATHTVNTDQRRVNVSPQAATSTLFTLGLP
RDPGVLLPGYWHLFAMLNGVPSVAETILVEPPLA



>8432_t gene=8432_g
MSCPDCFRGSERTDATPTGEVITLHGLPTYAAYPSAGKDPKGIVVIIPDAFGWEFVNNRL
LVDEYARKGDFTVLMPDFMNGNACPLWVIEPLDTAMRTESFMGFLRNWYDVIRVVYG
FVPHLIKNRMSVTMPRVIDFLTKLRQAEAANLPVGVAGFCWGGLHTIHLAAEAPGNSKD
LVDVFFTAHPSSVSFPKDIEGIKKPISIAVGDKDPLMTPKQAEETEAILRKNKVEQEIVIFE
GAGHGFSVRIDRTNPKQTEQAIQAEVQAIRWFTKHFEMVRSGGGGTV
>8433_t gene=8433_g
MSVTSDNLSVTHPSSSGGRVLQAKFIRPAQMSLFARLTCYPPLGEVTCVKRSLQPGSVAD
DKIQFTVILSSSTSFPERDWEVEIWHNILQSQDWTSLPLTRSKSYNPTFIGNTDDVQNYHH
YLYSAELKLPSCAGGGSFTVRYRTGPDTDWQWANQRRYVKDGEVVFGEKNLAILSNTN
TAPESGAGHSPRDEIGEYIQGLPTQLEVHAKKSETPNVLLWSITGTAPPAEGETSGRAEIS
LGTPKSFLRYFTLVRVWSPWLAPRHGEKTFRLTEDAMLCSFLRSDGLNLVFLAVSGVND
ILTLFGSGTEGDIVIKARNENTEAARFQILASVAETFEECICSLIYEARKVVRDSSTTVELP
VVSDLPPQPSSPISDDIVIVGDDARTQWLADWYEGLSYCTWNALGQNLTEDKILEALDA
LKSHGIQVVNLIIDDNWQSLDNEGKEQWHRAWKSFEANKKGFPSGLRHTTSVIRQRHPN
IGHIAVWHALMGYWGGISPEGELAQKYKLKEVDRKDTVAGGKMLAIDPDDINQFYNDF
YSFLTSAGIDAVKTDAQFYIDLLVSAEDRKRFISSYQDAWTIASLRHFSTRAISCMSMTPQ
LIFHSHLPTNKPSILVRNSDDFFPDIADSHPWHVFCNAHVSLFSAHLNIIPDWDMFQTSHP
YASFHAAARAVSGGPIYITDKPGEHDIELINQITAPTTRGTTVILRPSVVGRTLDVYHNYN
EGNILRIGTYSGWARTGSGILGLFNISPADVSTIVPLNIFPGVSTTGANSSSSFPSNEHSDGS
SSYIIRSHSTGVISDIMTPTGAHSLVSVSLTARGWEILTAYPLRTFTLEGSRGCSSTSSSMTS
LLTHVAVLGLIGKMTGVAAVVTSGIAVVDSGRLKFDVNLKALGVLGIFHSSLESKDIDK
HIMVMISGLAVPRETVWKDRDNVIAVDVLRAWKALKLDAGWSNEVRVQ
>8447_t gene=8447_g
MGNTTSAVARQCLLDAVGNDASLVAFPTALLYESVDVNPYNLDYPVTPAAVTFPETAD
QVAAIVRCAVDADAKVQAKSGGHSYANYGLGGEDGAIVVDMRHFQQFSYDPTTQYAT
IGAGTLLGDIDTKLHDAGNRAMTHGTSPQVGIGGHATIGGLGPTARQYGMALDHIESAQ
VVLANSSIVNASTTEYPDIFYAIRGAGASFGVVTEFTVRTEAEPGIAVQYQITFNIEDTSSR
ANTFKAWQNFISDPTLPREFSCQLVLAEGLLLIEGEFFGPLADFEALQLESKFPANQGYN
VTVFNDWLALVAAWGIQLGEDLSGGIPAHFYSKSLPFTNTTLIPDNLVDDFFEYIDTADK
DTLLWFIIFDLEGGAISDVPVHATSYGHRDALFWLQSYAINLLGPVSATTKTFLNQANNV
FLSGMPNATFGAYPGYVDRELVDGPEQYWGPNLETLIAIKSAIDPQDIFHNPQSVPLK
>8453_t gene=8453_g
MSSYNRLDPYADNGGHSPVMNPHYPDNRTPSPGRPLQPYQHETEFRPLQMPSTDHLLDQ
PTYSVEGINNSYGHNERFEEHYTQNYPNEYTLRPEDHHDAYYNQPYEPTGIPHDDYDLS
NYPHQEPTPYQEDRVPILQADNPYGPNPYEPPEYTHGDDYIANEAAGQPDHDPTPPAVTP
SPAPIRRWKTVKEVQLFRGNLVLDCPVPPKLLNQVPHAQPPERDEFTHMRYSAATCDPA
EFYNDRFTLRQSLFAKPRHTELFIVITMYNEDEFLFARTLIGVFKNIEYMCSRTNSKTWGK
DAWKKIVVCVISDGRAKINPRTRAVLAALGVYQDGIAKQQVNGKDVTAHIYEYTTQLA
LGLKGTQVSIKGRSATPVQMIFCLKEKNQKKINSHRWFFQAFGRVLDPNICVLLDAGTKP
GKDSIYHLWRAFDLEPMCGGACGEIKVMLDKGKNLINPLVAAQNFEYKMSNILDKPLES
AFGFISVLPGAFSAYRYVALQNDKTGQGPLEKYFAGEKMHGANAGIFTANMYLAEDRIL
CFEIVTKRNCRWVLSYVKSSTGETDVPDRMAEFILQRRRWLNGSFFAAVYAIAHFYQIG
RSSHSFMRQFMLGFEFIFQTINMLFAWFAIGNFFLVFHILTQYLGSSDLLGTPGAILGVVF



EWIYLSTLVACFILSLGNRPQGSNKFYMTMVYFWVVVMIYLTFAAIFVTVKSIQEQTKEN
GFTFSDLFTNQHFFTIIVSLASTYVMWFVASLIFFDPWHMFTCFIQYLLLTPTYTNVLNVY
AFCNTHDVTWGTKGDDKAEKLPSATVKPGGKVDVSIPQDGGDLNAQYDIELSAFATKP
PKEVRVISDAEKQEDYYKGFRSGVVLVWIFCNFALGAVVLSTAGLENLNSSSSTSDTDA
KRADIYMSVVLWSVAALSLIKFIGAMWFLVVRMFRGV
>8474_t gene=8474_g
MRFRSLIASSILLACTGAEQFEIPQVQSAVSSALSHFSDYVHYNEPTGTAAAAVASATAK
VHAFEAAAVSDPSYWLADIAHQGHAPYAESGYVVFRNVKDYGAAGDGVTDDTAAINS
AISGGGRFGPSSGETSSTTPAIVYFPAGTYIVSSSIIDYYFTQLIGNPNSPAILKATAGFTGL
GLIDGDQYQSSGNQGWTSTNVFYRQIRNLVLDLTAIPASGGSTGIHWPTAQATSLQNVEI
KLNADSGTQAQGIFIENGSGGFLTDVTITGGLYGLNVGNQQFTMRNVAISNAVTAISQIW
NWGWTYSGLTIDSCTTAFDFSIGGSSAIGAGSVTIIDSTITNTNTFLKTAWTTSSSPTGAGN
LIIENVALNNVPTAIQGPNGVYLAGGTTTISGFGQGHQYTPTGPSVLNGAFNAASRPSGL
LASGSSKYFTKSKPQYESYGTGSVVSVRSSGAKGDGSTDDTAAIQSALNSAAASGSIAFF
DYGIYRVTDTIYIPPGSRVVGESYPTILGSGSKFSNIELPYPVVRVGKAGDSGSIEASDIIVS
TQGGAAGAVLIEYNLNGNQGSGLWDVHTRIGGFTGSNLQVANCPKTAAVSAACEAGFT
SLHITSSAKNVYLENNWFWTADHDIDDASNTQISVYTGRGALIEGSNIILYGTAVEHHSL
YQYSFSGASNVVAGFIQTETPYYQPSPDAKSGPYAYNATLNDPNYSTCLSGNCDALGLY
VTNSKSVYIYGAGLYSFFNDYSTTCSNAGNGEACQSEIFRVAGSTSGLRVYTLNTVGVT
NMIEVDGTSEAKYSDNISVYPDGLVLFTYN
>8476_t gene=8476_g
MAYRDGSGISSRFSNFVILQTGYKTVAGQLIRADFLIPKALTIERNQLQHPVIIQFHSGALT
VTELLSALSTPIQLDLDRVITTGSSAGGFLSIYLSMTYPDEVRACTTAYPMLKQDNPISSV
TSAHVISTSIKIPDRHRADNIVSSDTSNERSALTLQLIEDGTLVQYFARNSAASPALQERLY
QLQRLKKPETRLPRGGLVIVHGLQDTLMPAQLSEHFVNVARRELKGRQGADRIVLSLQQ
GGHGFDTDLELETSWL
>8478_t gene=8478_g
MKYITPTYLTITAAIIGQYLLPAIQSVLFSSNAAFLFLFAFRYLRLIVHIISYWILYRPTLSPQ
KPRFHPHDVTVIVPTVDPENENFVDCISSIVSQHPKKLLIVVPSKGMVKLTKKILTSQLRS
KKVPISVLRAVKANKRVQVACAIPQVRTAITIIADDHVFWRSPNFLSTILAPFEDPKVGAV
GTNKRALRTEKGFTSAGFWNMLGAVYLERQNFDVRATNALDGGVFVNSGRTSAHRTSI
LQSPEFLKGYLNERFFFGLFGPLNCDDDNYITRYEVRHGWDIKIQHCADGLMETSLGTYP
KFLSQCLRWSRTTWRSNSASLFTDLTVWSRQPWCVYAVYLTSFVNFALFYDFALVYCF
LHTTWASTSATVCLVVWIFASKLVKLIPHLCNHPKDLMFLPGYYAFGYFHSVIKLYALL
TFWDVTWSGRQLDRIDTDDGK
>8487_t gene=8487_g
MLFSRPVLERFSSVLALSLYVTGSLAGPCDIYSSGGTPCVAAHSTTRALYDSFTGALYQV
SRGSDGATTDISPLSAGGVANAAAQDTFCASTTCLITIIYDQSGNGNHLTQAPPGGAASG
PDANGYDYLASAIGAPVTLNGSKAYGVFISPFTGYRNNAAVGTATGDNPEGMYAVLDG
THYNTGCCFDYGNAETSSDDTGNGHMEAIYFGTGDGSGRGTGSGAGPWIMADLENGLF
SGYDPINNDADPTITSRFVTAIIKGEPNQWAIRGGDATTGSLSTYYSGIRPANGYYPMSKE
GAIILGTGGDNSDRAQGTFYEGVMTTGYPSDDTESQVQANIVAAGYATTSLISGPGLTVG
ENISLRATTSCCTTRYIAHTGSTVNTQVVTSSDDLTTRQTATWTVRTGLGNSGCYSFESV
DTPGSFIRHSNYELMLNANDGSKIFSEDATFCPQSGLNSQGNSFRSWSYPTRYWRHYNAI



GYIASNGGPFDFDSATSFNDDVSFVVSVGFA
>8494_t gene=8494_g
MSGDTRITDIYLHMQHLGITLYDQRKYGEAETMFNQTVQSRERILGKEHKDTLYSKHWL
ATTLYVQQRHEEAVEMFYQVVQGRERTLGKDHEDTLVSRHGLARTLFVQQKYKEAEE
MFIQITQDRERILGKDHGDTLISRHALARTLYFQQRYEEAEKLFSQTVQSRERTVGKDHE
DTLQSKYLLGLTLYHQQRYEEAEKLFSQIVQGRERTLGEDHRDTLQSKNWLALILYAQK
KYEEAEKIAEQAVQGRERTIGNHPDTLQSKRLLQKIRDGRPTTVPHRLMHRPT
>8502_t gene=8502_g
MSTKSVIIVGAGAGGIATATKLAKAGFDVTVVEKHDFVGGRCSLIRHDGYRFDQGPSLF
LMPELFEEAFKDIGTSMSAEGVQLLKCEPNYRVWFPDNDCFELSTDIVKMKEQIEAHEG
KDGFHRFLAFMQESGKHYELSVKHVLRKNFSSYVSILRPDFFATIFDMHPFESIYGRITRY
FKSDKMRRVFTFASMYLGMNPYEAPATYSLLQYTEIAHGIAYPAGGFQTVLQALADVG
KRMGVKYLFNSPVNSVILSKDQKTVEGVKLENGKELRADLVVMNADLVYAYNNLLPPS
KYARSLKTRAASCSSISFFWSFDSIIDELDVHNIFLADQYSESFDAIFKKHSLPEDPSFYINV
PSRIDKTAAPAGKDAVVVLVPIGHLLENQSDVKDWDALVANTRNLIFDTIETRTGVRNL
RQRLVHEDVNTPVTWREKFNLDRGAILGLSHSFFNVLCWRPKTKHDSIKGLYFVGASTH
PGTGVPVCLAGGKIVSEQIINDWMPERRVRTALSTQLLGPLVLLVSLLLVWYNLGQSGS
HSQRRFLTASS
>8505_t gene=8505_g
MSWWKNATVYQIYPASFKDSNGDGIGDIPGIHAQLDYIESLGVDAIWLCPMYDSPQHD
MGYDISNYEAVYPPYGTVKDVEALIEACHERGMRILLDLVINHTSHEHAWFKESRSSKN
NHKRDWYIWRPAKYDADGTRQPPNNWRSCFGGSVWEWDEETQEYYLHLFAPQQPDLN
WENPATRAAIYESAMEFWLRKGIDGFRVDTVNMYSKPSDFPDAPVTDASQKWQSAHHL
FCNGPRIHEYIREMGQVLLKYNAMTVGELPNCPEVEDVLRYVSAKEKQLSMVFQFEIVD
LGAGQNLRYDTVPRNWTLPQLRQRTLVTQRLMDGTTDGWSTAFLENHDQARSVSRWG
DDTTPELWARSAKMLSMFVASLSGTLYLYQGQEIGMVNAPSSWPISEYKDVESTNFYRF
VREITNDDPIALAKTKVALQHLARDHARLPMQWDGTVNAGFTTPEATPWMRVHDNYQ
SLNVKRQNLDGQSVLAFWRQMLRLRRNYPDVFACGVFQDTDPQGESVFLFEKVGESNR
KLVVALNFTSKTQKVDLVNRLGRDYKLLIQNGDGESLENLQAYEGRVYLVTLGMNQD
KAYRG
>8507_t gene=8507_g
MAPRFDLVIVNGTVVTASDISACCIGIKDGKIKALAYAFDQDELEGAEIIDAEGAYIMPGG
VDAHVHLCQDLKTGPYGLGGECADDFDTGSRSAVAGGTTTIITFATQTRAEEDRSLLKV
VEAYNARAESTGSYVDYGFHIIIVRNDADILENELPILMKDWGISSCKLFLTYETQRLTDS
QLLDVMFAARKHSITTMIHAENGDMIGWLTDKLEAKGMVAPYYHALSRPPIAEGEATN
RAISLATLIQNPILFVHVGSALGAANVRRAQIMGLPVYAETCPQYFNLTWDDLKRFHSPT
CFENSKMICSPPPPPDTNDHEDLFVSLQNGTFTIYSSDHCPFRYDHPHGKPSGVLEHAPSM
EGENHDCHGEELQDLLLRKSGAFRHVPNGIPGVETRLSLLYTGALQTGRITPQKFVELTS
TNPAKLYGLYPRKGALMPGSDADIVIWHPEKSFKPFNLTNSMLHHNVDYTPYEGKQFTN
WPRYTILRGKVMWANGTLKGKLRDGQYVKRGPNQLKKDSPRMGKDPRRVATWLYE
>8510_t gene=8510_g
MPPISAYFGHLVDSLDKWVSYTRDVIDQTSFKTLAGVAGIISSTATSTSPTSAIADLSRCP
GYELKHVAQTTSSITADLQLAGEPCNVYGPDIKDLRLLVEYQNDGRLHVKIYDAAEDVY
QIPPEVLSFPQGSNDTADPLLKFSYTKSPFSFTVQRSDTNETLFDTSADPLIFEPQFVHLRT



WMPTDPYIYGLGEDVDSFRRQTNNYKRTIYNVGDAFLPKNANLYSSHPIYLEMRDGQA
HGVYIASSNGMDIFISKTDKGQQYLEYNLIGGVLDFYFFAGPSPFDVGRQYAEVVGAPAE
QAYWTYGFHQCKYGYQDVMMVAEMVYNYSEANIPVETVWSDIDYMNLRRTWTLDPE
RFPIHKVRELVDYLHDNNQHYIVMVDPPISVDDQDSYDKLMESEAYFRNNDGSVFLAG
MWSGATAFVDWFHPNAQDYWSSLILSFFDEKTGVDVDAIWIDMNEPANFCPYPCEDAI
AWSKAAGIPPSPPPLRDSWRELPGFPDALQPPSAKSISKRSASGERSGLPGRDLLNPPYPL
GTVDGIIYGGTIFTDRYQYGGYAFYDTKNLFASSMMQATRNAMLERRPNKRPLIISRSSF
AGDGKRSGHWTGDNISSWDHYRISIRQNIEFAAIFQMPTIGADVCGFNFETWETLCTRW
AVLGAWYPFYRNHADITAPFQEFYRWPQVADAARDAIRTRYQLLDYFYTEFHYQTVDG
TPSTILPLFYLFPHDPVTLDIELQFFYGSALLISPVTDDESTSVTFYLPKGIWYDFWTGEKL
TIGSSSSSTTSPTQKKEEGEWITQHNIPFSSIPVHIRSGSIIPLRTNGANTTTQLRKLDFELIV
APDEDGNAVGRLWLDDGESVDTGSNTSEILFEYDGKTKKLRVGGRFGYEAGVKISKVT
VLGEGGSSGAIPGGQGLQSPLGSAKEGYGRTVGVDRGLNKGFSVYIG
>8511_t gene=8511_g
MSRKAESFDFMFPTPERRRRLPPNCRWPLSIALVAVTLAVIFFAYHNPSLSDSNILSGYSL
EEIKPSSDARHGGDLNRLVAQLYKPFLHPIDAEVFIGENEVEYKIAQNPPRFTKSLGRKVL
LLDVDTRALNGEGGMMNEQIDYHALSSHTAGMLSHYLYAMIHGYDYKFIQAPSYTDRH
QTWVKVPMIREALKTYDYVVFMDADAVFHYHHLPLEWLFNHWNITDQTMLAMALDP
EAEFNRDERGNVNLNTGFIIAQASERTTQMFNVWEDCVTDEKYANCSKWRYEWSHEQ
AAFSNYLRYEYTQPNEVISLPCAEANGYPSQAELGCTGEFVRHYWLDKGATVGALKDA
VTQYAALRLHDQFHRHMDHTLVNATGTTLPLQDGETVAV
>8517_t gene=8517_g
MPFLKLRDGAELFYKDWGNPNGPIVTFSHGWPLSSDNWENQMAFLADHGYRVIAHDR
RGHGRSTQTWDGNNMDSFVDDVEELFAFLKVKNAVMVGHSHGGGEVAHYLAKYGTG
RFKKAVLVGAVAPLMVKTSYNTEGTDKSVFDSFRQALLQDRAQFFLDVASGPFFGFNRP
GAKKSEGQIRSWWQQGMNTSFKSAYDSIKDFSETDFTEDLKKINIPVLVLHGDDDQIVPI
EAAGLKSAKLLPQGKLKIYKGGSHGIHNLNVDEVNKDLLEFIKS
>8540_t gene=8540_g
MALSNASTGLICRQLATALPSNVFFANSSAYRAMQDSFWSLQESSLSPACIVVPTSAENV
STAISILCSGSQGHHYPFAIKGGGHSPNAGFANIENGVTIDMSSMDSISYDPGTSVASVGA
GARWFSVYWYLSDYGMAVAGGDNGAVGVGGLLIGGGMSHFSPRVGWACDNVVNFEV
VLVSGEIINANETSNPDLWRALKGGTSNFGIVTRYDLAAFEQGGIWAGNIGNHISSLDQV
LEAFANIAGAAEYDEYASIETAIEFTGSEWTIINEVAYTKEVNNTPAVFQPLVAIEPQTLN
TLKNTNLSTLANETTTISTTNILLQTATYGVDLQLLKSIFDINNATVEKLAPEVKGLFKWII
AFEPLPAIWMQYGDKKGGNSLGTNPSDGNAFVVFIEAQWNDTSASDRIQFATSQVFQQI
NLMAESKGLKHDLIYLNYANADQDPLASYGEDSLNHLKSVAQKYDPKGIFQTQVPGGF
KVSKSGY
>8547_t gene=8547_g
MKTTLITFAALSGLAFAWMPGVHKDIVSLSGENLFNKTDPITKRWLPSSGKIRGVNLGSL
FVFEPWLAESSWNSIGCSGKNSEFDCVKALGQDTANTNFQDHWGSWIVEDDIANMSSY
GLNAIRIPVGYWVREDIVHSHSEHFPQGALSYLAQICDWAADYGFYIIIDLHGAPGAQVA
HNPDTGRFAPTPRFYVDYQFERALEFLEWMTTQIHSNSSFRNVGMLEIVNEPVRNSSSVG
TMRSTYYPDAFSRIRAAESALNITANNELHIQMMSSLWGSGDPTEYLTDNYFAAYDDHR
YIKWDTSVTVSQESYISTSCNDDLSGNTPSIVSEWSLSVPDDVQDTADWDPSTNQDFYA



KWFAAQVIAYEKQDGWLFWSWKSELGDYRWSYRDAVTAGVIPTDLDSVYDLGVC
>8607_t gene=8607_g
MKLFIATFLPAFAAAATSVSISAGKINGGRCESAKDTVFFKGIPFAEPPVGDLRFESPKPY
NGKFPEEGLNATTSAISCIQFTHDYTPELPTSEDCLYLDIWVPKNVTKHSRLPVKVWIFGG
SNTEGSISDSLYDGCNSPDGDSILVTINYRVGPLGFMALSSAGIQGNQGIQDLVLGLEWV
QSNIAAFGGDPNQVLLFGQSAGAENAYVIASLPQAPSLFKSVISESGGGRGLINNATTQMI
GASYAQALNCSVTDKACLKLKTADELTTAYNDDDFLSQGVGNWGFLGILGPITHAFYP
YADGKIVPEDPYTSGVKVPAVFGSTKNDGIIYSIDWANSSGNVPSLAAYEEFLREDFGQA
ASLVEQQYPLSLFESTIGNSPLLGELSAALGLNKTEAAVIVAMATVITDSTYKCPAYYGA
AQATRNNIPVWTYEFTHNSTCTWIDTIPQEYVYLYSATHTAEIPFVFGNMNNFDLPNGDC
TFTQSEKYLSQQMRSLWTSMAKHADPSTASLPWPRFHTTEKNLTTPGMIFGESAVAGTV
DYTGCDLWPKVHAILAGSNSTTTLSSRTIF
>9671_t gene=9671_g
MTMPSLRVRILIVLCAVLVLSQRWWAPLGNTLFNLVSLSSRWRNASVESWISKDRDDFD
VTFASYPVNQTTAGHLYQDVVPPILHHIHLGPNAPRAEWLGAREECIKYHHNWTALIWD
DAAAEKLVNEEFPHLSDMWHNYRYPVERVDALRYMVLQTYGGVVLDFDLACKRSLGP
LRRFDFVAPAAHPTGFSIGFMMASKGNAFVKDLVNNLAPYNHVWFYLPYVAVMFSTGC
HYASTIFTLQEDRASLRILGGITGSPRLHMLNGFVDTPLFRHLGSSSWHNFDAALINWIGH
LRRSSILVSLSFIVSLVLTVYYLTSLRRRRCAARRNRSMADKFDSESGMSCLKDA
>9672_t gene=9672_g
MAKSRILAVATHLGRRAYRHKLSVISFIFVVFFVIPVFLYTLLGTILANDPRLVPHAIRNA
RSVLLITAHPDDESLFFSPSILHNSEKPHVNRHLLVLSSGNFNGLGEHRRTETKASCAALG
IRDDNCVILDNKDLQDNPRQWWDDSIVENILEEYIKKWKIDLIITFDHYGVSGHVNHRSV
SKGVKKFCDEHDHMPPVYANQSKFLLRKYSSLFDLIPTSVPFTWRILEALIRPIPQGYETS
VSVTEKPVPPPEGGDKYGDKALLVTDWGLYMQGRQAFKQHASQYSWDRVLYLIVSRY
MWFNDLKRL
>9683_t gene=9683_g
MTTITVLADDNSHQPTITLNPSHTIAKIDPLIYGGFTEHMGRCIYGGLYEPDNKHGLVNA
KGFRTDVIDCFKELNVPVVRYPGGNFVASYRWQDGIGPKDKRPSRPELAWNGIETNQFG
TDEFMDWCKEVGTQPYLCLNMGTGTLEDALAWLEYCNGSKDTYYANLRRENGHAEPY
NVRYWALGNEMWGPWQVEQHTKEDYAKKAIQWAKALKLLDPSIQLISCGQDGCSDW
DRYVIQQCHSWVDMHSIHFYSAGENHYRNISSPYAAERAIQVTSALIDLARCEIDYSPWP
DTARIYKGPRSKRRPKICFDEWNIWDAERAPGDKGAEEQYTLSDALAMGIWLNIFIRNC
KELGMATIAQSVNVISPLMTSPNGLFKQATYWPLLLFSKFMRGQAIAVHVQCAAYEGET
TPEWIQSTSTIPKLDVSAATDGEWVNLAVVNVDENSNFETELTVPGLQSEVEVFLVGGES
HQLTDFNSKGKEVVKIQESVWRPEGSKKFTFQKHSFTLLRWKI
>9692_t gene=9692_g
MADSNSILFHSATILTLNATRQIIRNGYIHILADRIASIGKNYPVFHLPEGTRVVDCKHKIII
PGLINTHAHLVQSLLRGLAEDLPLHNWLCDAVWPLEAAYDSDDGADAARLTIAEMLKT
GTTCFLDPMLTHRAGFERVCEVVGDMGVRGCLGKLVKFTETNRQLSITDPRDKDLVAM
SIPALVEAHVAFHGSYNDRLHVWAAAGTPRGAPKSAFRELGDACDEHGISITMHCAEAP
RDLDIYRESYGCSPMEFVQETRLCPLPARSVEAGRKSRQLVLAHMVNLDLGKDIPLLAST
NTTVAHNPSSNLKLASGIAPVPDMLAHSEYINVSLGTDGAPCANHYDMFQEMHLAAILH
KGVRNDASLIPAETALEMATLNGARALGLEDEIGSLEVGKKADLVVLDPYGRGNMGVA



PWDDCDEKGEGVSPVTTVVHGCTGRDVDITVVDGRIVVMDGLLVDGGRVKELDIIGKA
QRAARGILQRSNADRGEDQKIGGRLRKDWSYI
>9700_t gene=9700_g
MCDFSKYGIPSDEWLQLASTLPSTPDLSIEELKKATNEARAAAAEKLMKQLDLASKVAM
QDHPIPARDGFQIQARTYRPLCSSIQSDEKFPVYMHFHGGGFLYGSLESEDPLCSIVALKL
NILVLHINYRHTPEYTYPTAWNDTEDAMVWLCENAPYICADLDRIVIGGSSAGGQLTAS
LTRIVTSQPSSLQLSPRPTILGQVLMIPSLVFADCYESQMRQIKEPGLCSYNQCAEANLLD
SKTRKMFNDALKVENPDPDDKRLNPGNLTAEEARRIPPTTFGIAGYDALRDEGLLYAKF
LTEQGVPTDIHVFKGLPHGFRMMGNKLSASADWDEILLGGIQWALSRPAGAVEFVIKEH
>9701_t gene=9701_g
MQISTALISLGLMASAVVAAPHRLKTRGPGGEVVVYWGQNAAAASENNDLSTYCTSNS
GIDIVVLAFLYEYGNGITIPSGVIGEDCSISTSGEGTNCGSLASQISTCQANGVKVILSLGG
AVGAYSLTSQSEAETIGQNLWDAYGNTSGGSVPRPFGSVYVNGWDFDIEANSGNQYYQ
YLISKLRSNFASDSAHTYYITGAPQCPIPEPNMGEIITAAKFDYLWVQFYNNGYCSYPNTL
NYDDWISYVAGTPSADAKLVIGVPASELGSTGTSSGAVYYQSPSVLASTVASFDTTSNW
GGIMMWDAAFSDANVVNGCNYAQQAASILKTGSPCGGTGTTTTSPTPTTTSTSTTTATS
TATATATGTPVAQWGQCGGEGYTGSTVCASPYKCVEESIYWSSCQ
>9710_t gene=9710_g
MNNLLYLLEVLAVWASRTPEQNSLGSYNVDPDSSSISGFSSGGFMTVQLGVAYSDVFNV
GFGILAGGPYDCARNQSAFDKCMFNEIPSIDIPIANVKAWSGNEIADITNLMYRKVYLQIG
SADAVTGSNVMGQLREQLQSFTDPDNVIYVTTNGATHTFPADFDGQGDNPCDTSESPYL
SNCGYDGAGAVLHWLYGALKPRNTGSLSGRVIPFSQTGPYGAPGMDDIAYLYLPASCQ
NSSTVCKLHAVLHGCTQGYGMIGDKFVSNTGYKLWAGMEWSPEVLKVYTPNSHLIDTN
DIIILFPQAVADNTIHKTWDGTPRNNSLGCWDWIGQYGNNTDQIGGELSPNCDCSLSPRN
>9720_t gene=9720_g
MLMNRPKIGKNCITYGTFDLFHDGHRRLLQRARSLGSHLTVAVTSDTFDLTRGKLNVRQ
SLAERLQAILASGLADKVIVEEYEGQKIQDIVKYEIDVFVLGSDWTGDFDYLRKYCEVV
YLDRTPGISSTIQRGLIRLGVVGCGRIARRFVVESRFVSGVVIEAVYSRSLESATSFAKDA
NISKVCASFDALLESVQAVYIASPHSTHFAYAKSALEAGRHVLCEKPLTFLEEEATRLDS
LATEKSLVFIEAIKTAFMPGFQRMIALAQSGAIGHVCSVTATCTMIRTVKEREYDPNQDG
GSLTELASYPFLAVAKIFGTDEKPHITSESVNHVQTGVDILSRISMRLKNAMVSCTVGIGV
KSEGVLIVAGTKGYLYVPAPWWLTSSFELRFEDSVARQSFTVPMKGDGLRYELAEFIKLI
NDGGHHDSCNLSARESIFIAGCFERARKGNVSIGVVSVDNE
>9723_t gene=9723_g
MRNFTTFCLALAAIAHARSALAGSFTYNATTFLLNDEPFQIIGGQMDPQRVPWQDWRTR
LAMGRAMGLNTIFSYIYWNNIENQPGQYVTNENNNIYAFVQDAQEAGLQVVLRVGPYI
CGEHEWGGFPAWLNNIENMTVRSNNPQFLDRTQTWLDWFAEWVKPLAIANGGPIIMVQ
IENEYGFYSDDHSYTNALAAQFKSSFSGSGVVFYTNDGSSQEALQAGAIPNVLAEIDGTT
PLSSFQSRTSYLGPSSQGPNLDGEFYITWIDHWDPSAAHESDVNNTEAITYAQSTLQSVVS
NGDSFSIYMFNGGTNFGFQSGSDFGNGTQPVTTSYDYGAPLDESGRPNDIYYALRETLGP
FSTDLPDVPSIAPMIAIPSIDVKPAFYLFDGLPSPHSMESPRNMEALGQWYGFTLYRTIVK
GSYSGTLQPGVAAKDRIIVYVNGERKGVFDSMYPNGYQQVITLNLKPGDVLDLLNENM
GRVNFGPDIPYQTKGVFGDVTVGGSTLTGWLVYTLPLDNGMAPPSQARVPTDISASSSPI
FYTGTFDLPTISDTWLELPEWIKGVVWINGNNLGRFWTIGPQQSLYMPGAWMQAKGNM



IQILNLEPTGREGTVSGVSTRSWFNNPDPDAPQTK
>9725_t gene=9725_g
MRGYQYTGNTNFFNQAKAGYDMAFARGWDTAHNGGGIWELQPEDDSSPAKKCVLSN
NSLGRVACLIYQSTHDTTYLDQCTEIYDWVWHNLFVSSTGEVYGCIEQDGTIDYGDDPY
NQGAMADMANMLWLINNDETFLNDAKIAISYAFDKVTANGIFSSPSNTVGWTDDLTRG
MGRTVWNNRLWSIYYPSMVDNANAIVQNKRADLGITWNGWDTPTPEVDTLTTNQVAD
AAAWLQWVPANQPNDIAGLHIITNVETGLAIDSMGTFGSGQTVNQWGVNDGQNQRWL
LSQNSDTSWNIISTSTWQALDCPGGSNAENLTMIQWQPTRNNNQRWWIDEQSDGTYKI
WNQASQMALDGASATDNGAPLIQWGWNGGAQQRWNLE
>9767_t gene=9767_g
MGEGAQVATGWAAWSSKKKTIIITAMVSSIVALGVGLGAGLGVGLHHNHAAAATSTST
ATATVSAAAAAATATSTTISTANGTYWQPTAGTTWQIELLYKLNDTSIDVQVYDIDLFD
TEADQISSLQAAGRKVICYFSAGSWENWRPDADQFNSTDLGGDLNGWPGEKWLNISST
NVRNIMVNRLHMAQQKGCDGVDPDNVDGYSNEENALGLTQQMSIDYVNFLAEEAHNL
NMSIGLKNAGQIIDSVIDNMQWSVNEQCVQYGECDTFSAFTDANKPIFHIEYPKGDDTN
NNNDVTSAQKKTACVFEGSDKFSTVIKNMDLDNWVEFCS
>9782_t gene=9782_g
MESLFLATAPPLDLEWLAYESSAGLNNRPEKPSSTSPLDRQHVYAGDCRARTIAALSAAP
YSRLANAVRSRYFTVPSSVDGFQIPVIEYSPFVSDRSSDATSGVVVFYIHGGGLCVGEADS
EELSCRRIAADAHATVFSVGYRLMPTYSARTCLSDCIEAFQRVVTEYTTTQEKILLVGSSS
GGELAALVAQQLPSVIQGVVLRCPVTSDAFSGVDKFVPKNLQHLHTSATDPSFWNSLLG
PMLREVPRDGLERMPLEAPLDVMKRHPRTWIQLCTNDSLFSDGLCYAKALEDAGVEIK
ADIIRGWPHTFWLKAPLLPRALEAEKNMLEGLVWVAGQSS
>9800_t gene=9800_g
MASPSLESSIEPWMASSHTCPESLRGICNLIKPLIHPVTAESFTSRTGQVYELPSKSPRFTYS
LGRKILILDVENRILNDSGGLLDKEKPSTDELHGLTFGRLNHYIYAMLHGYDYQLVQTPV
SPLYLGGWNKVPAMRQAIKTYDWVVFMDGDAIFTHLHLPLEWLMNRWDISPDKTLSL
ALDPDTSPIFHNGKGDVNLNSGVIIAHQTPRSEEFFDAWMTCPDEKRYEGCAKWRTTHA
HDQSVLNEYLRYDYPDELKFLPCTEANRYPGSGDCEGEFISHFWPFKEMIPGGAKEVIAQ
YFFPPLQQAFSHDGDQLVLPPPAGTVALV
>9803_t gene=9803_g
MSGYHNGHYGGPTSPYANGNNGNANPNAYYGNNNYGYGEEMVEFDVLNHGHGHGQ
DAAYMNTVNMNDSYDPNERHMGRSPPKPVRPGLQPTEEFVSPVGTPLGSPGAHQTGWP
LPSRRGHDRHIDSFHSVSSTPAGSRSATPAFYQNNQSFQSHQSLAALVDQPPSPLYAKDW
VQQGSIARVADRDDADIWKGWRRYVYMLVPFLTFGNTAIYVFYLVLRITCVILAQNAA
HQTYAGAWVFIALELATAIPSMMHNAWTMWALKGRQRPKLRLTGDDCPNVDVFITCC
GEEDEVVIDTVHAAADQDYPIDKFRVIVLDDAKSSSLEASVRQLALTYPNVHYMARTKI
PGVPHHFKAGNLNYGLEQTRLMPGGAGQFMAALDADMIPEQQWLRATLPHLLIDPKM
ALVCPPQLFYNCPPADPLAQSLDFFVHVIEPIKDALGVAWCTGSGYVVRREALDDIGQFP
LGSLAEDVATSTLMLGKGWKTAYIHEALQFGTVPEDYGGHLKQRTRWAIGTVDTAFKL
KFCLWGDAIKQMSFAQRFSGFLYATLSLYTILLTASLFAIPIILIWGRPLVAYATTEQLKY
LIWACFASTMSNRLCEFALFIPAGYHTGQRGSRYGMWMSPYLALCIIRSFFLPKWLGGQ
TQAFKPTGSLGSALEERDPKRRKGMVRRLWTILVNYMAMFHFAFVYMTIVAVCLSSYR
CFYQNDPNNFKNIFLCLITHAFWPPVTFLFVITSLWTPIAYAIDPPSMPDREDLLQRDPKT



GVAHPTPQSKKIAFAGQEAWFEFEYTFATLFTIFVFVYSFFYI
>9804_t gene=9804_g
MAFRWIVNAGLIAIPIGSTLGVLFGIDASRQASGQRPLFSGGDSNSGTGGSGGGGGGGGG
SGGSGSSGGSSWSDSTGAYTLGSHYNDTELGVTLSRYCDLSLGILPPAKGGLNYSLNPNQ
WGVAAVGGTNADSQMCMNVTTFLNETYPTKLSAPQWSVTWQYTPFPSTQPVHGYPNIE
VSDGLPLTLSDLTSLNVDLAWTYALGNTPKDTSDTPEFDSVALNTNVAIDMFFDSAREN
ATNSSIAKYEIMVWFAHYGDAAQTIGNASGIVDTKIVNTTTFDLYYGNHTASDDVLQHV
YTWVASEDTASFTGDIAPLIAALTSKTGTSYPTTSDYMGVFGFGSEAYSANQNVTFYVP
KLQVDIQT
>9834_t gene=9834_g
MSPPVNRAWWKESSVYQIWPASYKDSNNDGIGDIPGIISKLDYIKGLGVDIIWLSPSYKSP
QVDMGYDISDYYSIHPPYGTVEDVDKLISGCHERGMKLLMDLVVNHTSDQHEWFQKSR
SSKNNEFRDWYIWKPPKFDEQGNRHPPNNWVSHFQGSAWKYDDLTAEYYLHLYAEEQ
PDLNWEHPPVRKAVHDIIRFWLDKGCDGFRMDVINFISKNQEFPDGPVTNPDTPWQWG
YSHYANGPRLHEYLQEIGKILQEYDAFSVGEMPFATTLEDVLKAVRFDRKEINMIFDFEH
VDVDHGKLDKFGSGSWKLTDLKRILNKWQTFMYENEGWNALYWENHDQPRSIDRYTG
ASAEHSVIAGKMLATCLALMAGTPFVYQGQELGMRNVPVEWPIEEYQDIDCLNHWKG
HLETEHDNIEALTSYRKEYQKKSRDNARTPVQWTAGPNAGFSDVKPWMSVNPNYTQIN
AENQVSDPTSLYNYWRSVLSLRKKYLDIFVYGDFVLVDRDNENLFVYTRQFEDQKALV
ACNFTDRTVEWDSAEDLVGEAKEVLLNNYGTGEKFKGELRPYEAVVLLVA
>9835_t gene=9835_g
MAIRIGIRVILLVLASLPLTQAQTVHDGSQIVAANATTVAPEAVKVSPDSADSGVAYFSFE
ATQLTPEVIANLTALNLTGIEFFNFGDASASSTTAKRGSSAACKALPGDSAWPTDTIWGV
LNLLLGDNALMKSVPVAAPCYSDWDQYNPDKCADIASQWNSPEFQSSQPTGIDWPLFE
GVTCLPPTLGPTNASCTLGGMPSYIVNVTNVAQIQLAVNFARNSNLRLSIKNQGHDFNA
KNVGAGSLSVWTKHLNDIEYLGPEFSLGSFSGPALKIGAGVQMLQVYEYADSIGLDVVG
GIARTIGLGGGYIAAGGHSPLMSMYGMAADQVLALEIVLPDGRFVSVSETSYPDLFWAL
RGGGGSTFGVVTSLVIRAYPKLPVTILTFTFGTNDNVTNETFWQGMDLVWATFPAYADA
GHYSYWSVSCASEASCSFSTAAHWANNYTTVELQEFVAPLFANLTALGMPPQNVVYAE
YDGVLSAFTTTFPADTEVVGTWTSHVGSRLLPRHNWQNETSLVAQSSALRNAAIDAGL
MLGYNFKAAANPSINQDNAVNPAWRDTLSHTMLGAVWSQSATANEIAAANKLLTQRL
QTWRDVTPGSGAYMNEADVNEPGFQQSFYGVNYPRLYALKQRYDPWGVLYATTAVGS
EDWYVQGQIPYYQTQNGRLCRVTS
>9836_t gene=9836_g
MLPLRRKSRRWITIVAPLIGFVVLLQFLRGPQWFFVASRTPSQISPRGASPDQQQQQPLQQ
NINKVAAPTKQAQREQQPLVGSPKQKPPKKEPKTKFACPSLPGIEDVLVVLKTGVTEAL
DKVPIHARTTFRCVPNYVVFSDYTEQIEGVQLFDVLQNVQNDVRLTIEDFDLYNRLRVS
GRAGLQKADSTEEENGVFGMPNNPGWKLDKWKFLPMIDEALKAKPDAKWFVFMEAD
THIVWANLVAWLARLDPWEPLYLGTETQIGDVLFAHGGSGFILSQRAMRMVSRQYAKN
TTEYNAYTNEEWAGDMVLGKVLKDAGVDLTFTWPLLQNARLGEIEPLTNQFYRQPWC
FPVVGFHHLSPEDVEEMWKFDQEWFVKKNNKYLLHSDVFRERILPQMRPGIQQDWDNL
SGDLVEDILVENVDECRRVCEEDGLCRQYSFRWSEDPDSEGEWRPECRTFESPRLGVAR
EGTQSGWMMTRIEVTTGARGECESVEWE
>9864_t gene=9864_g



MEPLTVLVYYILFIIISSTHAMMPLRKHRRGFVIDDFCRSSVNNLGAWHGPGENLSIEYDQ
DDDDDCSVRLFPSNPDHNYHTQFSYSCFDLSKYRKMFLHVKYSGSDAFTISLYQHNGAC
NPWRAPFPGTFDSVEASRYVTDDGGDIYIPLSHFYIDLKRASSVAFHGFYTTQETILHKVE
IVKHVPDDVDVPRKLPTGTMVLNCKRPNSFAFGIDDGDPALAQEVMEILEEERIKVTFFV
VGQGLRDPFTNFTKLYSEMLEKGHQVALHSDTHPKMEGLQTIDEIDDEITGGQHALKDI
LGVKSRYFRPPYGTVGARMRQRLAAHIDNPYIVNWSVDVEDWLWANTDEPWRQLRAF
QRDVERGGDLVVMHYLTWSTVKYFRDFIDVARRKGKQIMRIDQCMMDPSAPKLSSLKS
WQDDGEQPKMLRTQHPNQFKAEEVELIDEMGE
>9866_t gene=9866_g
MRLPIIHIVFLLSYADALTPSRFLLPNHAVQPMSDETQTNDAEHMANHGHPPSAEDAKQ
HFPQSFSSPFQVVGQSGVPAMAAALMPNGNVVFVDKVENYTQLVLDNGQYAYSAEYN
LTTNTAYGLSLNTNPFCSGGAFLADGRLVSIGGNGPLAEIDPTVGDGFQGIRYLERGVYH
EDWYEPGHSLSTPRWYASVQMLQDKRLFVASGSLNGMDPMQSENNNPTFEILGADGMP
GNESTNLPILSRNQPYYMYPFLHLLKNGQLFIFVARSAEIYDPDSQGTILQLPNLPGTYRT
YPNTGGSVLLPLSKENEWEPEIVICGGGAYADIASPADRTCGRIKPLSESPEWYMEEMPE
PRVMVEGILLPDGKVLWLNGARRGAQGFGTAQEPCFGALIYDPEQPSGNRWSHEGTSNI
PRLYHSVALLLLDGTIMIAGSNPVEQPLLEPDYSSPETSYVTEFRVEVYTPPYLSGANASK
RPQDIRLSQTNLTSDDDEPFNISFTSNTNSTDLKIALYHGGFITHSLHMGQRLLFLDHEGF
TPGVEEQVVKVYMPASSSIAPAGPYVIYVVLDGVPGLGQFVVVS
>9871_t gene=9871_g
MTRSIAYYESWASHRVCNKYMPSDINSTTYTHINFAFALIDKDGKVMLSLQNDTILFDQL
KDVRDKSLNKDIELWIAVGGYAVGSAPFAKLATTQQGRKTFIDSACGFMDKYGFKGMD
LDWEYPAATDTGGTTADTNNMVSLVKEYREQCKNKGLSVTLPGGTFYMKGFDLKGLE
PYVDWLNVMAYDLHGSWEKPTIAEPHTNLSDIQQSLQLVWNAGVSPGKVILGLADYGK
TYTLSSGSCTTPGCAATGPGLAGPCSNEAGSLHNAEIDAILKKHADIKPQLDKKAAVKYF
SWDKTQWVSYDDKETRQLKKQYAADKCLAGTLDWAVDMNVISSSNTKVDL
>9887_t gene=9887_g
MPLNILCFGNSLTAGFRSYGIKPNHPYALTLKEQLLSAELDASILGGDGLVDIDVEGQPG
DLVNCPPGRFLERLKRRCYGSFSADQIYTGLKTTWSLALSSSPMTKVLALTVPECAYKSE
KLDRNRDALNKSILGHEEERFYSFDLKSAIPYHDMDEQRREEIWDDGLHFTDKGYDLMG
EVISERLLELLTKPSST
>9895_t gene=9895_g
MLRTTLLLIAATTVSALELGCFSDTSETLSNFVSNGSYIFQSTGYCQQVCGTIGHSYYALK
GDDCWCGDAIPPISDMVDDSNCNIPCAGYARQNCGGTNAFEVYLSGDTTAIESIASAYSA
AATASATVAASDSVTILSTAAAASSDSSSVSSSAASTTSAAVIPAATTTKASSSGVVTPSA
TSTSTSVHTGAAAAVNVQIGFGLMAGLMALTSSL
>9909_t gene=9909_g
MSHGILPYASFLALVGGAIAEPFLALNSDFPDPSLIETSSGYYAFGTSGNGVNAQVASSPD
FNTWTLLSGTDALPGPFPSWVASSPSIWAPDVLVKADGTYVMYFSATAASDTSKHCVG
AATATSPEGPYTPVDSAVACPLDQGGAIDADGFIDSDGTIYVVYKIDGNSLDGDGTTHST
PIMLQQMEADGTTPTGSPIQLIDRSDLDGPLIEAPSLVLSNGIYYLSFSSNYYNTNYYDTS
YAYASSITGPWTKQSAPYAPLLVTGTETSNDGALSAPGGADFSVDGTKILFHANLNGQDI
SGGRALFASSISTASDVVTLQ
>9926_t gene=9926_g



MYSKFWPKGGLPGILHHYTETLVTFEYTSSAVQQPHSILFVGGLGDGLATTSYTSDLVRA
LQPTQWSLFTLNLTSSYQSWGLGHLDRDTDEIAQCIQYINEYKIHKFGHDNGKIVLMGHS
TGSQCVMHYLYRPNPHTTTPVFDSGLEHIKRRALDGAIMQAPVSDREAILWVLTEGIGG
KTPSEMREIFGELEKIAKEADRRNKETQTPFDTMLPLSLTSQIYPANTPLSARRFLSLVSPE
SPQSPREDDLFSSDIGEEQLAKTFGMIKQQGLLKDRLLVLYSGADQSVPDWVDKEKLLS
KWRDAADHNGRFQVWDREHSGIIPGASHALSNDDQAEPRKDLVRRVMGYLQRLEKS
>9942_t gene=9942_g
MRASLPLRSFSAFCRGQVRPTLTKSLRTRNTQTAHSTRRLNSSNTSSGNSSWTTTRALAL
AAVVGAGAYVAASSRSTSLVTVAATAPAKDPIYGDITLFEKAIAELRAELGEDAISTDDD
DLHEHGYSEWSTVNAERLPVAIAYPRSTEEVSKIAKVCSKYRMPMVPYSGGSSLEANFS
APYGGMTIDFAFMDKILEVHADDLDVVVQPSIPWMQLNSDLAHTGLFFPVDPGPSAKIG
GMVGTNCSGTNAVRYGTMKDWVINLTVVLADGRVIKTRRRPRKTSAGYNLTGMFVGS
EGTLGIVTEITLKLAPIPDELRVGIVTFPTVRDAAAAAMQVIRKSIPVQAMEIMDEVQMN
VINRAGGTGRTWREEPTLFFKFSGTTAQVADSIQNTKNIAQNNKSTSFEFAKDDQEAHAL
WSARKESLWSNLAMRPEGGEVWSTDVAVPLSRLPDIIEKSKEQLNDLNLFASILGHIGDG
NFHSSILYSRKNREETERVEKVVHDMVDLAIEMDGSCTGEHGVGLGKKESLIKELGNDTI
DIMRSVKRALDPHWLMNPGKIFEYSRDSKPADTTDIESARLVGAEKKNST
>9975_t gene=9975_g
MAAKVVPGSNYGSKFANFNILQANYKVVDGHEIRADLIIPKSLPAGKAPVIARFHGGGL
VRGESLYEDWFPVWVLELAETYNAVIVSANYRFLPEVTGLDILDDVDDFWTWLHSQDL
ATLLQTQKEVAVELDLDRIITAGDSAGGLLSIYLILSHPDEIRAGTAAYPAIGWDNPPLLP
TKRSALVPEVPATFIDEYVSNIKPGQVSSSDPDLQRLQIGAAISANQAGFKFYIRGSENSPT
RDRLYQLARLEKPDARLPRGGLVILHGVDDDIVLAKASERFVEKAKDALRGRQGGDNIV
LVLRPGPHGFDEDASIKEEWLNEALKTAVKTWLE
>10014_t gene=10014_g
MSARLYLIGLGLHSATVNGEPVSNAVLAPGYTAYSETLLYSTYDVGDLLKAGINTLGVE
LGKGIYDPEPSLGGRYMKFTGSPRQLMLKAQLEYTCLDSETRVIIPSNTTWLSNLDGPLL
ESCWWGGEEYDARQQIPGWPTTISDLSAWQAVSVTTPPPATSLIGQPYTDLEVVEQIPCV
SVSQNAEGWTFDFGINFAGWFALNIDVPAGTRVVMWPAELLDSNGWAAQTTTGSPIFD
AYTSNGTPGTYTPKFMYHGFRYLSVQNLTSVPTTRSIMGLSIRQSVEAIGNVSTSNSLLN
NIHEIIDRSIQSNIYSMFTDCPHREKLGWLEQDHLVIDPVLWSYDMEAATRMVIKNVVDS
QSTSRSMGNQAAHSGFIPEIAPEYVAFGYPFRDDPNWGGVVVRLPLKHYKTYGDIRVLS
DNYAAMQSYLGYLSSLTSNYTLNYGLGDWETLDTSPILGYSSDAATYTQLEKNIISAFNN
ATYNSTGHYGCGSQGAQALALDIGAPTSPEIFAQVLSFLNESLWETDSWTTGEISLPSLFR
VLHAAGQDEPLYSLMVNTNYPSYGHELLNGATSLWETWDAVTSHSSLNHFMFGYGDV
WLRQLSGLGQEDNSIGWGNITFRPILLSNLTSASASTITPRGLASASWTTEQGFLNYTIVV
PFGATGTVSLPFQNITESGTNVSNTSGIVSVERVNSTTILVVGSGTYTFTTS
>10015_t gene=10015_g
MTAYTDSRFSSKAATFLRLGLALAGIYWLFSLFLHYPNFSGQRADGSQPKVGKVTMVY
GNRSIYDRAVNTHIVHSQRLGYPDFILRSPILEGVWSKPAILLSVLLKELEKPPERRLEWL
FWYDADTVLMNPNLPVETFLPPPDRLDVHLLLTKDWNGMNNGNFPIRVHPWSVELLSA
VISYPVMNPDVELFWSDQSALSNILESNKYFSKAVVYCPLRWFNAYMGLPNGEGLNPES
PEHLQVHRGDLLVHFPGTPGDKLDETMGPYLDIAEAHRGEWERSLEDTDYVQETESFW
RRH



>10022_t gene=10022_g
MVHSLISLLAIAAAGVSAASISSTSSSTLSARNTALIPGCENGPTSRQCWGKYDINTNYYD
EIFYTNHTVEYWLSLEEIDCAPDGYLRKCMTANGTMPGPAITANWGDEIVVHVTNNMK
TNGSAIHWHGVRQLNNNVNDGTPGVTQCPIAPGTSMTYKFHAEQYGTSWYHSHFSFQL
SNGLYGPLIINGPATADYDEDLGAVFITDWDHVTADQIWATIANFNVTFDGSSTGLINGM
NTGNCTALNTTDADPNCLSDGKKFELHFEQGKKYRLRLFNVAMEDWVQFSIDNHTMTV
IAMDFVPIVPYETRSIFIDMGQRYDVIVEANEAPADYWLRSGFEPLCIPNGAGANNITAIV
RYDNTSTADPTSSSVDGAIIGWDLCVDEQPTNLEPWVPVDLDMAKVVEGVQTEIVTGFY
DDNTYLRWSVNGGSFMWVNWSNPALKDVIAGDLSGIPISDNIFEVGSNSSAKSTLRNET
EWVVLVIEDTTPITGISHPIHLHGHDFLVLSTGYERWTGRTYGWQLTNPPRRDTATMPA
NGYLAIAWPLDNPGVWALHCHIAWHSSQGFGATVLESADMMPQPLGGDWSQEIDPVC
KAWNEYAPTAPYQQVDSGI
>10028_t gene=10028_g
MPSKSKDTLSVRPVSRGNNRSRSRSRSRSRSPNPKSKKSALKKAKDYSSEGVTDNDIFNL
PASDYIWLAGLTLGAAAVRLFRIYQPSSVVFDEVHFGGFATKYIKGRFFMDVHPPLAKLL
ITLAAWLAGFQGDFDFKDIGMDYLEPGVPYVAMRLLPAILGVLTVPLMFLTLKATGCRT
STSVMGAVLVTFDNALTTQSRFILLDSPLIFFTALTALSFTCFTNQHEQGPSKAFKGAWW
FWLAFSGLSLGATLSVKWVGLFTTAWVGSLTILQLWVLLGDSNTVTPRLWFKHFFARFF
CLVVIPLSFYVAMFGIHFLCLVNPGEGDGFMSSEFQATLNSKGMQDVPADVVYGSRVSL
RHVNTQGGYLHSHAHMYPTGSQQQQVTLYPHKDENNVFLLENQTQPLGVDGVEIEGP
MAWDNGTAEYIYDGAVIRLYHLMTHRRIHSHDERPPMTDADWQNEVSAYGYEGFPGD
ANDLFRVEIVKSSSDGEEAKKRLRTIQTKFRLVHVMTGCALFSHKVKLPDWAFDQQEVT
CAKQGTLPNSLWYIESNAHPALTEESEKVNYRNPGFLGKFLELQRVMWTTNAGLTESH
AWDSRPPSWPTLLRGINFWGKDHRQVYLLGNPLIWWSSTAAIALYVAFKGFAVLRWQR
SFNDYKNVNFKRFDYEVGTTVLGWAFHYFPFFLMARQLFLHHYLPALYFAIMALSQTFD
FILNRVQLPVIGKKSIVGSGLITIFLALSAGVFVIYSPLTYANPWTRDTCQSVKLLDSWDF
DCPIFHTNLNDYITPYSNVNEPVKSQAPAVPIQNQQQPVGDSAEGNKQFVTPQPAGSNRII
GREERVEYRDEAGNLLDPKEVARLQAEGKVSLQTKYSTQTRIIDASGNESVKIPEHAPPH
PDVEGQNPETNRNGDESVAPRNEPASAAGSEKSVYDDQVASAPKPASEAQGATA
>10068_t gene=10068_g
MLHRLASPLIAALVLSQSVLSFPLTRRLDNGSPLRNVQYVQTFTDPNGNWFNLTDLATQ
GTGITHLILASLHLDNPTEIHLNDNDIESAYWDPLWPMVSSLQAAGVKVMLMMGGAAQ
GSYANLQNDFDTYYPIILSILKNHNLDGFDMDVEENVSESVLLRLAQQLDADMGTDFILT
AAPVALAMSNSGNLDNVSWSDLDHVATSSTRPNGKLFNWYNTQFYDGWGSAASTSSY
DTVISAGWDPSRIVLGVLTAASAGYPWEPTTVLSNTIASLKAKYANFGGVFGWEYGLAG
QSDGQTPVDWVGAIGSYLAA
>10070_t gene=10070_g
MLLKQFVQLAAVLASAIPICNASALAINSRRQSTASKYVFAHFMVGIVENYTLYDWKSD
MTIAMDIGIDAFALNCASVDSYTPTQLALAYQAAEEVGFKVFISFDFAYWTNGDTANIT
QYMQTYAGHAAQMQYNDAAVVSTFVGDSFDWTPVKAGTNHSIWALPNLQDPAEWSS
DAQRSVDGAFSWYAWPTDGGNSIIPGPMTTIWDDRYISDLGNATYMAPVSPWFFTHFNT
KNWVFICEDLPTRRWDEILTMQPDLVEIITWNDYGESHYIGPFSSGHKDDGSSEWASGFP
HDAWRDIYKPYIQAYKSSATTPTVDTEEIVYWYRPTPKGITCTNDTLPAPNGINLLSDSIF
VATMLKEAATLTVTSGGNAAISVDVPAGIVTSNVTMGVGQQSFVVSRNGETILNGTGGL



NIVDTCETYNYNVYVGSVTA
>10071_t gene=10071_g
MEQRRGSERFTGDNDGVRYFQDRPNLGARITDDGRVAIHIDEHTPRLLLQRLGRPSGRE
VEQTDGAERPLPKVKCSLKLNIVIQVIGSRGDIQPFVALGKELKAHGHRVRLATHMAFRE
FVLDGGLEFFNIGGDPAELMAFMVKNPGLLPGIKSIRSGAIQRRRREMREIFNGCWKSCF
ETGDGTHLHQIKEDPWSKARDYRRRPFVADAIIANPPSLAHIHCAQRLGIPLHIMFTMPW
SPTQSFPHPLATLHTQNTKRTVANFVSYGIVDMMVWEGLGDILNTLRKNTLALQPLDSL
TAPSLLHRLHVPHTYLWSPALLPKPPDWSDKIDVCGFSFLPSETSYKPPVEIDTFIKAGPRP
IYVGFGSIVVDDPVTLTKNIFKAVQKTGQRALISKGWGGLGADEVDVPDNILIIGNCPHD
WLFRQVSCVVHHGGAGTTAAGLALGRPTIIIPFFGDQQFWGDIVARAGAGPAPIPHKRLN
VQNLSDAIEKALEASTLERAQAIAKNMQEESGVQHGVYSFYRHLDLQSLRCSIFPNRPAA
WHLKHTKINLSAYAATVLVKSRKISPDMLVLHRPKEYDTFRDPRGPLSASAQLLVGSIA
GLMTGLVDTPKEFLLDLISAAHAVSHPREHLDHHAAYRAAIACPDRPSPEDSVESEERQF
ENDEEDDGVPNEESTQGDFADEDSETYVSSSTRSSAIERKRTLQQEKAKPMSSSMTSSKS
QKLNVLYEAASHGNKMSKKFLRLVILLPTDVSLSMARGFHNAPKLYHDTTVKDIPQVISI
RSGFRAAGKELQDGFYLGITGLVTHPRHGFKDNGGMGLLKGLGKAVGGVFLKPTAGL
WGLAGYPLSGMLREVNDSLGKHQKCMVVMGRISQGLEEMEESTAQEGAEVFRRWSAI
EEDMKRSNKRHIVRQNHLHLQEPACVV
>9093_t gene=9093_g
MPLSYAKDVGGALEMMKAFSAKMGGRAPDFRRDPTAGLSVPENIEVKDFTATAPDGFE
VPLRWISLKKVEDEKQKPGPVVYHVHGGGMILGSVALSTPSMIAQVSATAVPVLMVDY
RLAPENPHPIPVNDVYAGLVWLQEHAAELSVDPARIGILGESSGGGLAAGAVLMARDKK
LSPPIAKQILWQPMLDDRNTVADEHIAPFVFWNYDDNKTGWGALLGDRAGIDDVDYYG
SPARATDLSGLPDTYLEVGQLDVFLYDTIDYARNLSKGGVNIELHVYPGCCHAFDMVSR
DGQKTKRALDNRYTYLKSI
>9098_t gene=9098_g
MYAQASLATVTWLALNLVAATADTQCEASTSKLLKVETTNGLIEGHLADDAPCVVEYL
GIPYAKPPVGDLRFTSPQPYEGHQIYEAKSFGYDCPHSTFPYIDYPGFFDDANRIIDYFAAS
ANTTQSEDCLTLNIWSKATSRSNIAQKPVLVFFYGGNFTFGNTNTPFFYGVNFANAEDLV
VVTVNYRTNIFGFPGADGLDTNLGMRDQRLAVEWVRDNIAAFGGDPSKIAISGQSAGGV
SVDYWTYAYRDDPIISAAITHSGNVYSFPLPDPSTQQKNWENVVDYVGCGNATDTFRC
MRNVTWEDIKAGAATVKSGKSSSPLRTVPGFYPKADNTLVFTDYLERTNQGKFAHVPIL
YGNNNNEAGFYAVTVYSSGVVPTQEQDDAFNLESFTCAVAKQVKSRRRYGIPAWAFCY
MGDWNNTRLYPTSGAYHGSDMHMVFGNSAAVSGIPTSEPQKELTTLIQRAWFAFLDNP
STGLSEFGWPMFDPNKKTLIRLGNDNKPEYELLYPFSYDAPCSNITLGSLG
>9100_t gene=9100_g
MYPRSLSVFVAASSVLQITVATTVPIVSCSVNQPQLFTNPSFEEGSLAGWTITSNSANAAV
LDAASSNSPFSTAADGQYYIDTYDSAPRGGAALFMSQTLNGLDISTIYTITYSIAGQPHGS
NSQNCNVYFFKDSQTNANLLVENIHVMGANGLPWTQYSLDFTPTASSHLIIFALECYSTD
YYAGIDNIQFLAPATTVCSTSYSTVAASTPTPTPSPSSSSSSSQAVATTLSSSAVVSTAAAS
TPTPSLASSSAAVSSSAAIPSSAAVTSAASSVASPSTTPTPSSTIISSEPVPTTTSIPEPDDGED
DGCPSE
>9125_t gene=9125_g
MSLKQEIETWVQALAHYDNNEFDESLRVFDNIADTSKILFNCGVIHATLGEHEKAVECY



QRAIALDNYLAVAYFQQGVSNFLLGDFEEALANFNDTLLYLRGNTSIDYEQLGLKFRLFS
CEVLFNRGLSYIYLQQIEPGLQDLQFASKEKVTPDHDVIDEAIREQAEGYTVFSIPVGVVY
RPNEAKVKNLKTKDYLGKARLVAASDRNNAFIGFQGSELRKAMAIETAAKDDRPAETIS
YAATNLVQKNLTSRSRQQSEPPLGRNTFPPTPPPESDKGSSGSGSTGGLTQRAASVRSGA
GGRPPRLELDRPGGAGTNGRTGGNMPSMEKSRIGTSRTASEPRGPPSRQYSNSSRARDG
RPRLYRETTGNRRGDGGFEFVPEEEYNDEVFDMYISPRTNTNGFAPKTRQQQQQQPRYI
EEEPEYSSEYEDEFPEDPEFEMVNEQPPPRKQRTRYSNPQSQSSGQGRRAPSRRRTMPEIR
KFRVKVHALEDTRYIMIEANIGYGEFEGRIREKFGFRGLLRIRMRDDNDMITMGDQEDL
DMLLSAARDEARRENQDMGKIEIWVEERI
>9129_t gene=9129_g
MRTGLCIGAGLAAIAHVHALAPRTQVADEYDFVVVGGGQAGLVLGARLSEIANYTVLV
LEAGTNGDEYRERIDTPAYSYYESLWTTPMNWAYYTVPQSNADNREVEWPRGKGLGG
SSAINGLYLTRPGKDEINAWKDLLGDMDGADNWSWDSFYAAMKKSETFTPPSDAIATE
GNITWDLSTRGTQGPIHASYPGYTFPQVGEWIESLEAMGIAQSNEMYGGDVYGGEVSTS
TINPTNWTRSYSRTGYLDPLADNGNYDVVADAFVMRILFDSSSPSNNLTANGVQYTLDS
GKTNCTVKVNKEVILAAGTIGSPAVLLHSGVGPKDVLSDAGVDLVSELPGVGQHLQDH
LSATIKWNTSVVTSGSIFYQNLSEKNDTLYLSYIDSAIAYANSTLMYGDTLGSLQKNITTQ
INSYKLNTTYDAGVIAGYKAIANMTATTILESSIGQIELLFMNSDSNGDIGITAALQHPYS
HGRVYINSSNPLDYPVIDPNYMAFSADYEILRDGLKLARQLGNTEPLSSCLTVETSPGSSV
TSDDEWLDWIRSAASSEFHPSSSCAMLSQNQGGVVDANLRVYGLANVRVADASVVPIA
LSTHLMASTYGVAEQAGNIIRAYYTNTTTTGTSDLGSTTSATGTALGAHASTGAVTTQT
ALSGGIQTVSVSAWAVAFTAAIAIFISF
>9141_t gene=9141_g
MASISTDGNCGSNSDTNSTCLGSTYGDCCSTKGFCGSTSAYCGAGCQSAFGNCTSDNSQ
TISTSGSCGSTGSNYTCLGSTFGDCCSSLGYCGGNSSYCGDGCQSGFGSCDSASSSSIITTT
AAATTTTSTTKTSTTASASPSTTTGTTSIDGNCGNNSDVLATCLGSQWGNCCSSHGFCGG
NISYCSTGCQSNYGNCGLDAMTTNTTTTPGSPSGLSKGAIAGISVGAVIGGLAIVGLLVW
LAFFKTKKKKMVYSHQSEEELKLFPPSKPLVSLQELNALGNAKHELDGQGNAKHEAEG
KGFARQELDARVISELPAQHD
>9148_t gene=9148_g
MSQHYDAIVVGAGMSGIYQAYRLLQMGLSVKVLEKAGGPGGTWFWNRYPGAQSDTRS
FLYRYSWDKEDLRTYPWTENYLDAPDILAYLNHIVDRHNLRQHMLFNTEVVSMRWND
QDHTWTLKTSSGDFTARYVVTAVGFLSEPNWPNFPGLDNFKGSLYHTARWPEQYDLSD
KKIAIIGNGSTGIQLITKLAPMVGSLLCLQRHPQYTVPAGRRPVTQNERDRINETYDEIWA
RARLTRNGGEFFEATRKTSDVSPEERERIFQELWDKGGGAEFMLGSFSDLITDETANNM
ACDFLKRKIAQAVRDPEKRRKLTPKQLYARRPICDTGYYEQFNRENVDIVDILENPIAEV
KSNGVLLTDGTFHQLDVLICATGFNAFDGAYRRLHIAGRGGMTLNDRWKDGPVTNMG
VAVSGFPNLFMIFGPKSPLANVPPVVEAHVDFITSAIDRVQGQKELVGAAIESTKQGEED
WGALCDAIAKYLLFSKVDSYFNGSNVEGKKRSTLIFYGGLAMFSQKLQECVDRGFPSFE
LIHSH
>9155_t gene=9155_g
MTIRATKFTPEVLLSAPRRSAAVPNATGKLAVYTQTTYSFESHSKTNEIRTIDLESGETSV
VTNDAGASNPQWLDDGDLLVWLKGKDNGNTSFVIGNARDPGRFYTAGTVPGPVSDLK
VTKLDSGKTGFVVSGKANPDGSLYNPKDAKKPLSSGRYYTSTWVRHWDEYIEPQKNSL



WYGVLQSSPSAASDKERRYASSGLTNLLAVSGLTDVEAPIPPFGGTDDFDISPNAVVFVA
KDPAVNKATHTACVCYYCPMPSWTDLSTREAKIYQMKGLEGAMSSPVLSNDGSAIVFL
AQEKDGHEADKNRIIFVPNPWSGQLLEVFKSKDGKGAWPLSPGSVSWARDNKSLLITVE
EKGRGILYQLPIEDILNATPDKLKKLTSSGFVNNVAPLSADTELLLVSSSNLIESSVYTIVD
PNAIEDAKVLSSISRGGSSIGLSRSQVDEIWYKGENDQPIHAFVVKPSNFNPDEKYPLAFL
VHGGPESAWNDSWSTRWNPAVFAEQGYVVVTPNPTGSTGYGQDFTDAIIGNWGGLPYL
DLERGFDYISKNLKYVDIDRAVALGASYGGYMMNWIQGQPLGRKFKALVTHDGVFSM
TSQLASEEQYFPLADLKGPLWKVPEEWQKWDPSRFTANWETPHLIIHNELDYRLTIAEG
LAAFNVLQMKGIESAFLTFPDENHWVLQPENSLVWHYAVINWINKHVGLPEISTTHHDG
IFETDKNSRKVTNVPLR
>9159_t gene=9159_g
MHFSTVVSGASLLALATASSLSSRQDTSAETVVYWGQNSNENADLSAYCSSTAGIDVIIL
AFLYEFGNGIDIPSGVIGEECYISTTGEPQLCDDVASAIATCQAAGVKVLLSLGGATSSYS
LQSQAEAESIGQYLWESYGNSGNTTVPRPFGNVFVNGWDFDIEVNDGSSQYYQYMISAL
RSNFASDPKNTYYITGAPQCPLPEPNMSIIIGNSTFDKLWVQWYNNNNGLDNIPYESCSL
GFNGNAPFNYLEWVDFLATTPSANAKLYIGAPASTLASNGNSAGAIYYITPDEMATLVSE
TEGNSTFGGVMLWSAGYSDSNVVNGCTYAQEVHSILKKGTVC
>9189_t gene=9189_g
MATTVSRFEHPGPLHPAKVEKHGVKSSIARSIRIAVYDPRDHEAPAILHEPRQYTVDNAK
ASAVILISGAGGGVSGPAGIYPSLADKLAMLLSIPCIRLDYREPAQTKYCSADVIAAIDYL
AGEFSSKHFVLVGWSFGGSPCFTVAAKDPNRVAGVATVASQTAQTDGVEMLSPRPLLL
LHGTGDTCLSSRCSQSLFEAYGQSGKKELKLFDGDDHGLSRNAMQVEKMIFQFVARTL
GFNEMLGDPYIDIQAGQDLAGSRQERIREMREGHDFEGERL
>9212_t gene=9212_g
MPINMQLINALAVAMSISPAAAAIKGFNYGSTFNDNSVKVQSDFESEFKTAAGLVGAED
FTSARLYTMIQGGTTNTPISAIPAAIATNTTLLLGLWASGDTFDNEVAALKTAISQYGSEF
ASLVVGISVGSEDLYRNSPTGIAAKAGIGKNPEDIVNDIKTVRSTISGTGLADVPIGHVDT
WTAWYNSSNNAVIEAVDWLGLDAYPYFQNTQSNDITSGKSLFQDAINKVNSASGNKAL
WVTETGWPVSGDTENLAVASTDNAKTYWDDVGCGLLFDKVNTYWYILQDAAKSTPSP
SFGLVGSELTTTPLYNLTCPAVVSSSTSATSSATSTGSSTGSATGSATSSPTSVPASNATGT
ASGSATGSATGSATGSATGVASGTATGSATGTATGFSTGAASTGTATHSGTPGASGTSTP
TGTPGSATTPTGASGTHASGTSSSTSPAFTGAANTVSASVTGIVAAIFAAVVAF
>9231_t gene=9231_g
MRTRCQCPNIPGLSSSCLRWGLLLLALWLVQVQAMKDYEIRDLRLQTEQMFYHGYDNY
IKYAFPEDELRPLTCGPLTRDRDHPEKIELNDVLGNYSLTLIDSLSTLAILASSNDTGSRA
WSHFENGVQEIVRLYGDGSQGSEGQGERARGFDLDSKVQVFETVIRGLGGLLSAHLFAV
GDLPIRGYKPSAEASEYAKAWDKSALSPSRYSKGIVWSNGFIYNGQLLRLARDLADRLL
PAFYTPTGLPYPRVNLRYGVTFYENSPLSKDYPGQKTDDQRKYTTRYQSRPEVTETCSA
GAGSLVLEFTTLSRLTGDGRYEDLAKRAFWAVWLRRSEIDLIGAGIDAETGNWVAPFTG
IGAGIDSFFEYAFKAYVLLSTGEPPDFDTSSPWSVMDNYFLPLEEAHHSPEFYFQVWQDA
QDAIKHHLYRGHGYQHPHYVQADLQTGATRAFWIDSLSAFYPGVLTLAGRIEEATEIHL
LATALWTRFSALPERWNVATGEIDNGLGWWGGRPEFIESTYYLHRATKDPWYLHVGE
MVLRDIKRRCWTRCGWAGLQDVRTGELQDRMESFFLGETAKYMFLLFDTDHPLNNMD
APFVFTTEGHPLIIPKSVPKPSFSTPKSNSEEVVAEVCEIAPVSPPFSFSATAARPDIFHASSL



ARLHLLPGRNEAGGALFDFAHDHPSVTVSDLFSPSNYTFYPWTLPPELVPYNAMSSPMSI
RPTLDISFPKLPGMIIGSGSMERVRDGVLLKSIGGMRLGMVQDMPLGVDHGSSAFYTDLF
RIQVINNVPLGRDEKVYLSREIVFDVLSPNDPHFSRVRDSIMLDIVIDVEPESTRVKNKNH
TKSSRHQSYKQDAAIIRQESATISDAGTPLKGRISPASSVRTALSALMDHISTMLSDENSG
GLDDDNESGYYGGVQSSLFKKKTSSNVPTTRLILPAINSIGAGSAPLPDVVDAAIFSHNGK
PSTTRLTWSKIYLTDELCDHRLPANVPREYQVLVVKRGGCSFAEKLKNIPGYPNSGSSNN
NNRLQLVVVVSYPEHDADSVSSLYQDVEGLQASAEQNFYEERYYQRPFTSTNPNQMQA
RAALASESMLVRPHLDEIQMTSSGLPRREPISMTMVGGGEETYEFLRNSTGLGIRRRYVV
KSQDVPIGNLYII
>9258_t gene=9258_g
MAFPFMRSFILLFLYRYVRLVVNLWSFYTFKPIPIPENPKLTAEDVTVIVPSLEGCGDELV
ETIRTILDTKPHELLLVTIEANRKDAEKMLKAMPAYLHDRIRLFTITHPNKRRQMTRAIPE
VRTSITIFADDDVSWPITALPWILAPFDTDERYGGVVTCQRLRRAVNATFSEKIWNFLGA
LYLERRNFDCAATTHIDGGVPCLSGRTVAYRTKILQDEVFTNDFTNEEWWFGKYQLNA
DDDNFITRWMVSHGWETYIQYHPEVEVKTTLENNPKFLKQCARWSRSNWRSNLTSMFA
ERHIWYRQPWSTYAVHLTTLSPPALLGDCLLIYLCHKATETLDGDVHWWAMRALGIW
MFISKFIKLLGHYRRYPADFLLLPVSILFGYFHGAIKIYAAVTLNVTAWGSREGADANDA
ERMRKRSDIEREKHARRLASIYPLNKVVWPSSGYAPIA
>9270_t gene=9270_g
MRRAVLRAHPVARCLRQPLLTEHAASSALQFRRQLSSTRQLQEEPRPSFKGQLYESTQQ
RLKRERAEQERFSQYQTQTPGSRYAALMFVLVFFTTGGYYLGSLRPSTPSTSSTIPLSETQ
PVKHNTTPANLQAAWADFVNILGKENVSTDDFDLESHSGSEFSTYSQKSNEKPFIVVYPE
TTEEVSRIMKVCYERVIPVTPYSGGTSLEGHYAPTRGGVCVDFRRMNKILSFHKEDLDV
VVQPAVGWEDLNEEIAKEGLFFPPDPGPGAMIGGMVGTGCSGTNAYRYGTMREWVVS
LTVVLADGTVIKTRQRPKKSSAGYDLTKLFIGSEGTLGLVTEATLKLTVKPKSESVAVAS
FPSVQHAADCARRVVEEGIQVAGLEILDDVQMQCINASKTTRREWTEAPTLFFRFSGTPS
GVKEQIGIVQKLSKSTGGKTFEFARDDAEMKELWSARKAALWSVIAMKKDPSDHVWTT
DVAVPISRLPDIVERTKKDLTQSGLLAGICGHVGDGNFHAIILFSDKQKALAEEVVHRMV
VNAVEMEGTVTGEHGVGLIKRDYLPHELGETTVDVMRKLKFALDPLCLLNCDKTVRVE
PPAAGEIKPW
>9279_t gene=9279_g
MPSRQPSSSPRITKFTNCRILKSNHLIEQDLWIDSLTGKILKDQEAFYELHLSPDQVIDLKG
RILAPGFIDVQLNGAQGFDYSVPQATKEEYDAKFIESNRGLIKTGVTSFLPTTVSTTAENY
KQVLPSLAPTGKRNPEDGAESLGAHVEGPFINPSRNGIHKPEVLLASTQGFQDIINCYGLE
NIPDIAKNTEDEIADEDAVTPTPATPIAKSLQKGIRANGLVNGHRHHNVSTATSRPAIKMI
TAAPEVGTMIQHIPDLVSRGIIYSIGHSDATYEQAMSAVGQGAMMITHLFNAMRPFYHR
NPGVFGLLGQSDLPKPYFGVIADGIHLHPTSIKIAYNAHSEGLILVTDAMRLCGLPDGVY
DWTNGDRIIKKGVRLTLEGSDKIAGSSATLIECVNNFRRWTNATTAEALNAVTFTPAKM
LGLEKVKGTLDHGADADLVVLGETLDSYSGPSLTVDQVWKFGIKVFDSKEL
>9280_t gene=9280_g
MATTVLIPPSELDSYDYVIVGGGTAGCVIASRLAEYLPNKRILLIEAGPSDYMDDRVLNL
KEWLSLLGGELDYDYPTTEQPMGNSHIRHSRAKVLGGCSSHNTLISFRPFEYDLRLWQES
GCTGWSFDMFTRVLDNLRNTVQPVHARHRNQLCKDWVQSCSTALNIPVIEDFNKEIRSK
GQLEQGVGFFSVSYNPDDGRRSSASVAYIHPILRGEEKRPNLTILTNAWVSRVNVEGDTV



TGVDVTLESGKKYSIHPKIETVICAGAVDTPRLLLLSGLGPKDQLSSLGIPVVKDIPGVGE
NLLDHPETIIIWELNQPVPPNQTTMDSDAGIFLRREAPNAAGSDGTAADLMMHCYQIPFC
LNTTRLGYDEPVDAFCMTPNIPRPRSRGRLYLTSSDPNVKPALDFRYFTDPEGYDAATIV
AGFKAAREVAKQAPFKDWIKREVAPGPGIDTDEALSEYGRRVAHTVYHPAGTTKMGNI
ERDPLAVVDPQLRVRGLKKIRIADAGVFPHMPTINPMLTVLGIGERAAELIAEEAGWKR
NQPRL
>9283_t gene=9283_g
MAPKDGALPPIWDDLDWQMGQLFMMGFDGTTIDGQIRSLIENYHVGSIILTAKNLKSAE
ETTKLILELQTIARDAGHPVPLMIALDQENGGVNSLYDEIFIRQFPSAMGIAATGSKRLAH
EVASATAQELRAVGVNWILGPVLDVLTNVRSQPIGVRTSGDDPQEVSQYGVETMKGYQ
EAGLVTCGKHFPSYGNIEFVGSQTDVPVITESLEQLSLSALVPFRNAIANGLDAVMVGGV
AMSSAGVNVMHACLSEQVVDGLLRKDLKFDGVVVSECLEMEALTHNIGVGGGTVMA
MKAGCDLILLCRSYPFQLEALNGLKLGVENGMISRSRIRQSLQRVLAMKARCTTWEQAL
NPGGINSLTKMQPSHTSLSTRAYDSSITLVRDNNDLLPLPQILEPDEELLLLTPLVKPLPAS
AVSRSMLDMMTTSPDPSASSEKGSSITSGESVFREFGRSLARQRSGRVLHTSYTSTGVRPI
HESLIDRASAVVILTADSNRNLYQHGFTKHVSMICKSQYSQTGERREKPVIVVAVSSPYD
FAIDPSISTYICTYDFTETALQALVKVLYGELSPTGSLPGTISRSQKIHQSRQHWLVETWN
EERDSEALDALLDSVRESGSHAELTHVSSHSFLLRNDDIDEAHFVVRNSTTQALYGFCST
YFFRSTGTGVIGSIIVDPTRRKLSIGHSLHNRAIRSLLQRKGVKRFQLGSRLPSIYLGIPAAN
LVERKRLRQWFAQLGWNTALSRPVCSVLLRPLSSWTAPEGLAKSLHTNDVDYDLVHG
WEYAESIFDHIKTNSRQGVMEIYKMALNGAPHSGVIRAKRPEDGAILGSVVIYNSQSAIA
EYIPALHKKDKEKEKVNGSNSSANGSSNGVTAGGGGVSSPVISPSVGEYATLMQGLILLG
IKQVRKSGADAVMLDCVDGDGNFDSLTAMGFTVLHTFEEVTCDATTWKLMQPS
>9303_t gene=9303_g
MSQLENGHTNGFGDSTFSTETVPSATRFSDIPSAIDIPASTFDSEVEVSLEELPDDPTELCT
LLENEKAAKNFWVIISLAYAKQNQLDHAIEILQKGLASVAHGATKEKLGLLNWLCWLL
MIKSRQAPRVAPDGDNSDVKTKDYYLQQATSTLNEASRLNPAYTPLFLARGVLSLLRAS
LYPPRPVRTGIPDTSERVESLRQALKCFEEASKASGGRNVMAHLSLARAQYSLGNYADA
LVVYQTVLTRMPGLTDPDPRIGIGCCLWQLGFKERAKDAWERALSLNPKSKVASILVGT
YYLYSSSQRPTSDPQFGELYRTSMTHTQSSLKLDKDYPMACARFAGYKLIRKDYKAVEV
LARKAIEQTDVVSIASEGWYLLGRKAHYEGDTAKASEYFNRSDQARGGGDGGFLPAKF
GVVQMQVKSKDLDGAKFRLEKIIQQTKNPECMALLGALLAEDVFSAQASGSKDDKTAD
TTKAISLLENVRSLWKDPTKNIPADESVLIYLSRLYESTSPDKSMQCLTQLEEIQMDQIPD
QDKPDGTLQNGELKTALREYLPPQLLNNIGCFLYQSGKVAQARELFQAALTACDKSVEL
EGEKATDALFTTVRYNFARSLEALDLPDEAKKVYESLLQRHSDYTEASARMTYIALRQS
PTDEGPKEMAKLYESDSTNLEVRALFGWYLSKSKKRVANLAEDHEQRHYKHTLQHFDK
HDRYALTGMGNVHLLTARDMRRETDADKEKRRKMYERAVEFFDKALQLDPKNAYAA
QGIAIALVDDRKDFTGAVQIFSKIRDTIKDASVYLNLGHAYAELKQFSRSIECYEMALSK
DRARDAQILACLGRVWWLRGKHEKNLTAMKTALDYANRALEVAPEQAHLEFNVAFVQ
NQIALLVNSLPEAQRTVQDLQEAAEGLEKAIETFTRIAQVKAPPYPRESLEQRANMGRNT
ISKQLERSIQNQKEYEEKNALKLQQARAARDAELKRREEEVQKARELELEKKRQLAEQR
QRIIEETQRLAAKRAEEQRAREAVEFSTDSETGERQKRKKKAPSGGRRRKRRDEDDGVV
SDGRSISVVRSDDDGTTPAPKRRRRLERRGGAKEKPGKYKSSELVVDSDDELDEDAAPP
AAADEDLFGDNDNEAAEEEATPAAGGRGGRSRRGKRVLDDSDEDDEPAAVSREVEDEE



MQDADDE
>9333_t gene=9333_g
MSNFGRHLVASSRRADTNGKSLPINLQGIWNNPTSPPWGYNVTAPSLSPENTFIVPDDLT
DAGSNVAINIASAMDGQFILEVFNNLIEAGEILGLADDVVSAAEGFLPTIKPQQIGSLGQT
LECRIEYQESAIEQRHLCPLWALMPGRQFSPLLNSTLGTAAEVLLDRRVSHGSGSMGWS
RTQLINQYARVFRGDDAWNQLTEWFAVYPDPLQSLQYQRELSGTVSLSD
>9348_t gene=9348_g
MSRNVTSELLDLELPTGVKLSPDGQLVVYSAKSNWTQGDAISSIWIGKINSPKSAYKLID
GTYNDYEPRWAPDGQSIAFLSDRGARGKSCAIYTHYLNSSQEPKALTAATNTQTIAKFEF
SPDGNFIAFLVPSEEEQNTFVDVWNENWNHTHLKLLDVRSGDIKLISANWLHVVDFSWS
EDGNQIAYATHRSPDIESEWLHGTSIWTTNIVDTDVRSREVCHIPREVFDLNWLNSELYF
RSYSTLTNDNSSLSIYYIDLQDKDGRLIKAAHGDDDCAAGLRRVGNKLLVYVQKGMED
QLRLLDSDILYKETKCILAFDAIMDTAGNIWVAFVQGSVNRPQEVFEIIPAGEVIQLSHHG
SAWTTEFCTRTFIKCPTLDGSEKIEGMFISPIAKAGQKVATIVLIHGGPYFRVTDSFDFLNH
FFMPRLLLEGFGILLPNYRGSSGRGDRFARYTTAGLGIYDAPDIIAMTQHAINLGLADPSR
LLVAGKSQGGYLSYLLSVRNGVNDFGWHFQAAIAAAGVTDWDAMAISSDIGYIEAGMA
GEAPWRLRKSDVKNRSASALWEFRDAADKQRIPPILLIHGKDDIRVPVSQAIGFRRALEE
AGLEFQCAIYRGEGHFFQKRASAEDLMERIVRFTKKYLV
>9355_t gene=9355_g
MRWSAVVCSFVLSSVPAKAVAASSASSSSTCRCFPGDRCWPSAATWANFNQSVDGTLIA
TVPLGTPCHAPSYNATECNVLRNGWLLPEEHYESSSSIMAPWFTNETCDPFHPVSQPCTL
GNYVVYSVNVYKPEHVSKTLAFAKQNNIRVVVRNTGHDYNGKSTGAGAIAIWTHNLKT
REVIDYNSTYYQGKAVKLGAGVQGIEAYELADAHGLQVVGGECPTVGIAGGYSQGGGH
SALSSRYGLGADQVVEWEVIDGTGEFRVANREQNSDLYWALSGGGGSTYGVVWSMTS
KAHASTPVSGLNLTFTNEGISQDTYYKAVSIYHANLASIVDAGAMSVWYFTNTSFAISPIT
GPNIPLAKLISLVKPFTDALTELGIKYTTYSQQFDTYLDEYNGMQGAIEVGIAQYGGWLIP
RSVVETNNDNLTDVYRYITEDGAQFIGVGVNVSKAVVGNDIYNAVLPAWRDTLIDTVIT
TPWNFTAPKSAMVAEQLKMTNDYIPRLKALAPNSGAYMNEADFRQPDFQKAFFGANY
QKLQSVKAKYDPNDLFYAITAVNSDQWTELEDGRLCRT
>9359_t gene=9359_g
MQLFSLIVAAALQVCVGARILGQRDASTDNSSFNVLDYVDPLIGTANGGHVFAGASLPF
GMAKAVADSSVDNQGGFASDSDSISGFSHMHDSGTGGGASLGNFPIFPNPGCPDDDLNQ
CVYRYQDRSVGFSNATLIAQAGYFSIDLDSGIKGEITVTNHTALYRFTFPSDTTTAPMIFA
DLIDLPQSRSNGTASVNDKTGRITGSGTFNPSFGIGSYDLHFCADFSGADIFDTGVFVNDR
AGNEPKTVQTLSDGVNDDESYSAGAFTRFKAGTTSVIARVGVSFISVDQACSNGEKEISG
FDFDGTKQAAQNIWKEKLGVISVDATGVSTDLQTVFWSGAYRALLSPQDYTGENPLWD
STEPYYDSYYCIWDSYRAIHQLITLVDPLSQSRMIRSLIDTYRHEGYLPDCRMSLCKGYT
QGGSNADILIAEAYLKNITDIDWATAYEAVIQDAEVEPLNWAVEGRGGLTSWKNLGYIP
TDDFDPYGQGPLTRSISRTVEYAYDDYCIASLAKALGKTDDYEKYIKRATNWHNMFDA
NTTSLGYTGFLQVKYSNGTWGYQDPQFCTPLMNFTSCYLNPDGHETYEGSTWLYTFYV
PQDMASLISALGGRDTFIDRLTYFHNSGLLYVGDEQAFLTVYLFHYGGRPALSTKQIHAY
IPSQFNTSISGIPGNDDSGAMGSFSTLSMIGLWPVHGQDVYLINPPFFKEVNITHGITGNVA
TIRNVNFDASYANIYIQNVTRDGEVWTKNWIQHDFFEKGGVLEITTGASESDWGTRADD
LPPSMDSYSF



>9384_t gene=9384_g
MEVNRHFSWRSLVTTTALCFFHIAAGETTLGQTPQMGWNSWNTFKAIINESVIHETVQL
FGTLGLQKAGYNYIVIDDGWANYSRTADGYLQANATGFPSGIKALADQVHAQGLKLGI
YSDSGLLTCAFRPGSLGYEERDAQTFASWGVDYLKYHNCGGFEGMTAAPQVRFGAMK
NALEVFGQDIFYSVCEWGFQFPWHWGGAIGHSYRIAGDITTSFTNETGCACKSAYCLNT
GYAGCSVLTIINKMREISQYGVQAHWLDMDMLEIGVANMTLYQQQTHFAFWAALKSPL
IIGADLTKISNESLAVLTNKEIIALNQDPLGESVKYLENFSADGLWQVWAGKIQGGYVVL
LLNEKSYPQTISLQFSDLDLGTPRKIVELWSEETLKTAAFNGTVQPYQTLVFKIDAA
>9395_t gene=9395_g
MSDSSRPNFLLIRGATVLTVDPASGTRENCDILIKDDRIVAIGQSLPEPTEGGGTVIDAQG
CIVTPGFVDGHHHMWQQFLRGVATDWSLCDYTVNMRSLYGSLYTAEDVYLSTYVAAL
SLINNGVTSVLEHCHIMNSPDHADAAVRALQDAGIRGTFCYGFFPNPPIANSGEPTSESVP
PFTHVMRIADAARIKEKYFGSNDPDKQRVTFGVAPDEPEAQSVEETIRQIQQARNLGARII
TMHVAMGPFDRARRRVVQQIADAGFLGSDIVFSHGASLTESEFTAIKTSGAGIVGTPDTE
LQMGMGFPIVFPAADKGCRACLGIDITSNQGNDFLAQMRLALQVRRAQENETDFPLKIA
RKTSDILRMGTLGGAEVMRLENLVGSIAVGKKADLVIFHCDDIENSPVADPVGAVVFHS
SVKHIDTVIIDGHIRKRHGNLDAEWKKLRDEVVRRSERIKEAASNIDMTATRAKWIRVFE
TGSPD
>9396_t gene=9396_g
MRSALVLSFLLPLALGCNNPANHPCAAVYTASRSSASEFCATFTASTVTATTGLPTWAS
ACGNEVKQLSSACNCLDSTWTTTTGLVAASTSVAATTTPVVVYTSTPVAETTSLAVAVV
SSIKAATSTTSVRATTLATSTKTTATLTSAVNTAGACVVTDYAGISSAVKSCTNIVLSNIS
APPSSTIDLQSLQTGATVTFAGTTSFGTTLDSDFDPIVISGTDYTITGAEGHVIDGNGANY
WDGEGSNGGQAKPDHFIVVKKSYNAQITNLNIQNWPTHCFYINGVQGLTVSGLTLDNSA
GNEPNSLSGSDPAAHNTDGFDISSSDTVTLQNIKVYNQDDCVAVTSGSNIIVSDLYCSGG
HGLSIGSIGGKSNNTVAGVTFENSQVVDSQNGCRIKSNSGTTGSISNVIYQNITLSSISKYG
IDVQQDYLNGGPTGDPTNGVTIAGVSFIDVTGTSTDDGKNYYILCGDGSCSDFTFSGVSIT
GGGSSIISDRFQVNIPGPIFTGTKLSSSSPYAPSGLILSSPALRKLVASCAGRMEMDLDSLD
KFGLPWQYSRPQNPHVISHKSNRNAELPSRSTMERYARAWFSSIHFLVFPVISLDLFERTL
DLVYGSQDVKEYTGSVSAKAALYAFLSINTIVGCTKEDSSHGPSSEFYAAKAQSYLVDIV
QESTMDGLQALTSLILATSFSGDYKKAAMFVAMASRIAYALDGHRNPFESRSSAYDISLP
ECHIRNLFWLCYTFDKELALRTGQPPSISDDNCDLTLPPGYVELQDSNICCPDVVIDNTTV
PLYPLDPRLSVIKSRTYKLLYSESALRKSKSEILQHIRELDDTLEQWRLSLSREFRPTLTFS
EDMLFPSALATQPVMLRLAYHHCVIIIHGASNRCRDPSGDLDIQEIGVTSSLGLSVEASRS
SLLYLQAALPNVAGECFWLILFYVVSSIVTILGHMISNPNDPKSISDFELLLQVSDMVQSF
PITELSAAELIQMQLVKDFSRELVSITGMAPIDRTHTV
>9411_t gene=9411_g
MADALKSEGNKAFSAKDYATAIDKFTQAIAIEPQNHVLYSNRSAVYAATSEYQKALDD
ANKATEIKPDWAKGWSRKGAAARGLGDLLLAHDAYEEATKLEPNNDQFKASFNSVKR
AIDAEAQADGFQGDTGGLGGMFSDPNLIQKLANNPKTASLLADHEFMTKLQKLKENPN
SIGAELGDPRFLQVMSVLLGIDMQFGAPPEAAGGPSRATEAEEDVPMPDVRPTPAEPKK
APEPEPEPEDEESLAKKKAQEAGDAEKKIGNDYYKKKQFAEAIEHYQKAWELNKDVTY
LNNIGAAKFESGDYQGAIEVCQEAVQEGRELRADFKIIAKSFARIGSAYEKLGDLAQAIE
YYNRSLTEHRTADVLTKLRAAEKAKIKAEKDAYISPEEAEKARELGQKKFQEADWPAA



VDAFTEMTKRAPEDPRGFSNRAAALIKLMAFPQAVTDCDEAIKRDPGFIRAYIRKAQAL
QAMKEYNKALDSLTEASAHDTAGKNAREIEQQQNKILESQYSARAGETEEQTAERIQKD
PEIMSILQDPVMQSILQQAKSDPAALQEHMKNAQVRSQIQKLVAAGVIRLGR
>9460_t gene=9460_g
MATIKAEIERGLQLSNPAAALQLSQQASALLKKPFSSSILPFATSENPEQWIEYEQLFLVC
LRTGDDKAAHLCLDRLTERFGPANERIMGLRGLYQEATAKDASALEAILKEYQKILSGN
AVNVPILKRRIALLRSMNKYDEAVSALVDYLEAFPTDAEAWCELADLYQSNALSAQAIF
SLEEALLVTPNSWNLHARLGEVLYISTTSADRGISTTQTLSRSVKHFLRSLELCDDYVRG
LYGLIIVRYPTATELIKHIQSRPEQSTDLEVPSVTTLEDLKTMAIQKAEKLIQSQQSTTHQP
DGLQSLRELVQQK
>9464_t gene=9464_g
MAFPVVTVAGNGFLKSSVRFQIKGVAYIGDSSGSSVIDTLADPNANQCAIDAPLIKELGA
NTISVHYIDPNQGHGKCMQSFQDNEIYVIANMATQRDYSDVDMSGLDPSSNLGNSTWQ
TSVFNQYAAVLDSMASYENLLGLIVGNEVVDQSTQVDLAPFLKAAVRDMKAYAVARQ
YRTIPIGYFTSDDDNWAQQMAEYLVCGGNKSEAIDFLGFNDYSWCGELSINTTDYEQLT
SDLGDIGVPLFFSEDGCTAVQPRTFEDQAAIFGSNMSDVWSGAIIYEWRKQSGSESEYGI
VSYTTSAPSTPTLLSDYSALSSQWASVTTADNAPSTIPTPSCPASTGSFWPVDPNAALPTI
AGLNFANIKPASASSTATTTSAGTSTSTNTGSPNLATSNPGLSTGAKAGIGVGVACGVILV
LSVLFWVSYGRRRQNSKLESPSAPVSAGPVPELPATKTWRHPPSELPAGEEGKAQELDS
VAIHEFGNEADKPKEEEVKRSSSRNKTVYK
>9468_t gene=9468_g
MPPLSDFNGAIAGRNVIVGSHFETGATMNNYFGGHPIMDDGSSRKRVPFSTVPFAPDRDF
VDRPEILEWIHDKCVGPGARAALVGLGGVGKSQLAIRYSHDVRDASPQTFVFWVHAST
RARFEEAYRDIADRLKLPGRNDPKVDVLQLVRNWLCDETNGQWMMIVDNADDIEVFY
LKQTRTMDESSPPAPTPLATYLPQSRNGSILITSRSKDAAARLAGGYRNIKEVCAMDEIQ
ALDLFRNKLECASDEEGAIDLLRALDYIPLAITQAAAFINRRGRMTASGYLDEFQRNDKK
RESLLNWDSGDLRRDESASNSVVLTWQMSFEHIHEQRHSAADLLSLMSFFNPQGIPEWIL
RKHSKSVAKAGDEDESDNAFDEDLDTLQSYSLITATADRDVYEMHALVQFCTRVWISSF
SDAEKWKQKFLGLMAREFPKADFKNWAKCQQLLPHVVWLYESEVSSDKAVEEWALV
LNNAAWYMRTGLGNYDEAEKLNRRALEGCEKELGEKHLYTLTSVNNLALVLQYQGKY
DEAEKQNRRALEVREKELGEQHPATLTSVNNLAAVLQYQGKYNEAEKLNRRALEVREK
ELGEQHPATLTSVNNLAVVLQYQGKYDEAEKLNRRALEGCEKELGEKHLYTLTSVNNL
ALVLQYQGKYDEAEKLNRRALEGSEKELGVQHPDTLRIVSNLASVLQYQGNYDEAEKL
NRRALEGCEKELGEKHLYTLTSVNNLALVLQYQGKYDEAEKQNRRALEVREKELGEQH
PATLTSVNNLAAVLQYQGKYNEAEKLNRRALEVREKELGEQHPATLTSVNNLAVVLQY
QGKYDEAEKLNRRALEGSEKELGVQHPDTLRIVSNLALVLQYQGKYSEAEKLNWRALE
GCEKELGEQHLYTLTSVNNLAVVLQYQGKYNEAEKLNRRALEGREKELGEQHLDTLTSI
YRLAYLLHKQKRYTQASELYQRACDGYKQKLSSQHPTAIKCFNDFTAMQQEAGEEGLR
RNRIFKNNPKAALGETPTCGVTSLSSHKATTEPASSSQKSKQGSFYTRLRARMRRKRL
>9473_t gene=9473_g
MTALQQSAPRSLSLWGWLCLLAKVGRIVAGLIFKAVRYPLLSEKSKTKRSFHHYIAYEG
MIDFQSGLSAVEKHAVLPSTSWQCANFAHGNNVPYERLTLQDGTLAFLLNGSASSTRHA
LGLNPFTRGSKKAAALTEEMILAKQKANKAIVYFHGGGYVAPILPQHLHLIYSFEDKPRY
KDGVVVYVLAYSLVDEHANHYPTQLRQAISLLDHIINTENITPSNITLMGNSAGANLLLS



VLLHLSHPNPAVPPLHMKDDEHFTAAVAISPWCNMDTSAESMTTNADRDVLAASALDY
WGGNFLGGRPLDPWNSPLQAPAEWWTDLKVGELLMIYGEDEIMKDDTEVLCKRIQSAH
PQTTVYGLQRESHEQMAMNKLLHLPWISDSEKIYTAWMKERFY
>9486_t gene=9486_g
MDTLLGCFSAFSTQKQKDWKQIEEKANDIENQTSWTSPHENTCMLEAFEWYTPPDGRH
YQRLHSALSDLKEIGIDNLLLPPGCKAMQPTGNGYDIYDLYDLGEFDQKGSVATKWGSK
QDLIALAQAAEELGMGMYWDAVLNHKAGADRKEKCLAVTVDPKDRNIDLTKPQEIEA
WVGFDFASRGDAYSKLKYGWQHFNGTDYNDLDSTKTAIYKIFAPGKDWARDVCTSEN
GNYDFLMFANLDHSNPEVRSDIMRWAEWIGGQLPLKGMRLDAVKHYSAEFQKNLVDH
VRQSGKEWFFVSEYWSGNVLEIQDYLKTMDYKVHAFDAPLCQRFSAVSQTREADLRLV
FEKTLVKFEPEHAVTFVMNHDTQPHQALEAPISPAFKPLAYALILLRKDGYPCIFYGDLY
GICSHTANETGTPKKKKFRHPHVPKELQRSLPAMILARKLYAYGEQQEYLPSRNCIGFVR
YGNARHPWGMACVMNNGLTPVKLRMFVGKRHAGERWSDVLDFDQALDESSDLKGKS
ARTKRGGKMKTKRIVRISAKGYAEFPVASMGVGVWVNEGAEGRERFGFCL
>9489_t gene=9489_g
MTQGNTALETNGCIGYVSGNDTLGIPSICMGDGPEGVGNNLNNVTTFPAPVLITATWDE
DLNKKFGEALAQEHRSKGRNVIFAPTINIVRSPLWGRAAESMSEDPFLTSRMTVAVVQGI
QSQQMVACPKHFAAYNQETNRFGLAPEFDAIDAIVDERTLHEVYLPAFKAAVQEGNAG
SVMCSYNKLNGIHSCENPWLYERLKDDWGFSGFVVTDYYFAQRTTVSAALAGLDNSQP
GGSWVDYYGLPDFFGELLVEAVDNGSVPFSRIEDMVARLWRPMFENGVIDRPVLGDEN
SVARTPAHLNLAQKLVEEGAVLLKNDNKTLPLTGNKYKSVAVFGADATNQSQVTELHG
GFVLDTTMVVQSSVEYIKNRGQQENISTPYSEVYPGTGIFPTVPSEMFGTAGLNVSYWTT
RDFSGTINRTLQVANITGSTYPSDLGAVWPEVFSARYEGTFYPNTTGLYHFSIYGNGGAT
LYLNNDVVANLNGSNFGMVVQGIVNLSADTPVSIRLDYSMATSVDPGIYGVSLGVNVA
DTNRYSRAIELAEAADVSIVFVNDEHTEGLDSNLFLELPGDQNALISLIAAHSKKTVVVL
NTNSAILMPWLDEVDAVIEAFYPGQQVGSAMAALLYGDVNFSGKLPVTFPRQYADVPT
ALKERFPGVDLKATYSEGLLVGYRWFDEHEIEPLFPFGHGLSYTDFEFSDLKLNLTHAKK
ANFSLNATFKVQNVGEVVGKEVAQLYVTFPERANEPPKVLKGFQKTDSLEPNAELELNF
SLAEEDLKVWDEKSKDWRFIPGLYTVSIGKSSRDLPLTETILLA
>9501_t gene=9501_g
MAGGILSFLLGLFLLAHCASASTQRSNHKQNTENQKRDSLPTNYTTPDYYPTPNGGWDS
NWSAAYAKAQKVVSNMTLAEKVNITSGTGYLMGPCVGQTGSALRFGIPRICLQDGPLGI
RNTDNNSAFPAGVTAGATWDKDLMYARGVAIGEEARGKGINVQMGPVVGPIGRKPRS
GRIWEGFGADPSLQGLAAAQTIQGMQSTGVIATLKHFILNEQEMYRMTSVLQVGYSSDI
DDRTLHEIYLWPFAEGVRAGVGSIMAAYNHVNGSLCTQNSQILNGLLKDELGFQGFVVS
DWYAQFGGVSSALAGLDMAMPGDGAVPLLGDSFWNYELSTAILNGTVPLERLNDMVT
RIVATWFQLGQDDDYPEPNFSTNTEDATGPLYPGALFSPSGVVNQFVNVQGNHSIIAREV
ARDAITLLKNVNQTLPLSTNASLSVFGTDAGANSGGLNSCSDMGCDNGILTMGWGSGT
ARLPYVITPQQAILNKSGNAQFHISDSFPSVTPAADDIAIVFINADSGENYITVESNPGDRT
TAGLNAWHGGDDLVVDAAAKYSTVIVVIHTVGPILMEEWIDLPSVKAVLVAHLPGQEA
GDSLTDVLFGDYSPSGHLPYTIPHNESEYPASVGLIDQLFGQIQDQFTERIYIDYRHFLQA
NITPRFPFGYGLSYTTFNFSDATLTTGTSLTEYPPARPAKSPTPTYATTIPPASEVAWPTGF
NSIWRYLYPYLDNPAAATSTAPYPYPTGYTTTPQPAPRAGGAQGGNPALWDTVFTVDL
KVTNTGTRSGRAVAQLYVELPEDTLGVDLPPRQLRQFEKTSILAPGDSETLSLPVTRKDL



SVWDVVVQDWKAPVNGEGVKFWIGESVSLEDMQIVCTVGQGCESA
>9504_t gene=9504_g
MELVVNHSSDQLESFKNAQSGGNKKEWYVWREKNPEGKEPNNWGSIFGGSCWEWKE
KLQQYYLHVFDVSQTDLNWENSEVREAVCDAMRVSLDKGFDGFRMDVINCISKTPGFP
DAPVTYPKSAFQYGLIHRFNGPKSQSICMKCIIRFSSTILVHSLSEKPYE
>9507_t gene=9507_g
MPSGLSLLHRAEFVPGGDPGDGASPIVDIVAVHGLNEDMIEAWTHSGTGILWLRDLLPET
IPVARVLTFGYDSSPSSFCGPGCADTIQKHAQTFVASLQADRSIEGCDYRPIIFICHGLGGV
LVKKALAYSSSSTSSQVQHLYTIFVSTYAILFFGTPHDRVNSGSWLALDTAPGLESLVAK
SRSSNESRRAFLEDDSTTLQAITEQFAPLMKKFRVYFFWEELPTKCGDRTRFLVEEESAA
PTMDNTERCGIDATHSDMVKFSRSDSSSYRTVIAALGRYCNDAPVVITRRWKKELETLA
RIRSIDASELAGPEFEVHLDRLFSQGRPNVGVPRNKHFYPPQETSLGFVGRQEVLTMLQK
TLFSIGSDSLARKQRRFVIHGMGGCGKTELCSKFAEDNKERYWAIFTIHAKTIETAKESFA
TIGKLGGLEATESAGKYWLSQLTEPWLLIIDNADNPDLDIKSFFPRCDRGHVLVTTRNPD
FRIHGNAGSIELKGLKEGEAIHLLLDCAKIPRPWDATTEYCSLEISKALGYLALALVQAGT
AVFRKICDLKDYLNFHNLYWSKRQARSRSTTEVEEKGDEDVLYSAFDFSFAYLQAKNTT
MSQDAVDLLNIVGFYHFEHIRVDIFTRAIENRRKSVSISAAKSTRTRLLNAFITRFHPPTLL
PHFLKGDPELLHPYRVREALHELYALSLINYDGKNASFSLHPLVHLWARDRLGYREKTV
WAQIALNTLTESVMLPPEDIGDTHAEYRRDLLPHLDECLAACPVEIGYFDSKLGRIQLAS
AKFIQQTLAFIVRDQAMNAAKCGYIYAERGRFSEAAFYLSMVKDTLVQTMGYEHEKTM
ITMLGLAAVCWGLGRLEEAIALQKRVVKARSKVLGPEHHDTLIAMDQLGRSFWLYGQY
QEALQLQEVTTTRMKATLGDEHPDTLAALDNLGVTLGSWHRFQESKDIHEQILRIREKK
FGRTDPETLTTLNNLAMALLDLCQLSEAKVMMQEVVEQRQWKLGKEHPWTLWAICNL
AKVNIELGYLDEAEQMLIDGIAAGKRSLSDEHLGVLMGCGQLARVYARQGRLEEAEKL
TLDVISRVEKSRGEEHPDCVYGTFKLAQLYELQGNIENAIDTCETALRRASTRLTNQHPL
YKKIDAYSHTLRRSFSPKLNQSELDSRDKTLPPHYSKNTQRTQTW
>9513_t gene=9513_g
MDNVQSMYPTTAAEYREWVKQLSYLSPRETLFTGNCKRLAKVLHDAEASGTKDQEGN
GFARQFLLSSRTDENGQMVNGDTSLDRGNRIIYLSGYPSAHTLTEIGAKYQISPEFFDKHL
SFVTEGSTNCKIHPSHYILPSEQQLVLQISIPSIGGVHGVWLHEDMHKTHQIHAEEMNIYM
HGLRMGKGWRPFHSIVRSSEIHDSSRFSIEQFVTIHIARNQPIAIWSDAGADLSYSPAVPW
LDPTKNPHFRPVILQGRGPEVISAKETVFPPSGISGGLPQSLSLLRSAYGASLDPVEMCQN
PIYALDELFRFYSASETQYLDMIASVLETNTVEDYRTNPEGLSNTRTILLHSHRMLQRRQS
HIAEMLNFLRFPAIADLKDASPRAKSAIRSLCMDLEYLQQSNRELMSRCRHELDIITNEA
MFKDARRGIVLSRNSQKFAAFAAFYVPFSFTCSVFGMNFVQVDSIGKGLLARDLSRHVF
ALDLRNHGDSPHHPIHNYMQMAHDVEAFIKTHGLKNVSLIGHSMGAKTALTLSLHAPD
LISNVVAVDNCPIQLPIPADFQKYIDALAEVVKARIRTHSEGEQILAQYEESGAVRLWLLS
NFVKDRQHAPYLKLRLPLDTLRHALDALGDFPYPTQTSESGSESKAVKFPKPALFLRSYQ
SHYIPDDALPLTRSFFPQSRVVDFDCGHWIVQDRPEEFRRVVVDFLRDGR
>9516_t gene=9516_g
MLLGGILLAAGFPLLTSAQHVIDLSGDNWTVKNAQGNVSAPASLPSQVHLDLFAAGAIP
DPYAGTNEIDLRWIAWSNWTYTSHPVKGLLGNASSSWLVFNGLDTFATIELCNKVVGT
ANNQFRQWQFDISDALKSCKGDPVISINFGSAPEIANAIATETGQETWPVGVQGLFEFDN
RWFIRKEQSDCGWDWGPAFSPTGPWQPAYLVQFKPDDGVYVLNTDIDIHREGQLNWLP



PDQSKPWVVNASIDYLGTLPKGASLTVEIKDSQNRTTIASGSLKNVTTAGNSISGVTTVG
ANVPKLWWPTNMGDQNLYYITVNVVDSNKKTLASVTKRTGFRTIVLNQTNITDAQIAL
GIAPGANWHFEINGHEFYAKGSNFIPPDAFWPRVTEDRMKRLFDSIVKGNQNMLRVWA
SGAYLPDFIYDIADEMGVLLWSEFEFSDALYPVDQAFLDNVAAEVNYNVRRVNHHPSL
ALWAGGNELESLELLLVKEIDPIEYPRYAGEYEKLFISLILPLVYDNSHSISYTPTSTGNGY
TKINFSLPVPMVERYENVTAGEYYGDSDYYNYNSLEAFDMSQYPVDRFANEFGFHSMPS
LQTWQQAVTDENLQFNSSVILHRNHHYPPGGLSTDTIRSAEGMGEMTIAVELYYPIPSKS
DPIANFAAWCLATQRFQADMYKSEIQFYRRGSGRPERQLGSLYWQLEDIWQAPTWAGI
EYDGRWKVLHYVAKNIYEPVIVAPYWNLLTGQLNVTVVSDLWESVSGSVNLTWYDLS
GKPLEKNAGIPSSVAFEVGPLNITDILTTNIIDLSIPNINNAVLVLSLSATGRLPNSNTTTHF
SHENFFTPVFTNEAKLVDPGLKLSYDNSTDKFTVEATKGVSLYTWLDYPAGIVGHFNEN
SFVLVPGQPKEIVFTVQQGSLTEDVVKNVTVQSIWDQAERT
>9522_t gene=9522_g
MLLSKSLTVLALTTFPAVNGWPWKRHSKNRFNWDLVDHLIAFGDSYTFVQGTNGYPTF
SFIGDYLPGQFDVTPSELWSDRIVQNFTGTAEGGPNWVEYLTGCGLKPGLTDPRSCKTQL
WDFAFAGADVSEEFTALHHNWTVPLVNQTQQFLTWIEPEFRRHLKITRQNTLVAIWIGIN
DIGDTSKRNVSFPELYNSIISTIFTESVRPLYEAGFQNFLFVNLPPLDRTPLNMVKAEPLPN
KTMIGWWDDTLQQKSDAFATQNEDTNVFFYDANTFLNHILDNPLDYGIRNSTGYCPGFL
DADEVTDPAKYGCIPIDAYFWFNTGHMTSHVHSFLGPDVEKFLREQSSK
>9531_t gene=9531_g
MMNSVLYASALLAAFKGVQAGINLNSAQNIAVYWGQNSINLVEASGGQERLSYYCENG
PQVDTLILSFVTRFNGEGGYPETNFANAGDNCTTFAGTQLLDCPQIANDIVTCQGLGKTI
LLSTGGGTYNEGGFSTEAEAIAAANLMWEVFGPVSSNSSVLRPFGTAVIDGFDFDFENLG
MSNMPAYANQLRSLYSQDKSKTYYMTAAPQCVYPDYADGPMLAGAVYFDAIFIQYYN
NGCGVNSYVPGATTQWNFNFNVWDNWAKTVSLNPNVRCYIGVPGNTGAGSGYEPPAT
IGEVIDFVVSSGWTSFGGIMVWDASQVWANSGFLSGVYSYLPSGTTTPTTTTTSTTSKVT
STTKSSTSTTTTLITTTTSKTSTTTTKSSTTTSTAPSTTCPVSGGSCSTNGAYACTGSSFGIC
DNGAWVIESCASGQVCVQAGSGVYCGATGSADPVC
>9557_t gene=9557_g
MTLVKSILLALAAGHVAQAQLNTAAKAAGLLYFGTAVDNPDLSDSQYIANLETADFGQI
TPANAMKWQPTEPSQGSYTFTQGDQIASLAKSNNDYLRCHNLVWYNQLPSYITSGSWT
NATLIAALKEHINGVVTHYKGQCYAWDVVNEALNEDGTYRQNVFYQYIGEAYIPIAFA
AAAAADPNAKLYYNDYNIEYAGAKATGAQGIVKLVQAAGGRIDGVGLQSHFIVGSTPS
LATQKANMASFTALGVDVAITELDIRMTLPETTALETQQSTDYQTTTTACVQTKGCVGI
TIWDYTDKYSWVPGTFSGQGDACPWDSNYNKKPAYYGILAGLQSGTTSSSSTFSTLITTT
TPTTTSSTATTTTTTTTSGTSAAHWGQCGGIGWSGPTTCASPYTCQVLNPYYSQCL
>9564_t gene=9564_g
MALKFETISLNVQGANLKIATIYTQNLHAKTPIFFLHGFGSCKEDLADIVLHQDFENYSFF
AYDAPGCGDSRTDDISFTGIPFQIATAEAVFNHFNITKFHLIGHSMGGLTALLLAQRHPQR
VLSFVDIKGNLAPEDCFLSRQIFDFPAEDPVVFFDDFINRTRSAMSFGNPLYASTLRARVR
AGAVRPIFESMVQISDKEDLLSTILGLPFPKMFMFGDENRGLSYLKRLEKGGVELAQIAE
SGHFPMYSNPVLMYRRIFGFLQQINQSIRCNGSIGTDLS
>9584_t gene=9584_g
MRITRCGIHGFHETLGIDVDELRFFWSIECDRPGTRQVAYRVEVTTDKEALERNENQVSD



YVWDSGRVESDNQRNVLCKPTNGFQSTCSHYWRVTVWDDAGLAYYSAVNYFFTAYPR
SSRLLPPYSMNQTYMPHSSLIFRTWFEDEPNRWKAVWIGNGGDRPIYLRKPIQLVDQPVR
AILFASGLGHFNMTVNGKPASNHRLDPGWTNYHRRVQYTAYDITQSLGLGENVLGVHL
GNGFYAGEKGGEGRFFWPMYEDNTYVRYGNELCFFGELHLFYADDRHEIIISDPSWQVR
DSATTLANIYASEDHDRRQYPVGWDMSGFDASSWVPAKPVTGPRGHIYYQTQPPVVLH
ETFEPIKTHSPKPGIVCYDLGQNSSIMVKITLQGTAGSEVIVRYAESVKEDGTVLMPDPLF
KEFENGVYSRIHLAGGGLEVWEPDFSFTSARYIQIEGVSTPDSIQGELPVVHSVVGRHISS
AARRLGTMRTDKEDVNSLLNALYWTFQSNLFSYHTDCPQIEKFGWLEVTHLLAPATQYI
RDMESLYSKILDDILDAQEPNGLVPTMAPEMRYMCGPLHDTITWGGAICLLPDILLRYY
DSTHVIPKVYPAAVRYMEYMKMKERKGGLIEHGLGDWGRDIAFGNHQANIETAIYYRC
LQCVAIMATELGKVNEAAHFTEWADRIAKVYNKHLLVTDDPSRPYAYYTSLDNYPQRD
ATAVNQALALQYGLVPEEYRDDVMRAFLDDTKDGRIRAGEIGLRYLFNTLGDAKRPDI
VLQMARQEEHPSYMRFLRRGETTLSEFWQDACRSKCHDMLGTINEWFYASVLGLRPVG
NAYRNFIIEPTYESEFNYIEGEVDSPYGLITVKLNRNVEKSGDSKGTTTLRVTIPFGTTATI
KLPPLSADEVADRMVFVGDEKIGKKVGGQTIELSHGIYTVVISSICRKMT
>9590_t gene=9590_g
MAKVLSLLTLASAVLASPHKRLENTLGVKYGINADSMISYDGVYFGYAPNYNPQVTMA
HLNAATGQKGATYNVYSQLRSSNVDSGSYNGNDQYNVEDIISSGAVLIASLMTSIDWTD
VSTGLCESVASYFENTFTSKGVTVWLRFAHEMNYYADSGTYPGGKNYNEFMTAWRNM
YNAISSNDKIYMYWSPNDDITSEPAAPWWPGKEYVDIVGMDYYPNADQGIPDFATAYG
AFYDTYAAANGLPFAIGETGIQTSSGGSASTAQKEKWLKNIINPDGGFGNYSKYYMSCT
WFEYGPPTNSIDYYVVYGQGSTVVDETIANTESGSA
>9603_t gene=9603_g
MLSHDTQKNRLVYQYDFEKVFIEPWGPNALRVRATHQPSLPSNQDWALNSSPDLTSIKA
TIKIESDSVGGTITNGKITANISPRGKIIIKNTETGQLLLEEYMRNRNDQLDPKCSALLVEA
REFKPHAGRDDFHLTMRLESIDRNEKIYGMGQYQQPYLDLKGLDLELAQRNSQASVPFA
VSSLGYGFLWNNPGVGRAVLGKNVMSFEAYSTRVLDYWIVAGDSPKEIVEAYADATGK
VPMMPEYGLGFWQCKLRYQTQEELLSVAREYRRRKLPIDLIVIDFFHWPLQGEWKFDPV
YWPDPDAMIKELNDLKIELMVSIWPTVDIRSENYEEMLEKGYLIRTDRGIRTAMNFQGET
VHFDATNPDSRKYVWEKARKNYYSKGIKVFWLDEAEPEYSAYDFDNYRYHLGSNVTIG
NIYPREYARAFYEGQTEAGQENIVNLLRCAWAGSQKYGALVWSGDIASSWESLRCQLA
AGLNMGMAGIPWWTTDIGGFHGGDPTKDSFRELLVRWFQWGAFCPVMRLHGDREPKQ
PQHGTTGGATCLSGAENEVWSYGEDVYAICEKYLSIREQLRDYTRGLMKEAHEKGTPVI
RPLFIEFPEDKNAWAVEDQYLYGPKYLCAPILYSGQKKRSVYLPKGNWTFFKDGSIKGD
HGEHFSGQQTVEVDCPIEVMPVFVRD
>9605_t gene=9605_g
MKRYLTILTLAGAVAAQVSAWGQCGGIDYTGTTTCASGYLCVFVNDWYSQCQPGSGT
ASSSVSTSTSTSTSTSTGTPASIRYLGRVNPATQELTWPGTGLSFVFNGNSAIIEFAEVNGT
NSVDLIIDGGEPTAISNVNGTSISTPGGLAQGSHTVELRKRSEALFGSLFVGNVTTDGTSS
VESIPARKIEFIGDSITVGYGLDGTYPCTNTAALEDNPKTYAALAANALGADYSVVAWS
GIGLTRNYVSTTVDTSPIMPERYTRYGANDADNSYTFPSDWIPNAVVINLGTNDFGYLAY
NASGQAYDARPPLNITTYTNAMVSFVQSIQKHYKDAQFFLMTSPMLSDSFPTAEDAQHT
TMSKGLQDAISQIGANAHLVDWPTQGSAVGCDYHPNAATHAAEATVLASAISTVLGW
>9622_t gene=9622_g



MASFRFFSVFLWSIASLVMAAPVAVETDYDVIVIGGGPAGLSATSGLSRVQRRTLMLDS
GIYRNDPTRHMHDVIGNDGTVPAVFRALARDQISRYNASTTMRNATVTSLESINNGSYY
RATDSDGEEYTARRIVLGTGMKDILPITPGVAEGWGKGIYWCPWCDGYEHRGQSFGILG
NLSDVMGSVIEVWTLNQDIIAFVNGTNTPEQQAALDAKYPNWEAQLQAYNVTINNETIV
SIDRLRDGSTNNDPAQDLEFDLFRVNLTDGSSIERAAFITNFPDDQQSTLPRALNLTMDGT
KIKVGTNMKSSDNGIYAIGDANNDGATNVPHAMFSGKRAAVYIHVELGRVDSLAAIGK
RGLSARELEEEANQLIGDGLEHLWKRAEESV
>9648_t gene=9648_g
MAGSFILALAALPLFHGALASPSGLEARVTGTLDSWIAEESSFALEGILANIGSSGALASG
AASGIVIASPSTSNPDYFYTWTRDSALTIKQLVELFIAGDTLLQTIIEEYISAQAYLQTVSN
PSGGLSTGGLGEPKFNADMTAYTGAWGRPQRDGPALRATALIAYGQWLVDNGYSSWA
LSNVWPVVENDLAYVTQYWNQTGYDLWEEVNGSSFFTIAVQHRALVEGANFATSLGK
TCTNCASQAPEVLCYLQSFWTGSFILANFDSSRSGKDANSLLGTIHTFDPEAACDDTTFQ
PCSSRALANHKVVTDAFRSIYTINSGIAEGKGVAIGRYPEDSYVGGNPWFLCTFAAAEVL
YDALYQWNRIGSITIDSTSLAFFEDVYSSAAVGTYSSSSTAYSSIVSAVKTYADGYLSIAQ
TYAPSNLTLSEQYDKSTGVSISAANLTWSYAAFLSAVNRRDSAVPAAWGETSASSVPAT
CVATSATGTYSTATATTWPATLTGGSTTATTTTTATGTTSKTTSSSTTTSSTTKTTTTTST
ACSTPTAVSVTFDLIATTTYGENIYISGSSSQLGDWDTSDAVALSAADYTSSDNLWFVTIS
LPAGQSFEYKFIRKESDGTIEWEDAISNRDYTVPAACGTTTATVSDTWDTD
>10538_t gene=10538_g
MAGYESSHGRVGDYPVSSNQEVQPPIDPAIDPRLFDSSYLTLDPGSEDVGFDDFGQYAPL
DTTSMSIGQRRLLQEQVDLSGSNDESDESDDVDDYDDDVDRDRLWNEGKEVYDEYSA
MRAAPEDPDYQASTDPESEEDDGYDANDASPRPRKRRRRGHGPFSGRYGARGGKGIKR
GPRRPLEPSPEFKMLHSQATEAFIDGDYERATELVQQAILVNPEMFAAHSLLSEIFLARGE
KDKAVTALFSGAHTRPRDPTVWHKVARLLQERAGEDRQKTLNDMIYCYSRIIEIDGKAY
NARFQRATAYRELGYNGRAASEYERILKELPHNIRALRHLAETYIDMQDVQKALDYYL
ASIDYYMTLDNDENMEFSWSDVNICAELYAYVGDPRKGLQLLSSVSRWLLGRKDDTM
WDAYIDDDREWDAADSPRRIKTDGFIPNTYPLDSYGLGLPMELRIKLGTFRLKLGDRYFE
EALAHFEWLNPENDSETSTVFDYADLYREAADALKDAGLFREALRFYRPLQLTEDYAD
VSFFLAMGECAFACSDLSLAESCYLTVAENDPTNLQSRVNLAKLYETMGERDQALFYV
NQAVLLGREARGRNRRSRRDRRIAQLAKEFQGDTHISTRIVPRHLANEVARHEILQDSDA
NRPQQVQYLYSKMNDLRPKMRAGDSAATEDWLDIADALLYDFRSNRAFYPLQKHMIFL
GYSREEQKGGKKKGTVMDEVQEVADRLQEWLGQTNPEITPTSIPNDYYGISFDEWFEIFL
EYAFVVSGQGDKDEAYDILGAAVDASVWYHYKDKVRQIHICWFTCALRAYDEETLVSE
ARWFTKEYQFVTDTYRLFSILSRLCGDPNRSLFHASPSMKFMLRQVKAMDSTLSGDHHS
TRASTSKSLTTRQSTAKASRSSKNPPSHVSLTSRQDNGDVITAENMDVALLVLYGHILYS
GNSFYPALNYYFRAYALDPENPGILLPIALCYIHHALKRQAENRHYLILQGLSFMSLYRK
VRCQKKFDQAAATDANEETQNEASSLSECQEVEFNYGRVYHSLGLLHQAIPCYERVLEL
GERIRIAQRSRNAGTNRDQGKAQDNAKDNTKDNLAEDFTPEAAIALQNIYALDGNVAG
AREITEKYLVI
>10573_t gene=10573_g
MRTSTIVQLAALAGLSSASSYSLYDDYPTGLDFFSKFTFFTDSDPTDGYVDYVDESTAES
AGLIYASGNATYIGVDSSNVASGSGRNSVRLTSTASYTHGLFVLDLAHMPGSVCGSWPA
FWTVGSNWPNNGEIDIIEGVNQQSNNAMTLHTSEGCTINDSGFTGTLSTSNCWTQAPGQ



SNNAGCGIDATSSATYGDGFNSAGGGIYAMEWTSNYIQVFEFTHESAPYDLTSGSPDPST
WGEPAAYFAGDCDIDSHFSAHQIVFDITFCGDWAGSVWSTSSCSSLASTCDDYVQNNPS
AFTDTYWLINSLKVYSS
>10581_t gene=10581_g
MFSRALTLSALVGGVLSIPVEKRACPNIHVFGARETTASPGYGSSITVVDDVLNTYSGST
AEAISYPACGGQSSCGDISYSSSVAQGIAAVASAVNSFNSQCPSTEIILVGYSQGAEIMDV
ALCGGGDPNQGYTNTAVQLSASAVSMVKAAIFMGDPLFRAGLSYEVGTCAAGGFDERP
AGFSCPSASLIQSYCDASDPYCCNGNNAATHQGYGAEYGNQALTFIKGKLSGTTSTGNT
TTGTGGGTVAEWGQCGGQGWTGATACKYERQVSGAGTQSEALEAAIAAAESYMRALK
LADTPREKQLLDSKCKDWISRAEKIKLDKSWRPTTPRVENNRWLKEPVSKRKLSTREEII
LLDSAKLNGFLFPPWKNDPNPQEFELIGNERQFEDKTLRLSVPQKEVFNGWKRPAELIEE
LGRGSVTPDALKLPKTKVVMDLVQDITTDCSVIASICAAVARFERGHGCLFHSAIFPFDY
NKNIPRNSRSGKYIFRLYFNGCYRKVVIDDRLPSSKTSRSLFAFDRNSPESFWPALIEKAY
LKLRGGYDFPGSNSGTDLWVLTGWIPEQIFLHHEDVAPDQLWRRISGAFQYGDVVLTLG
TGELNSREEHLQGLIGRHDYAVLDLTESGGYRRLLIKNPWADSNSRTPQSRSRAPEQNEL
DASSSPLLPGSFWMDYDQIFQNFDNMYLNWNPGLFTTRQDIHFTWDLSKAHFISTCFAN
SPQFSISTVAGGPVWLLLSKHFLTTNSTKSNAKSGFISIYVSKKGGHRIFISDDAFYRGSFV
DSPNTLAKIDMEANSTYTVVVAEQSLPLVPQNFTLSAFSRNEVVLKPAEDKYSETYQLES
EWSPSTAGGNTESPRYPSNPQHVLQVSETADVLILLETSEPDMAVHAKLFWSDGKRISTV
KKRDIITDSGHYRPGCVVAETEKLHPGSYTLVCSTFLPDQIAKFNIWVFSTKKCNVKALP
SEAAGRLAVLSDVGILPPGVDRILAPLTVLRLTRLKLIARSRNSTIGTRHVTSSPMLLTVEL
GQGPYKEVLASSENGEYSDAVSGIRVPDFDARPEYAEKGGIWIVIERIGGPVGQVTDCVD
VEALGEERVEIGEWIAS
>10582_t gene=10582_g
MVAFSALLAAFAAVVPSIAAPASGIPVERDVALSKRGPHDFVLGAENRLDRRTAINYIEN
YTTGGTVDFSHSSTGFSVIWSDADDFVVGVGWQTGTNIPITYGGSFSVSSGTGLLSVYG
WTTNPLIEYYVIEDYTNLPGYWGTIRGNFTSDGATYTIWENTRVNQPSIVGIESTFRQYVS
IRNSPRASGTVTIQNHFSEWASLGMSLGTMNLQVVAVECWSGSGFASQSVSNTGSTSTS
GATGAGVPTVAE
>10591_t gene=10591_g
MRWQIFSRAAATASSLLTNALPQNVTNGQSVLGTLDAPLLSKYLPGPLSQGYPWGNRTV
WNTDPTDFPNTGVTRYYKWELSVGTVAPDGVPMNNTLLINGAYPGPVIEANWGDWIEV
ELTNNLCCEGTSLHWHGLLQQETPWFDGVPGVTQCPIAPNSTFTYRFRADQYGTSWWH
SHYSAQYVAAAQGPLIIHGPTNVDYDIDLGPIMLSDWFHEDYWWLVNVTMLPNGFGSA
GFFAADSILINGKMNYNCSLTTLPCTDNAGVSKFQFESGKKHRLRLINSGSEPIMKFSIDG
HKLTVIAIDFVPTVPYTTNVVTLAVGQRTDIIVEGTGSAGDSYWMRADTSPDCSDVGST
NLTGLAAVYYEHTPTDKTPTTNSSVTNDQLTTCDNDDISLSVPEYAMAVPDPSLTIEIHC
VLWNNGTHNVWYMNNVTFRADYNDPDLLEAKLGNTTFPVSENVYDFGTNSSVRMIVY
NHMALASHPMHIHGHNLYILQTGVGQWYDNMTLINPSNPQRRDTPNVRKAVATNTTA
ASSDYQGDPSYVVVQFDMNNPGVWPFHCHIAWHVSDGFVMNILERPDDIVNNVNIPGI
MAQTCRDWAAWTGGHVVDQIDSGL
>10604_t gene=10604_g
MAFVADGNAFDFIVVGGGTAGNAVAGRLAENPHVRVLIVEAGIPNPDQIEEITTPSKAFT
LRGSKYDWAYKTTMIKRDDYERIEKPNTRGKTLGGSSCANYFTWIPGSKPTFDDWEQFG



GSDWTWDSCVEYLRKCATYHDDEKLYSSDLKKIGTGGPVNISHADLVPEMKPFRDALT
QAWLDKGGVLTEDIYSGEMRGLTHCVDTIYKGERQGSFLYLKNKPNVTILYGVNSKKLI
IDPITKICSGVTVISEAHGTEISVYASREVIVSQGVFETPKLLLLSGIGPASELSKHSIEPVIV
SPHVGQHLLDHPIVPFVLQLKDGYGLDDHILRPGPLNDAAVSTYKKDKTGPASSGFLEL
VGFPRIDERLNKYAEYREAKVANGGLDPFGPAGQPHFELDFVSLWSSAFQWHYPMPEK
GSYMTVIVDLLRPLSEGQVTLNSTNAVTQPNVNLNFFGNDLDILAMREGVRWTYDVLT
KGAGFKDIVVSEYPWKMPLDSDDDMKRAVLDRSQTGFHPCGTARLSKNIQQGVVDPKL
RVHGIKNLRIADASIIPVIPDCRIQNSVYMIGEKAADIIKAEHKDLYASKNVSNFVATSKL
>10606_t gene=10606_g
MALPSQFHPHHHMDRRLGYDSGRPYDLHQGSFLRDLDRDSAASVPRSRNQYPHPIQRPV
SLNLDIPDATKVTKTAEHTLRRKTPNGTLAAGYDGTPGDRAIQPPAAKHIIVSSLDSRQQ
HPSSHPTPSVDSYTWQSMPVEQVSSLNYQNFPPAFQQDLGQNHSSGINSLSIEQYQSGAA
TGPSWVRSLNLQPGVDSVLHQTPPIPQLPAYYLHNGPSVPTVLPASLQSFLGPTAPVGTG
PYGPYWPDGAYIPYRPAAQRDSRFGAGSAFSPDGSSARLFDLQNPTLNQNSYSVSNIPDS
GFSWNQLPSSASNNDALLQQNKFPPRHSHHPSLNNIKDQHRNNLPYHVRAASGLNNAPA
RPLLHSNYSAPPSLSDPQARVQTAEFKEKVLSWAHGVYVDLLASLHHARKNSISNSSAD
GKSQRNLKPAIFPKPPRQPGLDFSTHIDMPRHNSYPSSRFDLSPYGSNRQPFNRQLERPMS
GLMFNQRTHTTPQLNDGFHTIRKSSGASLAQLTGSVPSGSTTMASAASALELLSHLCGES
NWEWIDGMLLGGCLAYGLGDYQKATRWYSRIIARDARHVEAISNLAATFLALDQKEEA
LQHWLRAVKLRPSHFEAVEHLINLLCTSHRGREAVNVIKFVENSLRVPQNGDYFRSDEH
ASETESDAESTNSYDRMAFDYDNDLDQALAMKINLNDSISTGFASSGFAIPGSDNGRILA
LVHAKGNMLYALGDNVGAAAAFEESILIAAGRRCRGIKGLIKQIVDAFSRNGYGRIGED
DMTKNPLLLPPDRATQTATLVFPPYGYPPGLEYVAEGLARKAAISTTSNSLLSLAKIYQD
GMSTISTSGISKAATNGVRDILALYYLSLSLQPSPSTANNVGILLASIQHNGPGKVRPRSIS
GKNSIPQIPGVAPDSGIALALSYYSYGLTLDPKHAHLYTNLGSLWKDIGQLHAAIRMYEL
AVQYDGNFDIALANLANAVKDAGRINDAIVYYKRAVKVNPDFAEAVCGLANALNSVC
NWTGRGGVLNGFGFIDQVHVDEKGLPRDVDSIQAGFGWMKRVVDIVEKQLRDGETWG
RGILTSAAVEQLCAQVSSMSQYNGNARKLVSLLQSWAGQKWEGSRIVRLVERIIRSITW
QWYQDLHVHGKEYPLSRYRRPQLPPGLLAPNAPTVLPFHTFTCPLSAKQIRHISQRNGLR
ISSATLRSAWLPQTVYPPPKPPQPYLKVGYVSSDFNNHPLAHLMQSVFGFHNPNKVKAY
CYATTASDKSTHRQQIERESPQFYDASGWPVDRLVDQIVRDGIHILVNLNGYTRGARNE
VFAARPAPIQMSFMGFAGTLGAEWCDYILADELSIPRDTLSPGRRDYRIEDRIFEEDHGEE
LENWMYGERIVYTRATFFCCDHRQSAPDSDAPHIGWDREQERRWKMRKELFPSLPDDA
IILGNFNQLYKIEPTTFRTWLRILSDIPKAVLWLLRFPELGEQNLKDCAVKWANEEIASRII
FTDVAPKQAHIARAQVVDLFLDTPECNAHTTAADILWSGTPMLTFPRYKYKMCSRMAS
SILSSALPDSEAGLQARKELVATSDEDYRAKAIRLCRDLRYHPSQSDQRDGNCTGRLVEL
RRMLFTHRWQSRLFDTRRWVNDLENAYEKVWSAWVKGEEGDIWL
>10609_t gene=10609_g
MLISVSITSILSLALGLSSLVAANHPEDKNKTCTVKPGGNASIDDAPAIYDAFNKCGQNG
RVVFANTTYNINSVMNTSDLFNCEIDIYGTLLWGTNLTYWLNNSLPVGYQNQSTAWILG
GTNIKVDGHGYGTLNGNGDSWYAAYGSVSNKAGRPLALTIANTTNLEFRGVQFIRSQM
WSMAIIRTHYAVFDSIYVNNTSTAGKRHGNSDGADTIYSSHITFNNWTVDNGDDSISLKA
NSTDISITNCNFYHGLGIAIGSIGQYKGVFETIQRAHAKNNYFHKTTHAAYFKTWTGEQA
GYPPNGGGGGLGFASDLVFENMTLNSLSNTPFTISQCTTFSGTAGNCSSSEFQIKDIVWAS



TTGTTSSADVASFQCSAVKPCIDLTIEDIPQKKLEMASYRPHEGKLGIVTGGSRGIGEAVV
RRLAAKGCNILIVYTSNSSKELTEKISSELSTTHKIHISSVQADLTDPAVATPKIVDAAKEF
YRSYVSGSDKELQVDILINNAGVGSNQFLNDATKGPIDVTEYNRVYNVNVLAPLLLTQA
LAPFLPTDRSGRIVNVSSVSSSIGYEGQSVYAGTKAALEAMTRCWSRELYDKATVNAVN
PGPAWGDMYAQAGEKFWKINQPYVDAAPLAAYHGEEDVLQAAGDDAERFDKTVREG
MGGRRPGFTSEIAGTIVMLCTEESGWTTGSVVCANGGMKMSIA
>10613_t gene=10613_g
MRLLASALGGLVVCLVGQTYASSLEGTFNSPANISARARVQKPPRCPSSCESYDTSQWY
VYPSTSRVAMCNETMLLDFMVYNPVNTSDGRNSIRSCVTNGSGMPEDALATTSCYSVG
LWNAAGSTGSSSSSSHASDMLEDVSSYMAGNCRKTSIFAFSESGNIAVGMYVGGSIHHS
QNIDSAVQEVVKALESTDTFESMVLQHCGTNANSTLGIAVDFTANLAAVQQLVRTWND
GDCVSGFSTFSNVSTTLSSTQFSILSDTVTSNSTLSKRNSQLHTSSAGLHKRSTCSYVQVV
SGDSCGSLVTECGITSDEFYEYNPASDLCSALAVGEYVCCSPGDLPDLTPSPYANGTCYT
YDVESGDTCAAIAAEYTLTVDDINSFNSQTWGWYGCDDLQAGASICLSNGTAPLPLPLA
NAVCGPQVPGTDFTGTDNAGEWAALNPCPINACCDIWGQCGNTPEYCNDTLAASGAPG
TAPPGSNGCIWNCGTTIINNAVTPASYSSVGYFEATNTDRPCLNMNAYTINPAKYTHVLF
AFGNITSDFTVSVDGAESQFTLFTELEKVKRIISFGGWDFSTGADTYMIFREGVTAANRG
TLVENIANFVTENDLDGVDFDWEYPGEPDIPGIPPGSDEDGSNYLEFLTAMRAALPEKSIS
ITAPGSYWYLKAFPIAEIANVVDFITFMTYDLHGIWDLSEAYSQSGCVAGDCLFSHVNMT
ETMWALSMISKAPVATNMIMVGVSSYGRSFEMTTAGCWTSSCTWDAAGAEGPCTQTA
GYISNAEINQILAQNSNAQLLYSSADETNILIYNKTQWVGYMSSANKANRTDYYRGFNF
AGTGEWAIDLESFEPYLSTTPGEFDEDYVDPGGEKLGVNEDIPCYSVSTSANTSAEIEQV
VILGATTIDTFLTERADNQTDWYYWMVSGNSASSCSDFPSTADNACTALLEAFCFSGNIT
DGEFWASFLTSTLYANWVQWYNAFNEATFLTTLNISDIATTFTPSQTESILTFSQFLNGFS
TALSIGTSVLPDPGGALKDVSSGVGTLQSILTYLTADGTGVTLPTTEDIEDVMYFMLGNL
VNSTYSAIFDLAIATFQYPNETLVCDGGAHPQYCGPFNYAVSNYFYNVKPVSIIDTNDFS
NLITGFKSTIQKFLVGVALATGDYYVVKTAAITEPDCSDDAEFYINGACYKLAYPGLSSC
QADLGFQASANKTTIAKIEQFGVDITEMILISEACQNETLTYYGVYDVNATDVVDSGTLP
LCFYNLPVFGLLSFDPDGEELTPTGDYFSPCWVTVYQNTTGTPIVGQTYLPDNLKSAYDR
SVCSCLIPGSCTGGPAIGVTNGTIYGILAVC
>10614_t gene=10614_g
MSGYGAFGITLRTQNFSKDMGETSIIPWLERGGLVVKAAIRGGGDRGPAWHEAARREK
RQKSYDDFIAVAEDLIERGLTAAGHIGVFGQSNGGLLSSVMGTQRPDLFGAVVSDAPLT
DMLRFPNMGMGAAWIHEYGDPKDEKMANVLRSYSPFHNVRDGVKYPPFLVTISTKDD
RVGAGHARKLVAKLKDSGSKNAFLLEEKDGGHNMSDPFRKSRLMSQRISFFGEHLF
>10632_t gene=10632_g
MGNLVSAYCGLGRWQEAIDLGNKTTTARKRVLGNEHPQTLTSISNLASAYRGIGRWRD
AELLQLELVRTRTRIYGRKHPSTLSSIGNLAATYDSMGRYKEAQSLEEELVAQGRIVLGE
THGSTLTWKSNLASTYREQGRLNDAEKLESEVLETRKSHLGGTHPLTLTSMTNLATIYR
EQDRFEQAAKLEEKVLDRFRSVLGEKHPNTLMTTSNLASTYWSQGRLDDAASLETRAA
SAMRAVLGETHPVTLTSKARLAMIYHSQGRYAEAETLTLQVLQTMQGSFGETHPHTITV
MANLGSIHQSQGRWDDAERVFELVAQRRKEILGESHPETVASIENMKGIHRMRARR
>10636_t gene=10636_g
MIPSYAKVIAAACGLASTAAAVNPVVVQGKDFVDTVTGNRFQIVGVDYQPGGSSAFKG



TADPLSDSAACLRDAAILQYLGVNSIRVYNLAPSANHDECASIFNAAGIYMILDVNSPLD
NGSLNRGAPWESYNPIYMAQVFGVIEAFKNYPNTAGFFSGNEVINEDSVELVPNYIRAV
QRDMHDYISKNSERDIPVGYSAADVRPLLVDSAYYLTCNLTNSTASRSDFFGLNSYSWC
GDATYTSSGYNVLTEDFTNITVPVFFSETGCNNVKPRVFNEIEAIYGPDMSQALSGALVY
EYSQEANDYGLVNINDNGTISLLIDFENLRSQYNKLDFGSITAHNSSQTAITAPVCDPKEIT
SNITKSFAVPDRVDGIDDMIKNGVTTNVSVGALVSVTSTKINQTVYDNNGNVVTGLKLN
VLSNGTVNTPSNSTTVSSSGSGTSSGTSSSASASSTKGAAVSVRASALTGLGALTAMAFL
AL
>10683_t gene=10683_g
MKLSYLAILPALRYYDGQEGACGCGTSSGIDSWQLGISSGVYTAAGSQALYDTAGATW
CGAGCGKCYNLTSTGSSPCNGCGLGGVAGESIIVMVTNLCPYNGNQQWCPQVGGTNQY
GYSYHFDIMAQSEIFGDNVVVNFEPVACPGQATSDWETCVCYGETATDVTPVGLTSGG
GSSSSSSTSPTHTSTSTSTSTSTSTSAGATQTVYGQCGGSGWTGATVCAAGSTCQAENQW
YSQSPQLGRTAAPLQTTIPLGPDETPITSHHTPTPPSDRLTPRNVSSQAVAGIHSRDSSVSG
PRGRPLDTSGRGLTTLQPQSRSRGQSQSKSPESNAGRSDSVIERKPSLSSYGHHRKTSIVH
GIQHSRSPSYTPTSAGPLSPEIIASAGTGSMAGISLGSEHIFANRAEDSEPILKFPANGNNGP
APPASGLSTIQDDDEHLTLGQTVTRSSSSVHKKMPSNSKLRREHSHSRAHSKNHQEAKT
VGEYALHHLFNSFVAYADNKINQSIVKVGEVETPVEEVCGEGADPVFDQLISALGHIARN
KPKPLIDTIMLWRRAKGEAATSAKNPQKLQSTEIGHLLRRNTEPIQPATSESDLGSENAPP
ASIQKDGVQLLERRATVSVYLVCRVLIEIFNQSTVEAIGTEMTERLEDIVFGQLKAVDPEQ
IAASPLRMANWRIYGQLLGKMSEINFTSVTTRFLNELERYQKDAAMRGQTRELDAKAEL
LILGMRHFSIKTYPEEAWARSCEYMRSLARLFVNAHGQRVKQAYCYIIEKVLISIAANPA
CDVGHPLWKDFLEIISPRILQMIAKPRHWMTAFPLQTILLCVSSKDAFANQWLSIALNLP
ARLRDRPTRGLALQALCRLLWTYLFRYPDSPNITLKRVDEVIRVALPPGRRTYLTTEASV
ADPLIQLIRMIGFKLPDLCFRNIIFPLINSDLFLSGRELKIEQMEPEKMVVGIRSFLSIMCDL
EMGDQLYPPFPAGPISTHFVDIPNFLLPPRPQLLADPKLRAVVSDPSNLACPVDVSKLND
VAKDYYVQFCEILGKITILCDNTFGGQAALDEKFSGSTPKTPISEAFSFGRRDDHASLIEQ
RQSFYDLLHVAVQVLPRCLSDHIPFNSLINLLCTGTAHVQPNIARSSAESLKSIARQMHAQ
QVTIGFARFIFNFDARYSTMSDEGMLGPGHIESTLTLYVELLHIWIEEIQQKTKDIATDQA
ENSASSGTRALQLDLSSVLAYVEEIEAHGIFFLCSQSRRVRRFAISVLRLVTEFDSALGKE
NTRIIRILEADSHQIMDLNDEHLTIAERSRLQKGKRRSTSQNTLIELCSSDVSYDSSLWVK
VFPNIIRVSFDTCPVAVTLAREIVCARLVQMHRNITALAESQRLQQYATFDMAQGRSLGR
ARSPAEIMIEQWKLYLLMACTTLSNVGAQSQSQLANAEHARRTSKGTQTAQDKIGSARA
LFAFVIPLLSASLDSIREAIVASLGSINKALYRTLLESLQYAVTTCNEEAKLRIGTHNRTPS
SPRRSRKTDRLRTEVTHVYKITSTFLREAEIFNDDWIVNNMVTYSKDLRLFLSDAEVQND
WEFQRLRFHYCGLMEELFEGINRTKEPSRWMPFESRKSAFSLMEGWCGYSPSQAQIAQR
EDSMRRFAIAQHNDPSDLRNPAALIEIEKKNLQSAALSAMSSLCAGPISTTTEGGSILQFD
VGRMLVWIGSIFETVSDKLHAIGRRALKNLITHNKEYPFLLERMIDLCYGVDRDRRLGD
KALESYFEVVNQVLIEETDYAVAFWRIVAVVMYMLGNEKRDIRMKAVKLIRILEERQQ
KNSRLQDFDISLSDKTTAVYKLAQFEISKRLASQYSDIGFLIFSEFSRHFTQTMSTDDQRN
VVTAILPWVQAMELQVDPNQQPTPRSYMLLVNMLEITVIRCKLLPNEVQALWQSLATG
LHGGNVQVILDFIISLCLERKEQNFVEYAKQIVVFLSSTPAGSKVIEFFLLHVAPKYMIQE
RKDEVESTPDCRGLPYVANLNEILPIGNKQAGLSMGQLSMIFLVDLIVGPVTLAVQDVIK
LLHVVLILWDHYTFTVQEQAREMLVHLIHELVSSKLLDEVSTEARQAIEHFVDSIRKSDA



SVIWEYEDNHGKDEDDGTRVPPAMTFVTRQVVQFLNLVHEDISDHWSKEALNWATSCP
VRHLACRSFQLFRCISKSLDSKMLADMLARLSNTIADEETDYQTFSMEILTTLKVIIKSLA
PADLMQYPQLFWTTCACLNTIHEVEFMESIGMLEKLLDKLDVGDPNVVATLSGAQPPR
WEGAFTGIQDLVYKGLKSSESFNETLSLLHRLTPLPDNVLVGDSNRLLFTILANIPHFLHQ
FDAGLNDPKIMERANLLGQVADRQGFERLAACLVGFANAQWKKEQDFLQHIISEICSYY
FPAQEVQSLVFVMGCLTNATRWFRVKTLSILSVLIPEMDMRRTEITSHGPDLISPLLRLLQ
TELCPQALEVMDHIMTVSGNPMEKHHLRMSMASSSSSRAIRKQYERIQSLYGIPEPTGWS
IPIPAAQSATTRHNVHAVFYTCAEADRMEAQRVATPDVEFSTEDYSESFYPSSMRTDTM
KSIDTQTDGNMGEIVQRLDSLDDFFDEDDFGFQTPSMSSFSEMRGYPGSFADTSASLYDQ
QTAPILRKSLARTPSSSSFHNGLAETSRPPTRLDGVFQITSPALGPGPTSAPGGALRPVMHS
RSVTSPANHLVNHTPSLSATSLSPHPIMESTLLSDSEVEESFSDIDERAGLHPSTSRSTQAT
SLARKGSEGTSSLESMIRSGMRRLTGGTASSREKERQRDLLRAHQRAVAQTANSPRVPK
VPAEYLTGSVSSPTSPGQAGAPGGA
>10691_t gene=10691_g
MKLCHLAEAAALLLLSHGSLAALPSNTTSWQQYVYAPSERRLKPVAVLSTTGNVTNAE
ALVSGSGVAYFSRAPKQTSFPSWPAGTTAQGSSEAGSNTVNGAVRTYYASNAIDGNLTT
FWNDATPGVYPDTLTITAPSAVTLDGVTVESFSDGVPVDYTIETWDGSNWNTAGSVTGN
SALRSRVTFNSQISTTQVRMTVTKDQSVSAGEYSRVAELWPGLVADDAVAEAVFDFGQ
NVVGFLSIDTVGASTNAPGIELAFSESLEYLTERSDFTRSDNGNQITQGTDHIATPAAPYN
WTDTLGCTYNGVQVCSDGLHGFRYLKISIDTLPTDDEFSTPAGWVDIASVSLNFTAYLGT
PDSYSGWFESSDTALNEYWYAGTYTNEMTIDTFLLDTVDVRNTGNQTLVGQTVLFDGA
KRDRDPYIGDIAVSGKTAYLSHQDTAGAVYNVLADLGNHQSSNGWIPPASLFNYGVQLF
DYSFYWVISFWDYILYTGDIDQVQPYYSNLQNLLNNWVPTVADSTTGLLTKSESQGWG
DYGFLSRYGIVTYYNALYVLALQDAAKIANVLNETDDAEKWLQQANTISQAINDNLWD
ANVGAYVDEMGGTRHAQDGNAIAVIAGIANSSQAASALGYLAENTAKFWGNAFMDDD
SLGSGTSDRVYAFISYFDLDARFLIGDADSALDEIHRLYGTMIRSDPGITFWEGVGTNGSA
YEGAFTSLCHGWSTGVVPVLTHYVLGLKPTGPGYETFSIQPAFPTNLTWARGQEATPYG
DIYLEWTVDDDNTRTIIFSSPASTLANVTVPMANLVSLDGEVLWSSSGQTTDAVAVEGN
FVTLINVASGNHTVVSQ
>10695_t gene=10695_g
MTGVKIVDFTKSSGGYYAPATLAPTNTEVLYVSGQPGSTREGIVPIDYESQIHLSLNNLR
KIMIIGGVTVKDILKLTLLIVNYDPKQRRHARPLEKFLAGHRPAITLIPVAQFAIPSWLFEIE
AVIASPPLSSSIPRQLSLEPAEKTVDVIIIGAGLAGLAAATELQRAGLSFIILEARDRVGGKT
WSQPLPDGEQGVVDVGAAWINSTNQIKMYALAKKYGAEILEQNTTGKCVLQDADGKC
STFEYGDLPNFDAAVVKDVARIRDIVEADCQTLDPTQPQNADWDSVTFEAYLRSRDASI
EALATATVWTRAMLGQDPKDISALYFLAYCRSGGGLLQMRSDRLGGGQHLRVRQGTQ
LFSLGLAKDLPEETICLSTPVSSVTQNGTFSDIEVTTTNQKKHFARKVITTVPSPVLNTIRF
TPDLPFSKKLWSESAVYGYYTKAMMTFRTPFWVEKGYCGLTQSFTGPASVIRDTSSLPD
QRHVLTCFMAGDPGRAWAALSTEEREKALIKQIGQLFSSEVEASGDFVNMVTYEWILDP
YSGWGCPCASLAPGVMDTLGGSGLREPFGNVHFAGTETAVNWRGYMEGAVESGERAA
AEVIQGLNAGALARL
>10707_t gene=10707_g
MKLKQVSFFVNLQRLLLVITSSLAGKVLLVSLVLYGIAFEYCRLRYWRDPHSAFFDDTH
VYDLKYSLYREHEALQHISAYNARIQPPPSTYASSNPRMCLAFVTVKRDHVNYFDASIGS



LLSGLDDTERRVISVNVLFANTNPEIHPSWENFQRLQALEENHNWYKKGVYDYTYVLD
QCYVTGAPYIGIFEDDIIFADGWLAKTLRTLNDIDHRLKAKNWLYLRLFYTETSLSWSSD
DFAYRYMGVIFLVAMIAACSALLLIRRTLPNTRRHLDIATIAVICTITVPAFTGLVFMIGK
YNITPLRGVVEMNKHGCCTQALIFPRDQVPSLVNFLRDRNEGQTDSLIEEYADRQILRRF
ALAPPQVQHVGIRSSRDNLEINTRSTWAFWFEENDPVALRREHEHFIETGDITLSDDAR
>10710_t gene=10710_g
MGASRSMRSRVLVLDLPVQLILFILSFSIVSTAQNCSVSNPCSTGCCSKYGYCGTGSSFCG
ADVCVGTCDYTATNQCDATNLCAIGCCSKFGICGLGPDYCSKENCVSTCDAKSECDPDN
WGLDYDTANFYLLQNDINGIKGRIFRNNAIRDDDEMGRNIGDFLELTGAWAEFFPNMLK
FQATRTFNWVNEKLQELEAVWNQQPNTNTEKAQVLTNIWKLKDSALRSIRGEVHGLSL
VDPEGPEDCSDVEVPGHGYTDGYSADCQRLKDTCNNNLYAALMRSQCAKTCGYC
>10732_t gene=10732_g
MAVTTKATIASFGGKLLKLSHNAKTTNCEMSFNLYLPPQAASQKVPLLIYLSGLTCTAD
NCSEKGFFQHGASKKGIAVLYPDTSPRGLNIQGEDDAYDFGSGAGFYVDATLPPYDKGY
NMYSYITEELPATVFEAFKDQIDSSRVSITGHSMGGHGALTLFLRNPGKYKSVSAFAPISN
PINCPWGQKAFTGYFGSDAQEKWKQHDATELVKTWKGPLNVLIDVGTGDDFYKQGQL
LPENFSKAAEEAGVKGVEIRYQPDYDHSYYTMATFSDDHVEHAAKYLF
>10750_t gene=10750_g
MRYSTITIFAAVAAACGVPAHLVGREIPSKTAIANVHVWDGAGFLAPSTVVIIDSIITNAN
AADAETIVDGNGGYLMPGYIDTHCHVTSCSYLTAMRANGITTALDMGTFPVSAVTACR
AEGVTDIYGTGAAGTVNGTAISKIPGFPQDSFLVSPEAARTFVANRIQEGASWIKVFLDPL
GPDEETLSAVVAAAHAAGIKVVTHAPTYADYSEAQTAGSDIPCHVPLDNPLDAASIRNL
TSAHRHVVPTLIMMQSVVNNTRAPYTAYTAAAEGSVTAMNAAGVSIAVGTDANTSPYV
PANPPFGTSFHEELALLVAAGLTPTQALQGATSVAAHAFGLYDRGSIIPGLRADLVLLSA
DPTLNIANSKSIEYVWLAGVQFRPEA
>10755_t gene=10755_g
MTFTFIAAAVAALGLVFPVLSTQTFANTGTLTGWSSQNIEHEGSIDQVTNVVYNGTTAL
KFTQVYDSSYTGRYHSEKIETQVYKLGDQGFYGFAFRLQEAWQASPAQSYNIAQFIADF
TDTGCDDWMPSSMVWVIGDQLATRVKFGTICAQQIQEWKGLATVTPGVWHTIVIQASW
QSDDSGYYKMWYDGGKVVEEYNLPTMINDARPFDFHVGIYANGWHDQGENLGTQGT
REIWIDSVGMGTTFSDANPALIEG
>10767_t gene=10767_g
MKGVNERERGNALYKRGHLTEAIKAYQEAARLAEPDDYLPWSNLSAAYYEVGSFHDSI
QCAQRALAICQRHGNENGIPSTTTELKLIPRIFRGYLHTHQYDAARQWLHRLADIQNPSS
ADDLRQYEEALDHAESVWQAFPDEGAYSLRLLAELPRSQSALIQINGNPESTKNVNLDH
VTALVDFAVHSNVDRDFSVFLGGIGDARHFYAQLAILGVTERMVMHSTSPLKRKYRFSL
NDRNHEAIARNLVLLVLLDELACLTEISQAERTEIYTTIYYLFAGVIIPRYASDRFIHTVDSI
VGRLRNNEPILPWLQIHDSDNLHLISALQSWLDIESNNRLSMSNVLDRTVQSLCNTNMPH
KSGCDVDSIPKAPPGCQKEFETYFNLPLLQAPRSVMREYEPELLQLIETNAPLESIRTYVA
GNWCVNPTLVVTEETSGSSPFDVCRALYNIVSMQERGGPKKTKLFDYASSFFQMVVVA
LRKIRGRLSVEYVLGDAFVAIDGIRCNLGQNRNIATPASYDLIHLFGSCDVPAVISASKIL
NESQAARLMISVPNSDFDLGERDSFAKIDSVTLHKVTQMQTIPKKSQYGSSHPPLNEYLL
EMRRERLAPFPYEHLLSRAELSRFLFSEFYSLAWPFRGNSTSASAGLTYFFDLLIHLHSIG
YPAHWIADALAKILGDGINASPSPPRTPDETTPRNQLCTNTAIRGALGSIAPFLAETSTLAS



MFQRLLPFNPIVTLPPLNTIYQYSIGFKSDNAYLPQKSMALMIYNPHAYIPTTCLSLPEEGC
IIISIFTYTASDNGFARVNFWLREDIINQLQSSSNETWHCNLLCTTDPSSYNSDDEIWKPCS
EQSVSIENIIKGEKWISEPPFGTHEGGFDAAEAMELDA
>10769_t gene=10769_g
MPGSPEDEASPYSFTKDSSSASNLQPSETSHTQSPDDPQHGTMTTHRQHSRSWLTLQARI
WRFLMSIGMFFHTVGWSHGPPRPSFVRRIPFGTRGRKVDLYFYCPSSYWQYRNKSRRLA
SQRPFPVVVNFHGGGFTLGSATDDSYWAKCVLKETDAVFVSVQYRLAPEHPFPAAVDD
GVEALLYLAAHAGELGIDASRIALTGFSSGGNLAITVPLRLQERLKNDAASDILNISPFDS
TQNLVTENQGNLQIVATFAWYPLLDFVASRAHRRAMSVIPGKTMPSFFTTLFDESYLPN
HTERSSPFASPERATDEMLAAGLPHDIFLYTCEWDMLLQEGQRFVRRLEDMGKKVRAM
MVEKVPHAWDKSPNPFRDQGKINVFYKAACGEMKAIFDHS
>10775_t gene=10775_g
MVEYITVNGASLAYEITGPASAPLMITLHGGRGMGMHYPSPPLFSDGSSDNSKKETTNQ
TTKYIDDSPLFSACCPLTTAAMDKAPAQSPIRSSNSSTISKVIICGGSFGGFLAQQYAIKYA
SKVSHLILRGTAASHHHEEGAIRTLETRLHKAPNFSSQMLRNKVFGAYEDDDEFKLIYFA
MMPLYTEVFDPDAALKACRGMVFVAESHNDLYSEEEKYFDYTSQLGTKTTKTLVVVGE
KDWICPPENSRIIANGIPGAELLLVPDANHSVHIEKPEIVLERIKEFLHL
>10776_t gene=10776_g
MAQAHEHFIQSLCDLQVPKTLQLSPDRSSVLYSTELSWGHRKGKHSVSTIWLASTGHAD
SSRQLTQGLFRDYAPAWSPDGNAVAFVSDRADAGSKWAIYLLPLQEGCEAYPITPETSTS
PIEAFAFSPDGSRIAFLSADEDTQSASAGDGPPDVRPWGESWRFTRLRVVDLRTKQVRSA
KLDRHVKSVCWSPDGTRIGFSSCLSPDIEEPHITGTTVSAIDADLSSVENVCHFPKMVIDL
SWAADGSLYFCGGVPPDKTFAGYGVYRANPATESHHYEWVGFGVEDDSIGLIQRGSGTI
FVKVQHRLESRVCLLDGTVLYCRKEELEAFDSAMESDGKFVLAVATSNINQPAEVFTTL
SSGSGAMTRLSNHGQEFAGHRFGTCSFLTCTSADGEVELDALYLSPASSSDGANRRPLAT
LVLIHGGPNTRLTNAFNTYYYMLSPYLLSLGYGILLPNYRGSSGRGQHFASYSIGGLGVY
DYSDVIALTQCAIDQGYADKERLLVGGWSQGGFLTNLCCVRNDLHNTDWRFRAAISGA
SICDIDAMALTSDLGCAFEPELSRDGVAWNMDFDDTRNRAPSALWAFKDAAQRASLQN
APVVPPMLILHGEADARCPVSQAWGLRRALRSYGLPFEMVTYPKQGHFFEDQKYWVD
MALRIGRWCQKYIGDALV
>10782_t gene=10782_g
MGVSRLLKYAAWILASAALTNASLQLVPGATWTSPNTHAHIQAHGAGVIEVDGTYYLI
GEDKTNGTYFQHVNCYSSTNLVQWNYVGPLLTVTTSGDLGPERIVERPKVIYNASTKKY
VLYMHIDNSSYGEAKVGVATSDSVCGTYEYLGSWQPLGYQSRDIGLFQDDDGSAYLLS
EDRANGLRIDSLTNDYLNVSAAVHLFSDMEAPAMVKLNGYYFMFASHLSGWAANDNE
YSYATSLSGPWSSWQTFATVGSDTYESQTNYVLSFPGNNTVMYMGDRWVSTDLVAST
YVWLPLTFSGTTVTMADYTSWVPSVSSDSWSTAPSANSYYGVNATLSNGAVIVSCSGC
YDNEAAGYIGGPSHGTATFTGITTTSAALSTVQIVYRNGDSTARYANVTVNGVTQLIEFL
PSSSPGTSVINCNLKAGSGNEIVITTTDGTYGPDIGTLIVPQK
>10791_t gene=10791_g
MATDSFDYIIIGGGTAGSVIASRLKEGSPSLDILIIEAGPDVSSRTDVLDGTQWATLLRGEL
DWGDMTVPQSHVDGRVLPNFSGKALGGWTRGEKENYDLWAQLVNDRRWSYDGLLPY
FRKCETYWDPKGDPAVHGFDGPIKMEPAVDRQYPLREKVKDAWAAVGVSYKRDMND
GNPIGLGELIENRVNGVRHIASSVYGLKDVEVLTETLVKRVIVTEKDLLKVATAVELASN



QGDASHRIITARREIIVSAGTYRSPQILMLSGLGPQKDLQEHGIETVVDVPDVGRHFQDHC
CVNQWWKIREPEKGLAVGSPAFDNPIFFKGLPLDFIATQSVPEEGLLKALIADNITTPELH
AVASQHGHIEIYVMYLAFNEGDPFLIPDGTHLTTSTMCMLPTSRGSIRLKDANPESLPLID
PNYLATETDRYVLREGLRKIHKVLRETEIGRRLIVSEAVEEGGRQVSSDSTDEELNELIRQ
RSVSMGKVVDSELRVKGVDRLRVVDASVIPVPIAGHIQNCVYALAEQAVDMILASREA
>10800_t gene=10800_g
MMRSMTLVVQLCWLIALLMKCTDAQLQERVVSSNGMTNIPNLKYGLFVHLVPGLTVN
HTGVVVDDANILANSFDADQFANDLAVADVQYVVFTSWHSKMVALWPSEKMLEWEL
PDHRVDRDLIGDMIAAVGNKGVRIYLYTHPRDGFEFTDADREKTGWGIDPPSNGETYNP
GADFNRTKWNAFIEDIYGELMQRYGQEIDGLFMDEGSPQGDSETVVNYQQLRTIIKDINP
NAELIQNDYGNLYGLDMGMKEYGGWGEFAQPNESLWPSYAEPVAAIFTEQWWAAQTT
STIRYSAGSMLRYTAFQAATNSEGAGIAWAAGPYADGGWEPGVMATLQQIGSWMSGIQ
ESIFDTRPSTSYPTKPGTIIADVSWGSATKSADDSTEYIHVLKPPAGLTLTLPAPRDGKIFS
NASRLPDSTPVVLSQNIEGLTLTITGSWNANLTVIRLTVLSRSGPVPLYRCTNSIHHIDTTD
SGCEAASYYLDGLLGYVFAIQLSGTVPLYRCYSASRGDHMDTTDSSCETSSYVLDGILG
YIYNAQIQNTVPLYRCYSANREDHMDTTDASCESSSYYMDGILGYVVV
>10806_t gene=10806_g
MRIGRQFALGGLLYASIGLANLFPSYEPLTYTQSDGSSLPADNGTVFKLSSDGTTPSILVL
DYERNVEGYATFQVIRSSGNTSVFEMSYSETRALLDNYMADGPLPLAAAMDTYRIDRY
NITNQTAYTNHLIQGALRYQKLNLSSAGELELSFLGFIPTVDNLPLSDLPGSFNCSDPVLN
RIWGVGARTVQLNEFPANSLPDFWVITDEGALVDSLAPQPFAADFATALTTYELDFSVK
PMSNGFGFTVLSDTLGNGIYIFVDVAHSSISAHSGSTELDTLPLVSAILPSTVSLNKWHTV
HSTVNNTDITVDIDGLSLLNFSQSSSSFGSFGLGASLGHSAIFTNVSLTAFGTKMYSSPLTN
SSALQDFLLGTNPLPVSVDGSRRDRIAYAGDLDITTGTAFASTYGHDYINGSMNLLGSFQ
LLPGFFVPSVKVQQPPRTEDIQANITGLIGYSFSLASAMAQYYEQTGDTGFLTYWAPKAA
RLFDWAHSQTLGSGLLNISNPAFGGDWNYYDPPLSGVVAKFNLVYAYALNRWLPFMA
DGGLNTTLYTSRLESLQNAINANLWSDTLQAYYLSESYTDFFSQEANALAILSNTASGNH
TANTILDSLSRELYVRAGALAFSNASSASGWAQKISPYASGYHLKAAFHANDSTNAKKL
LHSVWGPMSDPSHTNYTGCTWETLDADGTPGLGAPTSLCHAWGAGPTADLSRYVLGIQ
PLVPGFKQWQIVPQTLGLQWARGSHPVPRGTIDVSWSFNNSGLLEMTVIAPPGTDGTVY
LPSPLQTSLKGYQVSGCTVVNNSTFLVKGGQVFTFRQTK
>10810_t gene=10810_g
MPLALSNATSASIFCIRKVHPLLEVGVMTLVSHDESPPSYDVAMSNGYVQAFTASRDDG
RVDVTIQAKQQGLADLLRAGIQEDKQETLEAYPVDVVALNIVIQIVGSRGDVQPFIALGT
QLQREGHRVRLATHENFNEFVRQAGLEFYSIGGNPEELMSFMVNNPGIIPKTSTIVSGEIG
RKRQMIEEMLHGCWRSCVEPDLITNTPFVADVIIANPPSFAHVHCAQALGVPLHIMFTMP
WSPTREFPHPLANIRSSSMDPSVNNYLSYSMVELLTWSGLADIINKFRLETLNLEELSTRT
AIRLMETLKIPHTYCWSPALIKKPSDWPLHIDVCGFFFREEPSYEPPKDILQFLSNGPAPVY
IGFGSIVMDDPVAMTSIIAETCSRLGIRAIVSKGWSKLGHNCHAPNILFIDDCPHEWLFKR
VAAVVHHGGAGTTACGLLNGCPTTIVPFFGDQPFWATMVAAAGAGPLPLDHKRLTATA
LADAISYCLTPQANQAASKISAMMKAEDGVTNAVTSFHRHLPWKDLRCDFLPSEVAVW
SFGRKGIKISHKAMLILTGQGKLDIQGVKPYRSNKLHIEKPLTDPLSSTSGVLINTTARFTK
GLGNLAIDPVKGTRQMTSSLVNGALVETPIALAEGLRNVPRLYGDAPEKSVPIEDWKEG
VTQAGKQLGCDKLDALLTRHVLMTGDQGLYTGFADGLSGFITKPYREAKKDGAAGFA



KGFAKGSIELFVKPGAAMFGLMAYPAMGIYKSLKNRNLNPTEAKILESKIALGNYLFQRS
PPNPEEVKMVLSTFDRLS
>10826_t gene=10826_g
MDDLYPHRGFMLDTGRKFFPVEAIVNLLKLLHQYNFNIFHWHIYDAESFPLLWPADGEL
TKVSEKYSHSLEYYSPEDIGYIVKYARNLGIRVYPETDMPGHCDIWGLWKKDLVVGTPD
LKHPNAQLDITKAITHDYIRDLVSTVDRYFGSDLHHFGGDEVAMVWHTDNDRKHLATF
FEWLRTIPRCQHKTLILWDDPVTTELGNVVDDISTDWVIQTWHNGVTQSVLEKGYKVIV
SESETFYIGNADCEKINNFMFPAHRNVLGFEVVWFTSERDDPSNLEQSWIVEPLRAAAQI
RRRPN
>10827_t gene=10827_g
MAPTGNAAEILHEPQAYSKAIDSSEDVKKYPVVLTRAIDLEDGTQSPGLPQPVSEKRTLR
QKFWSRKTTAKEAAAHKHESKNRTHKRIRPGRYRKFWVWLARCLTFYIPSWFLKKVYQ
MDDYRLRLAFRQKVLFCLLVAVIYIVVSYFLIIQPVFSCVMKVPLGMFSSHGNFCIIVRHII
WIYMGVCGAFMLLAAYCAVKTRYTPTSYEEHDTLIVMHVPCYNETEYVLRKTIDSCVA
STYAKKRKLLFVVADGKVASAQNCKPTYQILLYDIFNHKTDLESGIDVETKRYPSYDEN
GTSDNFAFCCTGYYREVPYVVIVKVGRTDEQTNAKPGNRGKRDSQLLVYNFLHYVNYH
QRGGGVSAAPLFETIDFQMRMRLGIDARYAMYMLVADSDTEIEPTGISYLVHQLERDQK
LIGVCGYTGVSNPVDSVVACSQVFEYWLTHTILKALESVCSDVLVLSGCFTIYRLKWAY
NNEPAILHPAILDDYAGNYEKTLHEHNLLSIGEDRYLSTLSIRYFASECRQRYFSAAVCTT
TAPTTLSVLIDQRRRWTNSLIHCHFSHLNILPFDASVWAQVMLVFVIGCELFMVLILPLAL
PAGIVLAALNLFLSPLAWPILLGFCMIPVALCVLCNDWRYIPFYLPFFPMIIVYSIIIPLFSL
WKQDTVKWGKTRDVD
>10837_t gene=10837_g
MTPSFSAPNNVWSAPALNNPSSTTPPSALASSSSTALDIPIYANAAYYPNWRIYKKQAPSS
LRLGFVSHVFYAFAWVKEDGTVYLSDEWADSQMPVDGTEGCLRAFIQLKQQYPQLKVI
LSIGGSGKGSENFAKVATSPAAVANFAYSARALVDQFGLDGIDVDWEHPSDIHQGEGFV
YLLSQLRNALPSPRYTVTCALPAGEWALKYINLTVAQQYVDLFMIMCYDFSGPWVDRA
GHQSQLYTPSNPYSAAAAISCQSAVTYILSQSVQSNKILMGIPVYGRSFVGADNVNEPYS
GTDGDDGVFDYCDLPRPGAKEVYDESIGAAYCTGGSDGGFVSYDTPQTVEQKAKFVTK
SRLGGLFYWHITADKRGVNSLLETGYNTLHDL
>10839_t gene=10839_g
MAKVAIVFYSMYGHVAKLAEAEKKGVEAAGGKADIYQIAETLPQEVLTKMYAPPKGD
YPIAEPDTLLEYDAVLFGIPTRYGNFPAQWKAFWDKSGGIWSSGGYWGKSAGLFISTAS
LGGGQESTAIAAMSTLAHHGFSFVPLGYKPAFGQLTNLSEVHGGSPWGAGTFAGPDGSR
QPSALELEIAEIQGKSFYERVSK
>10859_t gene=10859_g
MARSYADPNAIPNDWRSRQPGFTIWILIAIPRILLLTLFYALYFIPKSLRQHPQWTYRQAF
VSWVIRFAFHIVTELGYSQSPNLKPGNLGDKWVVIEPIKSADDEYYGPFRDVSVKPDRIG
GTWYPEAPSKTADDDSLVVLSFHSGSFLWITGRPIDSGVTADLVNRKLGPNTHSLWIQY
RLAGGRTPTTYPGAMQDAITAYSYLINELKVSPRRIVLAGDSSGATMAVALLRYLAIINH
GHNESVQKHFSTATPPRACLLFSPSIDYTIEGDAQAMNQHRNASTDLCEGKMAAWGTSA
FADKVRLDSPYLSPKLHPFATPVPIFIQAGGAEVMVDSIRGFADVMQQAGSRVEYLETPD
VPHDIYGGGHVAGWKTEQEEVVEAASVFVRNNDPTMALSSVV
>10882_t gene=10882_g



MHSIQLLLAIFWINVVFAEHEFYSTWMVDSMIAIGITPTRYYTQATFYRGVESVYNKTQD
TRYSSFLTSQLDAVLTSNGSFVDWDYTSHQLDNIRVGETLLFLYGATGDVKYKNAADFL
RHQINQQKRTVSGGFWHKDPNYPNQMWLDGLFMAEPFYAQYTSMFEPDNATAWDDIV
HQFDLIEFHCPNQQTGLRYHGYDESFAAVWANNVTGASPHVWDRAVGWYFMALVDV
LDWLPESHPGHSRLLKYFTKLAMGLKRNWDSQGGWWLVMDAPYPGMAGNYIESSGT
AMFIYGFLKGIREGYLDKNSYDEIAKRAYDAMVEKFVGRNKTTAMLTWEGTVNVGSLS
GNASYEYYISQPVVENHLNGAGPFVYASVEFEALQES
>10883_t gene=10883_g
MWLSAALATIFFYLASAQNAFPGAVGFGAIATGGNSGTTVYVTNLNDSGTGSFRDAVSE
PNRNIEFQVSGYIKLSSAISLSSDITINGQTAPGSGIGIMGGEVSASGKTNIIIRNLRMRQGT
LDSDSGKSAFNMGDASNIILDHCSVEYGQWDSVDAVGAVNITVSNSIIALPIGQQFGAHV
ETGPATFYGNLWVSAHNRQPLAKSNTQYINNVIYNYQAAYTVADTSGDFYHDIINNYFI
VGPSTTSSHNAFFQINSGQTVYAIGNYLDTNKDGVLNGASYNTVGSATVASTPFADTSLS
MASLTATQAYTFVLENAGATPRDEVDTYVVSLVQSLGTEGKIITNQDDTGLSNGGYGTL
>10885_t gene=10885_g
MLKYLSIVAAAAILTRVEAQQSVWGQCGGQNWSGATSCAAGSTCSTLNPYYAQCIPAT
ATSTTLVTTTSSSSVKTTSPPTTTTKATTTATTSPATTPTTTAAASGNPFSGYQLYANPYY
SSEVYTLAIPSLTGSLAAAATKAAEIPSFVWLDTAAKVPTMGTYLANIQAANKAGASPPI
AGIFVVYDLPDRDCAAAASNGEYTVADNGVANYKAYIDSIVAQLKAYPDVHTILIIEPDS
LANMVTNLSTPKCSEAQSAYYECVNYALINLNLANVAMYIDAGHAGWLGWPANLSPA
AQLFATVYKNASAPASLRGLATNVANYNAWSISSPPSYTSGDANYDEQLYVNALSPLLT
SNGWPNAHFIMDTSRNGVQPTKQQAWGDWCNVIGTGFGVPFTTNTGDPLEDAFVWVK
PGGEADGTSNSSAPRYDYHCGYSDALQPAPQAGSWFQAYFVQLLTNANPSLV
>10890_t gene=10890_g
MRSFLAAPVLFGQLLSTLPFATAITVDANDPNSLKSAASTAAASAVNYYNNRESKLIPGK
FDGTWWEGGAFFTFLINYWHWTGDDQYNDLVTEGLSWQGGEQNDFFPSNYSSYLGND
DQEFWALAALTAIEQKFPDNPGHASWLELAQGAFNDFVARWEVDKSSCGGGLRWQLY
PTLAGYDSKNAISNGAFFQIAARLARYTNNDTYATWAETVWDWSSTVPLFDNSTWKIY
DMTRISQNCKDQDIMQWSYNYGSYATGAAYMYNYTNGGAKWKEGVDGLLNTTWNEF
FPSDYGGNILSEAACDPILTCNRDQVCFKGLMANWLSTIALIVPYTYPTILPKLQGSAVGA
GKQCSGPDSACGMQWFNATYDGTSAIEQEMSAMSIFANTLVAFSASGSTSGSSSSYTAP
DTPAPVTANTGGNSTSNPTGGQSNTGYQPPKQMNITGGDRAGAAILTLVFASAWIGMM
VWLVLGGAN
>10894_t gene=10894_g
MAMKDLLLYIFFLIGIHMVLGAATNQRCSGNTANDRSKWCNYDINTDYYNVVPDTGVT
REYWFDIREEILAPDGVPRYVQVINGSIPGPTIHANWGDEVVVHVRNDLSSSNNGTSIHW
HGIRQNYTNQNDGVVSVTECPTAPGNTITYKWRATQYGTTWYHSHFSLQAWEGVVGAI
VIDGPASANYDEDLGAIVLTDWSHETADELFYYDKKNGPPYLENGLINGMNTYNDGHR
QVGQRFTTHFQSGSSYRLRLVNTALDTHFSFSIDNHTMTVIAADLVPVKPFTTDVLPIGIA
QRYDVIVKADQAHLANKFWMRAVPQTDCSSNNSTDNIRGIVYYGNAQGIPSTTGYNTT
TGCTDQSGSLTPVVSKSVSQDFAYYENETVSLGTDSAGLFIWKVNDVSMLIDWQNPTLL
QVYNNVHNWSSTEGVVEVDEPNKWVFVLVQSSLGIPHPIHLHGHDFSVLAQGTGTYDP
STAVSKFNNPARRDTAMLLAGGYLLLAFQTDNPGAWLMHCHIGFHTVGGLAIQFVERY
SEIRGLIDYNTLSHTCNSWDHWQNSEHLVDIDSGV



>10895_t gene=10895_g
MPFLTYPAALELQKELRGTDAEVITLADDDYVESLDRWSATSEKEAVCVSSPHQSIHSLL
ASIQEHRLTNADTTMLIKGAIVKVTTAEDVSTVVEFAAKRYIPFAVLSGGHSTKGASSTY
GGIVIDLGRMNHVDVHTSSNRVSAEGGAKWADVDSAAAQHDLAVVGPTVNELGVGGT
TLGGGIGWLTGKYGLVVDNLIEAQIVLADGSITTASESENPDLFWAIRGAGQDFGVITRF
TFKAHPQKNDVFAGALYLNPDKLPQLVDYVNDLDSKLDEDQGLFFGFTNSRGKTTIVVI
LFYNGPQAQAELMFEPLLSLSTGQEEIGMMPYYKTNQLFNKAAASGGRKRLSGTSVTFP
LDPDFFQSVYQNFSQILNDYSEDAEALLFFEMLPYTKVVEVPNDATAYANRGPYYNVCS
IFNWQDQKADSRIRSLQQGLMSQIRDEHIKKGGPGVGTYSNYTGFDANARDLFGENLPR
LKELKKHYDPRNVFRKWHDLLLQTGASV
>10899_t gene=10899_g
MKTSILSVACLASLGAATDILLPLYIYPLTGAWDAVYNAAAAYPDVTFRLIVDPDSGPGA
GPAAAWTEYPDSTYIAALAKFKSYSNVQTIGYVHTSYTKQDISTVETNVSTYAGWKDYT
ASNIAVDGIFFDEAPNADDSTYTEYMSNVASYARGLGLDYIVFNPGTLTTAAAYYAAAD
LIVNEEIYYSSYSESSTVDTIPSEYRGQSAIILHDTPSSADISSVVSTIVSAGIAAFYATEDCC
YNAITASLLDSISSSLESA
>10900_t gene=10900_g
MEFHSGVTLCFILIYTLGTAIAQDSLPTVNLGYSIHQATFNGTANLYNFSNIYFASAPLFSE
PRPVNTVNHTVNTGQIAGICAQSTPWWLIASAQLADNSSDAALQQVNKTYGSMEPLYSS
GNTSLESLAQYDFDPRTLQECLTLDVVVPKGIWDRRTPVIVWIYGGGYVSGDKNSAGNP
STLVSQSIENDDCSDGIIFVSINYRLGMFGWLSGPSFQSQGGAPNLGLLDQRAGLDWVRK
NIHLFGGDPNRITVMGQSAGAASIMHHLTAWGGSGKAPFAQAIIQSPAFAPYIGQDIQDR
NFQLILKWASILNGSDVTTLHQLRNIPFDVLLKVNQLSTTPAFWGTMTWAPAVDGVYVP
MPAGLMLKQGLFDHSVRIITGHNSNEGAIFGSPIIDSEDEYLAYLEQLIPDAANSTIEYVN
KVLYPPIFNGTQQYRTQGAREVHTITDSAFICNTRYIDLAYEHLGAKGYYFDVAPGNHA
QDLDYTFFNDGGIISGAYEVNVSLAQQMQRLFTNFAKNGSPDGESVPTLPLYGKNSILWS
IQTGTPVTDDAATEQCKWWQEAHYLPWR
>10901_t gene=10901_g
MGFRTSTLASTLLLLAARVSAQTANAEAALATLQEWYNPTTGLWNTAGWWNGANAM
TVIAELAAVDASIVQEATAIFETTFNVAPSANPSNGVEKSVTANGLIQTSYPAGWPNETV
SKRATQDPTDPTAWLDGANDDAEWWGLAWIAAYDVTGNETYLTLAEGIFNEIAAGWG
TNCGNGGIYWETTNHYVNAIASELFISLAAHLANRVPANAATYIAWAEEAWNWFASTG
MINANGTINDGLTTDCVNNGQAVWSYNQGVILGGLTELNRISPNESYIESANSIAQAAIA
ALADSNHVIHDYACEPSCEPDATQFKGIFMRNLLLLQRASPNDLYSQVIEACAASIWAND
RDSTTGELGVDWAGPFDTPADASTQSSAMGALVAAISVELGIGLTNTLCQPSSIGEISVRI
GESVRGDDVYILQSTAPGSVNDGLMELLNLIHACRTASARSITALIPNYPYARQDKKDKS
RAPISARLVANMLQSAGATHVITMDLHASQIQGFFNVPVDNLFAEPCVLDWVKGNLDP
NNCVIVSPDAGGAKRVASLADRLGVGFALIHKERPRPNVVGRMILVGDVSNRTAILIDD
MADTCGTLAKAASTLEEHGARDVYAIVTHGVLSGPAIETINNSCLSGLVVTNSASDASPQ
TTFRAS
>10902_t gene=10902_g
MLNEVTLDSSPGPGLMYIPESKLDLRSDNEIATELKSYKKVTSSDKNVWAFWHTGFDA
MHPWTQRNVINWVRRLGPSWTVRVLDKVPGSSVHVSNFIPAEQLPEPFNADTMTGPNV
GPHSGDMVRLPLLYLYGGVWMDVGMMLFRHLDDTCWNAIEDSSNSYEMAGMSIEINP



GATNMLNGFIAAKRGNGFIKRWHDIYMEIWRDGRTEQTGLHKHPLLTHLPILYAPTNHL
NLPGALKIGPEDFTDYLGHFQCFERLRKLVDPVDGFDGPKYHRENIFMLPAMTETWKFQ
LLTAWNGKKQFELLSTKKNIKHDSDKTELYEEANGFVLDLLANTSTMKLSHGPPGALDS
FLADIWDHKDNHDKDIEPGTFAEFLRYGSVHFDQTRLLHPAPVPLSTEKTFNISVLQPYT
E
>10906_t gene=10906_g
MISIFVAEYNRWANEKRRLKLHETPPSTPTGDVEKALMVMQNGAPGEITRCMAAIVGYR
EDPDLFYRALESYKATEGLDFTLVGVDGDQAADMDMVRVFQMVYPKNSAVIHLDEPL
GEIAMRTYSKLVDPDMCSPEDIDYCNELTIAHCCQLAREILREHDIQLDKTQPGGGITKLC
IYEPHMHKKAIMFTSFIFSIVISEVLDIEFMWSSDSDTIVLPDSLQKTIATVAGDENAGGAS
SGLIVHNEHDTLWTKLGSAVYWCELYLTRSTSASSGTSDCQSGPSTVFRISALPGVLYSW
YTQKVMGKRMIVNEDRHLTTNLLLRGWTVTYVSDTLTATDTPTTLSRWLLQQVRWGR
ATHIETFQQPKVYLLNHPVFFWAAMKREVGPLIVFFSILYYLITGHPFVYFCWWDLVFRA
GYTIIYNWLRNPDRGPTNGFAWIVPALLFYNLPLPAIQVWSMATVLEGGWGTTMRSNSE
MSKQNQSQLWKRWHDLGGSRFDSLSYARRIPESFSLQIPGLNSDLEIQGINFISLPSEPGH
DEPVSVCFIWHLHVYSSRAAVRRTPVRKSRQMDNGTSATDIITYIGVPLAVLGVLPILYSF
IRAIVVQRSIRRTLYRHGLLDSSITRGSLMEGIVEVELPRCTITPLDRDEDPEYWKLNSHQ
VFLKGGSWSVFNWNTLVTGRQLVRCQYKDELRIPEADIDFEDLIAFLLDRGAVPDPKGW
RLLKSIGLWTPTGTALLLPPRGKPGTVLKVATPDNADGLLSLQVNWKQEWDTRGSFSLP
PFWVRLKQPGCGKLLADGKETMDEPESFQTKDDLSESQETHEPPAQDISRDSTLVTETET
TSEMSASQPLVKMIEEGKLQITARPNDSFRFKLDGDRVQKVLFEDEEIPTGEIREMASAG
DTVNLWFISAASSLSQSLECELWNFTIPNQITSFVKRKSVPCGVMVLLGILNDDDVPPWS
SPPPSLHETVHEMSERMRKDMYERRLESAMPPAQAAEASRVRMMRSANEFHNQHMAR
QKAFQEYEDRRLVEAIQSSRLENGTVAQATLAYLIAKKVVPEEYTTKDLAVAVLYLMV
VDNAKAKLIGDILERWALWSQFGGMQKVQLELLIKNKIAFCYAAALVAVVYHAESGDS
NPSTDMLECLKSWKRVRLG
>10907_t gene=10907_g
MLPRKFYKDNRKIPLGFMLLTTTLFFYYLSLHKETASNFDIPSEQQVSRTDDSSATYQLL
QVSQEQRKIQIEEYQTKSERVPEVSSHLPSQTPPSLYTPPTPDYASQGALKTSEVALLLKT
GASLVWKRLPIHLLTSLAPERIAPENTIIYSDVPDVIGSHQLVDVLANTTSRAVLESPDFQP
YLLQEDFDEKQGWIEGDIAGPIGGWKLDKYKFLPLINHAGHSQPDAKWYIYMEDDAFIF
LPNLLHHLATFDWKDAWYIGSLAVKHGEIFAHGGAGFALSRGAWEKTFGAHPDIIEKYE
NFTEAHGCGDHVLGHVLKDYGVTFGETHEAEQFTFGFNPESYWSMWYGQANWCKPIF
SMHHMHLKDISRSYNMEKAWNFAKNGLMRYRDVYDTFVAPVIRRRIDWWDNRSSSYA
ITSSEAKAGEDMWMPDSVKSRLSWLKSWESVDNCEAACLSWPECVQWSFYEDLCKMS
DRVVLGTGYTATDPRRLTALKTTSGWVSKRIEQWSCER
>10910_t gene=10910_g
MYIKSIILALSCASVALAQLADTTDYPIGPLTSSSAKWAKKVCNITNYGAVADGKTDSGP
AILAAFEACASGGVVNIPLGTFAMATWVTLSGGTAWAINLEGIIVRTGTAGGNMIYIEHS
TDFEIYSSRGVGAIQGYGYQFHEQGEYGPRLLRLYDVTNFAIHDIALVDSPAFHLTLDTC
NQGEVYNLIVRGGNEGGLDGIDLWGFDIWVHDVEVTNKDECVTIKNPSNHIQVENIYCN
WSGGCSMGSLGNNTNISKILYNNIYTVNSNQMFMFKSNGGSGEVTEVTLQNFIGHENAY
SFYINAYWSDLANQGGNGVLYNSITVNNWKGTCANGATRPPLYALCPSTNPCTNIIIENF
DMWTESGSTEYYKCADAWGSGYCLHGGTQHTEYGTVTSTVTSAPSGYSATTMPGQLT



AGLGITTSIAIPTVPNSFYPGATPATARVYGS
>10921_t gene=10921_g
MVAHGFLARLTAAALCLIAIPTSAAPVEKRTGVVPALSGAEEVVGAGTYPRANYLSDGS
IISAYTAFANGDSIITIAHSTDKGVSWTEIGTVAQGPTATTDIDNPYPYQLPSGRILVAFRN
HDRSDGVYTFFRITICYSDDNGATWTYLSTPASDPGPTNGNWEPFLRMAEDGTTLQLYY
SRENSAADQDSLMRTSTDGGATWTSATVISGADTTDARDGMLGVTQVSGNNLIAVFES
ETNGGKFSVHSITSSDDGTTWGNRQTVYAPSGYNAQAPQVTNVGGTLVASFQTDEDGG
SGEAIKILTSSDGGVTWGNKLTTFPASSNWAGLLALDDDVSFLSLADHSGAKAQKVTLS
>10131_t gene=10131_g
MTPRRSYLVLLLCSVVSTFGAPDSRSNLQERASCVFSGDTGAESAIANKNSCSTITLDNVF
VPAGTTLDLTNLNAGTKVIFEGNTTFGFQQWAGPLISVSGQNIQVSGASGHVLDGQGHR
WWDGKGSNGGTTKPKFFFAHGLTGSSQITGLNILNTPEQCFSISGSSGLTISGATIDGRAG
DAGSLGHNTDAFDIGDSDHITITGATVYNQDDCVAINSGTNIIFSNGYCSGGHGLSVGSV
GGRSNNVVDTVQFSNSHVVNSQNGVRIKAVAGATGSIKGVTYDGITLSNISSAGITIRQD
YTNKGYTNNPTTGVPITGLTLNNVHGTVDGSATDIVIECGSTSSCSSWTWTLVNVSGGK
ADVCHNAPANTC
>10133_t gene=10133_g
MSPTTILAIEPLRISDKLSLVWRIPLLGIRCMSYFASECLSHYEISALNWRQKLAIAYLKAF
GKTFTEKQQAARSRVPLTGPRIRDYCRRRNLDHREVRLDAASFDNGHDFPTPVLHFVTA
ASAQPDGPTIFYSHGGGYHNPIQAEGHVPFVALCAEACKAKQVVFLEYSLSPEQQYPCQ
LVQAVAGLRFLLNEEHIPANYIILGGDSAGGHLTASLLTHVIFPSPYAPPIDLCGSQFRAVF
LVSPWLTMLEKEQGVAPPQAQHDYLTPRRIVRFTNMFQPVLDEVWANPSEAPDAAAV
WKRLFPEDHGHAICRKAILVVGTSETILKSCVAFGRHMIGCGELLVNAKTDLDLIKEKDF
VLAVISGEAHVQPALDCALRYYGGLSLKTILTFLASS
>10143_t gene=10143_g
MSKFDAFNRLDLEYGTVQNHPLEVTILTPKTLPSHNPTKCPLLVYWHGGGFIAGDRMYE
PWWSTWLIELALSQDAMIVTPDYRLMPEASGADVLDDVETFWTWLHHDLPQLAENWR
GRPDLDAILCCGQSCGGLLAVHSPLIYPEALIKAVISISAPLFGKVPYFTVPKPKPIMGMTL
LPPRQAEARIRAYIRSMPPGAVRTQGDAKAMWELITCVVQQGWLPKLITRRSDDRLDLL
REIERKKQLPAFWGIHGQQDSIPSACSELFVEKLKVVAPDVALQVSLERGEHGFDAEVHL
SETWVRSGCDWLSQHWPAPAPS
>10286_t gene=10286_g
MSFKTPVSTSQTHIEGLGKLKGFEYSNGVRQYCGIPYASLAKRWTRSTLKTSWNDGFHD
GTVLGPSCPHPQSEGDDSDDLVPVPPAAHFPLQPEVDELNGLVMNIVVPAASDAIITKLP
VMVYVHGGSLLYGGANLPIFDAVNLVSQSLELSMPILCVNFNYRVGLGGFLASQSIKRE
LEQDGFTGCGNFGFTDQQVAFQWVQKYIHHFGGDATQVTAVGESAGGISISHQMCAAS
PPVFHRAVCMSGLSVSIPAWSMDQHEELFIATCRHFGIDPADQCALEKLRDVPQQKLAD
ATPIIQGVLSGTGNACLDDWFYAKNPLEIHPSPSWVQEFMLGDTYHEGVIFHLNIADDSY
EFIKHTMLQHIHDEEAVTQILTDYGITPGLSQDELVQRIEHMCGDAVFKIPNYATAKLCFE
EKPDSTFCYHFDQLSRIKNQFEGTAYHAHELLYLFRNLENEFSAEEVAMAKDFAAFWIR
FVCGKDPWAIKKTGSTVKSRQWKVWGPSCQQSLKCEIEDEEVRNYLRMERILAMGDGK
TWTKWLMAVDALVNKRMRMGKNV
>10294_t gene=10294_g
MRSLAVLVTALAIAACANAASADDWAKRSIYQVITDRYARSVDSPDDCNITQYCGGTW



SGLVDKLDYIQGMGFTAVQISPIQENLPEDTIYGEAFHGYWPQNLYGINAHFGTADDLK
QLVSELHKRDMYLMVDVVANEVAYSIGETNMTATNSTLIDYSVFAPFNQSSDFTPYCPI
MDWSNQTEYTHCWLGYEGVATPRIKTADPAIAATLDQWIADLVSTYSIDGIRIDGAKQIE
SAFFPNFTKSAGVYAMGEVYDGDAEFMCGYQNLTSGLENYALYGKIIDAFTAGKMADL
VSMVGAIRQACHSPQYLSNFIENQDNPRFASLTQDIALAKNALAFTILSDGIPKMYYGQE
QHLSGNYSPYNRQALWPTKYDSSTELYNLTATLNKLRAHAISIDDHYITNWSSVLYTDG
STYATRKGPNDAQIVAILSNQGLRGGNYTLQVPGVADPGTNLTEVILCKTVVAGENGTIT
VPMGQGQPRVYYPTSNLNGSGLCGSNNSSTSLSSSSKGSYGSSNSTSSGAPAATSSLPHG
TGMTVHASGWLILSALVSSALYML
>10301_t gene=10301_g
MTVISGATSKPIVVISCPPYPGHTNPLLIQAANLIKKGYEVHFIAGPESESSIRKTGATFYPV
QTTWTDEKLKQLLSLPDGPEQFVFGFKGHFIDLTPNAMKALKGVLENLRERYGTTQDIVI
LQETVAMGSLPFFLGAPLPKGYTEFPKIISLRTVPLAISSIDTAPFGQGLPPDSSKEGRTRN
AAMYEAGKPLWADVAEYANNICGQLGATKKVEGPIMDFLFTIENVVLQPCSPSLEYPRS
DLPKNIRFIGAPPREEINPETTQLPEWWDELLAAKKEGKRVVFVSQGTFLLDYNMLLKPT
TEALADREDVFVVGVLGQQGATLDGVDLPSNTRIADYLLYDVILPYADVFVSNAGYGG
FLHSVMHGVPMVLAGRGQDKAEVSMRGEWAGIALNMRTDSPSVDALRDGINKVLGDS
SLKERCLQIQHENEELDNLTQVEKAILEFARA
>10304_t gene=10304_g
MLKPQATATRELVSLDGLWNFALGSHDDEIDTSCTQFLTPKLQVPVPASYNDIFVDSKIR
NHVGWVYYQRAVRIPRGWKGEKYFIRVDAATHHGRVFVNSHFVAAHSGGYTPFEADIS
HLVPAGEEFRLTIAVSNVLTNESIPPGKVETLANGELKQQYQHDFYNYAGLARSVWLYC
VPQVYIQDVTVVTDISNTSPTTGIVDYQVIASTTQSEAQFRLSLIDEEGNLVAQSSGSQNR
LLVESAHLWQPGAAYLYQLQVELLGTDGDSKVIDTYTVSTGIRSVKISGMQFLLNGKPF
YFTGFGKHEDSAIRGKGYDPAYMVHDFELMKWLGANSFRTSHYPYAEEVLDYADRHGI
VVIDETAAVGLNLAIVAGIHGTKAPPTFSPETINDKTQEAHKKALQELLARDKNHPCVV
MWMIANEPASGESGAIEYFEPLVKLTRQLDPSRPICFANMAFNPVHRDLVSDMFDVLCL
NRYFGWYKHTGELDMAEEALHEELSAWQDKYGKPIIITEYGADSLAGLHAVMDVPWSE
EYQARMLEMCHRVHDRVEAVAGEHVWNFADFQTTSQIFRVDGNKKGIFTRDRRPKAA
ARVLRERWNKVR
>10305_t gene=10305_g
MNQGKAGTTHPSTLSSIASLATTYRNQGRWNKAEKLDVQVMETRKIVLGAEHPFTLASI
ANLALTYWNQGRLNEAEELYVQVIETSKTVLGAEHPDTLTSISNLATTYRNQGRLNEAE
KLDAQVIETMNTVLGAKHPSTLMSMASLASTYRDQGRLNEAEELYVQVIETSKTVLGAE
HPDTLISISNLATAYRNQGRLNEAEKLYVQVLETKKKVLGAEHPSTLSSIANLATTLWDQ
GRYDEAEKLDVQVIETCQTVLGAEHPSTLTSMANLATTYRNQGRWNEAEKLDVQVME
TRKIVLGAEHPSTLNSLENLAYTWKSQGKLQDALNLIESCSHLRSKVLGPSHPDSRSASR
TFNDWRDEYNAITNQTPLTGNSCPQPLSVSSAALTAQSTFGAHVNLPLPYAQTQSITRSF
LGNHPLIIASKATSSEADIQDSQDVD
>10307_t gene=10307_g
MSRPRLLPAAYTVAWVSALPLESAAAAEMLDEKLCDPRNHGSNTDQYVFGRVGNHNV
VMARLPSGQMGNNAAANVAGRLTTAFPSIKFALMVGIGGGVPSRTGFINAPPKVLLNAI
AKLREDHYRCLNDVSVHLSAFDRLVQFRRNTTGPDVLFQAAYKHRGGDHCESCNKEMI
IERPRRELEEVVIHYGTIASGNQVMKDGVTRDRISAELGGVLCFEMEGAGLAGAFPSVVI



RGICDYADLHKNKSWQPHAAATEAAFAKELLRVVPAEEIAKTNISGRISDAEKYRVLFSL
KGIPRGRFAERPEEMRRLERVLTLYNQAQSEDYRQQVVVLHGLGGIGKTQLAAEFARRH
QAAFTSAVFQKDRFPRQVEDTRLARLGDLKAVIGDFMEWLSNTENKHWLIIFDNVDRD
YQGETDVNAYNVSNYIPEVDHGLIMITTRLANLQQLDPNDSDELLRLLDGLPLALAQAA
AYMNETGVSFSTYTRLYKEQWRDLMENDNTAPLRSYGNRSINTTWTVSYNAIRAKNEA
AANLLLLWAHLDHKTLPFWILQVGAHSSSGLAKDLSAWLRDAATDEVKFLEVVRLLRS
YCLIGSLRGGSIRGPHPVVHQWAFHIQDTHQRAELSKLAIIVIGYAVPDEHATEFHQKQR
QLLPHAESCLERMERATADTMAEVNEAVSYALHKMGILLSDRGNLGKAEKMFQRALE
GKEKACGPDHTSTLNTVNNLGNLYADQGKLVDAEKMFQRALEGKEKAWGPDHTSTLD
TISNLGNLYFQQRKLADAEKMFQRALEGYENALGPDSILSYVPALNNAYSYGTLLEDQG
HLREAKLMYTRALRGYKLVFGADYRWYQAAKERLENLETAEDSPSNSPTDM
>10313_t gene=10313_g
MSNRSNIPGEVDVVIAGGGTTGVLVATRLAKADPNLSILILEHGPSTRDNPLVVNPAFYL
TNIAPDSPRASFYKSRPSKDLAGRESIVPTGRCLGGGSAINFMVYSRPQAIDFNAWNVPG
WSGKDMIPMFKKYENFQDTDPAIDASVHGYDGEFSVSSGKNAQPAFQKDFFKACSSVGI
STTADVQSFHSANAVGKFNMWIDRETGLRQDVAHCLLFPLLDQGNTGLQVATDVSVNR
ILFDANKKATGVEYTISGTKPAVVKARRLVVLASGALGSPQVLERSGVGDKNLLSKLGI
QVISDLPGVGSNYQDHNVIFYPYKSSAGVEETIDGVVSGRLTLEEALKQKQANPTRNVIG
WNGLDCVGKLRPAEVASLHPTLQRAWEEDFKPQPEKPLMLIATIAGYVGDHSAIDVGQ
YFSCGPYTPYPYSRGSIHITGQSVADEPDFDCGFLSNPVDLEKLVWGYKLQREITRRMTY
YCGPLTDGHPIFPVGSKANYEVVDRLSKAQGKFVPIEYSAEDDDAIRKFIRERVHTTWHS
LGTCAMKPREEGGVVDHDLNVHGVEGLKIIDLSICPLNVSANTYATALAVGEKAATIIA
KDLNIPYSMRSNPGVPVETFQATDLNARL
>10314_t gene=10314_g
MNRHEVTFTAYDGVKLAGTVYTAGERRPTIIMTQGFSGLRHQFLPNFAERFVAAGFTTF
VYDNRCWGDSEGLPRNNVDPVLQTRDYYDAFNFVKSLPDVDPEKIIYWGSSMSGGNAL
FAAAVNKSVKAVIAQVPFVTGEVVSAPAALFCELLLQDRVNMASGKEPVMAPVLPETE
EEALSGNSHAILKDPSGVRFTEELDKRGYAREKMATLQSLFHSVGHEPRAVIKRIAPRPIL
FVVAENDTTIPSNMQLQVYSEALEPKRLHIIKGASHFDPYYGAPFEENIKVQLGFLKEIFP
>10339_t gene=10339_g
MTGSLNLIVLIHGSGRNPYTLRREFSSFAEQHGCALLAPLFPVGLIDPQDTVNYKYIKYK
DVRYDRVLLAMINEAAARFGRIDTSRFCLYGFSGGGQFVHRFAYLHPRRVAALACGAP
GTQTFLDWEEKFPDGVEDWEDVFDVPIDLQAVRNIPTMFVAGDRDTDIFYAIARGRIRE
DQRGNEEVMAKFKDGRYGATGRLCENWQEVGVKECMMVSVEGAGHEERPMLESVKA
FFERFINTKKEEATREYECT
>10410_t gene=10410_g
MFNSVQIIWLLISALAGALQSPEHDPQDHIGTFQNPGALRRPRYRYWLPDASVDPGLLTD
DIVQLGARGAGGIEFLNYFNYGGVEGPAATNWTIYGYATPDYRQVLKAALQAHKDHS
MFMDYSMGPQSGQGVPAEPDNPGLAWELVSFNASIGENETYIGQVPGWGYGDLVSAVT
FAIVNTTNLSIPGIAIPGESSYYTVIENTISYASLDEVTELISPNGTIQVTVSSVSGAESYYLY
ASYARRSYARACIASSDHPQNILQNGSFAVDHFSITGAKVTTSFLEDYVFIDGIDELLKEA
GHYIWEDSVEIPTYVYWTPDLPTVFEERYGYSVTKYLPLLSGNEGELSDNGGPIRFLTDA
PDQGYGFVSDFRSTMTYLLTTYLGYLNEWSLRRLGLQFSQQVGYNLPVDMLAAIPSVSA
PETETLSFRNIIDGFRQFAGPADLAGKSVISIELGADFGQAYYQTWTQLLMEAKHSFVAG



VNQVVIHGATYSHEYANTTWPGFTSFEYLFAGQHSRHQPAWDVGYKQAGDYLARCQH
VLQAGIPKVDLVFWDKQTAQAAYPTSLYESTDLENVGYTYQYLSPENFDLPAAYVEGG
VFAPGQQEFRAFILRGNDTLTPGGVEKLAQYAREGLPVIISGGISTTWASSDEDAIHQAQ
NSLSSILQLENVHQVPYTGLASFIQAIGITPRAEISSNGTWYTRWKEDAEGETYVFIYNDG
NFSTGYISFETVGVPYLLNAWTGEKTPIVEYAEQDGRTVIQFALQKTETRIVMFSASSKC
GNEAEHVVSSSDSVLGYTSTGSAIWAKVAAGNSTASVTLSSNETQLLHANPQPSFTLTN
WTIVIQQWLPPVNLYDVESLANKVNATFSVPGALLSSWSDLGLPNASGVGYYTSSFVWP
EGEANNTGAYLVIPPAAQGLTVTINGRELPPVDITNPTTDVSEYVVGGKNTVLLTTASTL
WNSLIPIWENLLTGGTGPGFTSEALGYGPQSYGILGEVQVIPYQLEQIK
>10414_t gene=10414_g
MSSPRIAIVFYSMYGHILKLAEAEKAGIEAAGGKADIFQIAETLSEEVLAQMHAPPKSNYP
VATVDTLKDYSAVLFGIPTRYGNFPAQWKAFWDRTGGIWASGGYWGKYAGLFVSTGT
LGGGQESTCLAAMSTLAHHGIIYVPLGYKTVFPLLSNLNEVHGGSAWGAGTFAGVDGS
RSPTALELEIATSQGKAFYETVSKVAIGGN
>10429_t gene=10429_g
MADNLVTFQPEEGKISFSLAEGCILLDRDDFPGVHIAASFLSKDFEMVTGSPLSLTTYEGS
LTEAEDKNCIIVGSIDSSRLIQTLIHNGKLNVDEIQGCWESFVMTVIDNPMSNVKKSLVIA
GSDKRGTIYGVYTLSEQIGVSPWYWWADVVPTKHPDIFIQSGRVRCGPPSVKYRGIFIND
EAPSLTGWVLEKFGPKYNVEFYKKVFELLLRLKANFMWPAMWPGYPNPGNSFFADDSL
NQKTANEWGIVVSTSHHEPMQRAMAEWFAENAEGSWSWIKSREKIQEYFKDGAKRAH
DYESYITLGMRGDGDRAMAVDDPPTVLREILEFQRSVINDVYGAPDKPNQLLALYKEVQ
EYFENGLVVPDDVTLLFADDNFGSIRRLPVRTEENRSGRAGIYFHLEYVGEPRSYKWINS
NSCGKIWQQLRLAHCRGADQIWVFNVGDIKPLELPITFAMQMAWNIESIPMENFQSFFQS
FSRLNFPTSISCKSAQLLYHIDRLLALRKHEHIEQDTFSILNYNEAENILDAWEILAKQAEE
LYNGLEDQERAAFFELVLHPIRASSIYTKLRVSQAKNRLFGLQRRNATNQVAQKVLDLF
DADFDLSDEYHSLLGGKWNHMLRQPHYGYRETWHAPSRDMIDGICYVQTRQDSNPIVG
HMGVAVEGKRGTRPGLTNEESDRTHPSRGDLIPGLTLPPLETFGQKTRYFEIFRRGTAPFT
WKVCLPHDWIKAKPSSGTLDNNTNDARVYITVDWNCAPPQFDEIVQIAISSSVGDYEHV
HLPVIRRKIPVESFTGFVESDGCITIPGTRFLRPVECSRYHIIPFLGRTEYGAVERSNVENSS
TAGLHFLEYDFYVFSNWTQFPKLVLYFTTTLDTDTTDPLRYEVMVDKTSYGELRLMEEA
PKIGDLPPGWNQAVQDCVWTRTLDLHQMLQSGRHVVKIRLCNQNLLLEKIVVDFGGLR
ESYLGPPPSTFVKNGRVHS
>10430_t gene=10430_g
MPVAGPLGSYPLRAAAPIGKRIPRLDKNRITNFYAPGQWEKVNLLSLLNEAVYSGAPHV
KLSVWDAPGLSRPSFREASDSSNSFRDAKVGDKFGPSWSTHWFKVFLTIPREVCGKDNIE
LHWDCENEATVWTNNGLPLQGLTGRGERVEWIIPDSFKDGEEHLIYIEMACNGMFGNG
PGRPIFKNNAGGDSIQPPDPDKYFELSKAEIVVVDFQARMLHMDIVAICDAATEFPEDSW
QQHKALAVATRIMNTFQAHNRDSIHECRRIAQEFLGPNINSAELFPQDGSEEIDVFAIGHC
HIDTCWLWPWAETKRKIARSWLNQCDLMERYPELRFACSQAQQFKWLKEEYPHAWDR
VKAKVADGKFHPIGGCWVEHDTNLPSGESLVRQFLYGQRFFESNFGARSTTLWLPDTFG
FAAQLPQLSRQAGMNRFLTQKICFNNINEFPHTTFNWVALDGSQVISHMPPVRTYTAEG
TVADVKKSVSKHLSMDQDHTSLMAFGKGDGGGGPTWQHIERLRRCRGVADTVGLLPR
VHLGKSVDEFFDGLEKKADSLVTWHGELYFELHRGVYTTQSKSKLNNRKSEFLLRDIEL
LATIASVSDPTYIYPKKELDDMWTSVLLCQFHDCLPGTSIKMCYDDSEKVYDKVFATGN



TLLNEAYEVLGLEALKESSYEANSVIALNTLPWSRNEVIRLPDSELAVASGNKNILSVKK
YALADVKPLVTILETSKNVFQLQNDQLSATVENGCITSLYDRQADREIIPSGAKANQFVIF
DDKPIYWQAWDVEVYHLETRQRLPCGNTRIAENSSHRVSVVTEIRINDSSSIKSTVSLSA
AFAGQNSYVECSADVDWHESMKFLKVEFPVDIRNTEAAYETQYGIIKRPTHYNTSWDM
AKFEVCCHKFADLSELNYGVSIINDSKYGFATVGNTMRLSLLRSPKAPDDTADMGWHHI
RWAIMPHRGGLSADTVRTAYAFNNPLKLLVAKSEVGPLTNGFPIFLKGDDSLVLDTIKR
GEDDEDIISDELPATKGRSVIIRIYEALGGRSRGFVVTKLPVSKVYKTNLLEDNEEEVAFN
NGQFKIDLAPFQVATYRLCLV
>10456_t gene=10456_g
MIFSSVFTTFSFIFARIALAGRPQNVVYWGQSTNVTRLSTYCNTVAGVDIVILSFLSTFGN
GQTIASGNIGPSCYISSLGEPYGCEQLALDIQTCQHNGIPVILSLGGGRGPYSLNSEPEAELI
GQNLWEAYGNTNGTGGVPRPFGTTFVNGWDFDIENAIGRQFYPSLISMLRSYFEEDPSNT
YYITGAPQCVIPEPNMQEIIQKSVFDYLWIQFYNNPECSRPRLNYDSWVELIKDTPSAAAK
LFLGLPASPLAANGLQTGSQYYWEPAALPSAIKKYQNSSAWGGVMLWDAGHSSHNIND
NCSYAQQVQKILKSGTPCIDSNVNKTQSALMRPREKRLLAGQPDRV
>10515_t gene=10515_g
MTNLFVVVLVFQLIFASTTLAGRGQNAVYWGQSTNETRLSTYCTPIAGVDMVILSFLSTF
GNGQTIASGNLGPSCYISSTGEPHGCEQLTLDIQTCQNNGIPILISLGGGSGSYSLQSEQEA
ELIGQNLWEAYGNTNGTGGVPRPFGTTFVNGWDFDIENAIGRQFYPPLISMLRSYFKADP
NNTYYITGAPQCVIPEPNMQEIIQGSIFDYLWVQFYNNPECSRPTLNYNFWVEFLKDTPS
AGAKVFLGLPASPLAANGLRTGSQYYWEPTALTPVIRMYQNNSAWGGVMLWDAGHSS
TNMNNHCTYAQQVQSILKSGAPCLGWATVNTKRDEPMRAPGRKLFAGKPIRV
>10520_t gene=10520_g
MTTVTHNDYTVAWICALPLETAAARSMLDRTHSPLPMPSTDSNAYQLGELNGHYIVIVS
LPNGIYGKVSAAAVGTRMRLTFPQLQYGLMVGIGGGVPGKSHDIRLGDVVVSKPSGKH
SGVIQYDYGKAIQDGQFEVTGALNKPPQVLLTHMGQLEAKQMTEGQDALSHIVNGILIK
NPNMQVRFSPPDRYTDFLFHSSYHHIAGEGTCEHCDKEKLYKRQPRKTRTPQIHYGLIAS
GDQVIKDSETRDRLAQQYGILCFEMEAAGLMDELPTLVIRGICDYCDSHKQKQWQGYA
ALTAAAYAKLLLLAIPVSRPDANLLNNKMIRHWIVPLARNPKFVGRQDEITKLEELITMQ
DGPRKIAITGLGGVGKTQVALELAHRIRDRDKECSVFWIPCTSHAIIEQMFMQIAQTLGL
RDGNLAEVKEQVKRYLSSKRAGKWLLVFDNADDAEMSFAANHTAPPLEDFIPESKDGSI
LFTTRNRKLAMKLAPFNIVSIPDVDKETAVRILDKTLAHEGLLRDTTTTATLLEQLAFLPL
AITQASAYIIENGTDLATYLTLLQEQEQYAVELLSEDFRDLGRYKDIQNSVMTTWLISFK
DIQQQDQLAADYLSFMACIEPRNITQSLLPQPASKKQKVDALGLLNAYSFTNKQGMDIN
MHRLVHIATRNWLRKNALFSHWIKRVADHMQNVFPDNHHTKRELWRQYLPHALAVLR
DNEIVVQENDYLSLTRKVADCLFSDGRYQEAEIFYEKIMTITQEKSGAKHPDTLTSMADL
ASTYRNQGRWNEAEKLFMQILEIIQIVLGAEHPVTLNSIANLASTYRNQSRWNEAEKLEV
QVIEIRKTVLGAEHPNTLTSIANLASTYRNQGRWIEAEKLEVQVMEISKAELGAEHPNTL
NSMGNLASTYQNQGRWNEAEKLEVQVMEIFKTVLGIEHPDTLTSMGNLASTYRNQGR
WIEAEKLEVQVMETSRTVLGAMHPDTLISMGNLALTYQNQGRWNEAEKLEVQVMETS
RTVLGVEHPDTLISMVNLASTYRNQGRLNEAEKLELQVMECR
>10527_t gene=10527_g
MRSQIPKTAVRSPSIASSLADFLNTHPNLHLGGENGFVRERKHHLEILGFHALPDNQKAPI
GEVEFEGVRGPHGTIPIRLFYLRTIVEDPKERSGKKMAALVYMHGGGYTVGSVDEFENG



LRLIAEAAGVITIGVDYRLAPEHQFPVQLDEHSAAIDWAQGPEGLRRGIHSDYVFGGGDS
AGGNMTAALALRRQDQGIKNMAGQILLYPEARIPFDTPAGEENNTGGSLYLVCNGIFSF
ADHYLPKLPYDKTYPPSHRYISPGMQRVDDLQKNLPPVALFTSGWDPLRDVGVEYGSK
LQEAGVRVEWHHYDDLTHGFLQFAPWSKECMNAAMNVGSVLRKLASGSQES
>11165_t gene=11165_g
MVPDFFPRSLLLLNILTSASAAVLGKRTYVETDNVPKGAPSVTLKNGSYYGVHNSYYDQ
DFFLGIPYSQPPLGELRLQVPQSLNETWTGTRNATQYSPECIGYGSDQWVLGNDISEDCL
TINVVRPSNIAADAKLPVLFWIHGGGFTEGGSRDPRYNQSFLVQRSVEIGKPIIGVSVNYR
LAGWGFLWGEEVAAAGVTNLGIRDQRLALHWVQENIAAFGGDPSKVTIQGESAGGASV
GTHFIAYEGRDDGLFRAGIAESGGPTALTNYLNASAWEPNYQKIVELAGCSSASDTLACL
RTLPTEQLSTVFNTTGVTSSAFVVIDGDILKESATTLTKNGKFVRVPLLIGTNFDEGTAFGI
PGINTTDEFKESLLYEAPSLPETAIEKIAELYPDDPDLGIPSTLKGRPPPGSPFGTQWKRSA
AYGGDLTMHTGRRISTEAWARYGVPVYSYHFDVLVNGVSEYIGSTHFQEVAFVFDNTA
GQGYGNAVSVDPFANEPATFDELASIMSTAWISFVHDLDPNSNAFSNKKGINKEGLQWP
VYGQKNPSNIAFNVNVTGLAYVEPDTFRADAIAYMADNFESYWGR
>11187_t gene=11187_g
MITLAGLMLYASIPAVILLHLLASPYTKVEESFHIQATHDILTYGIPSPLHLNRTAIAEKFQ
ADYDHFSFPGAVPRTFIGALALASASWPVIWFQENVDRQVLIRAILGLYNAVSLTVFARG
IQKSFGNVTAYWYLIFQISQFHVAYYASRTLSNMFAFGMTTLALRLLLPQCVRNDVKGV
KSTGTKENATKAAKGKKEATTVSPDYSRYRLALILFTVAGIVFRSELALLLATNTLYYFL
TRRIRIWEDIIPAGIIGLLVGLAATVTVDSYFWQEFPLWPEFSAFKFNVVSGQASAWGIDP
WYFYFTSALPRLLLNPLTWLVCIPASLLLCKTRQSSLSFIVPSLAFVAVYSFQPHKEWRFII
YIIPALTAAAAQGAANIWTNRGKSIFYRLLSFSLVVSTLGSFLFSTFILLPISSANYPGAQAI
QRAHFHGQGSQPRITLYMGNLACQTGVTRFLQQSRNSTSVSGSEEEASIATKWEYDKTE
DSVLKSTPEFWSTIDYALVEDQEFEQLQSYSSDPDSWEIIDTIVGFGGFKLIKPSEPRQHDD
GSSIEIEAIRKIAGDTGINLYKTMRDEITRRLTRGYWVEMSLVPRIRVVRHSRAI
>11249_t gene=11249_g
MLAFSGIENTPIVNTDTERAAANNNNMGGFTEEEGSLVLPDGTSLYTKSWKPEGTPRAIL
AFYHGYSDHCNSFFDFFPNLASSGFEVRSLDQRGWGRSVINNRKLRGNFGSTTTVMADL
HFFLQSLIPFTKEGSIPLFLMGHSMGGMNVLYYVLNPESPYHHQQDSTPTTKVKVAGILS
VAPLVAVHPSTQPLKIVEYAGRIARHIVPKMTMVQKIEPKWVSKNTAVEVDIVNDKGVL
FHSTGTLEGMAGMLDRGAWLNECYKKATVHKRDVPPLWVGHGTDDKVTWFEATKKL
VEGLDWHGDKTFREYEGAYHKLMNEPDGVGEQMTKDVAEWMEARLAKDDA
>11277_t gene=11277_g
MTTTDIKPLTVVVIGLGQMGHSHALAYHHNPGFQIIGLVDRRPPGKTFPNQLKDYPILSSF
EESLSLKPDVVSVNTHTATHADYAVAAMESGAHVFVEKPLAVTVSDAERVVSTAQRTS
RKLVIGYILRHHPSWIEFIHQARQLGPPFVMRMNLNQRSSGDAWAIHKRILEDVKNPIIDC
GVHYVDVMLQITDSEPVQVRGMGLRLSDELPPDQGQVNYGHLQILFADGSVGWYEVG
WGPMISETAYFVKDIIGPRGSVSIVMDESKKAAADGEDGCGSADINSHTRTSNVRVSTVV
DGKARDKMLSMEGEPDHYELCAREQQFLLDAIREDRDLSKHMQDAVKSLGIALAADRS
MRENRAIDLE
>11298_t gene=11298_g
MHSHYALFLPVLASLASAWAPPSYSGYTLLWSDSFSGAGGASPSSSNWNIITGNLGVNG
ELETYTSSSANVQLSGGSTIQLVPWADSSVSGGWTSGRVESKYTFTPAAGVITLAEADIR



FGTNAIANKQGIWPAFWILGDSLRHGTGWPECGELDILETVDGLLTGYGTAHCDVNPGG
ICNEPNGRGGNIVIPDQSWHTWRMTWDRTPSSWESETITWYMDGKQFFQISGSTIGDSG
VWATLCHDPLYFILNVAVGGNWPGYPNSATLGGYGSMMEVAYVAVYQS
>11320_t gene=11320_g
MHHALPPRKSSKAPPFAPRTSNLSLQRRRQIKGLGIIAFGLISVLFVLSRFFSFSVSEQIAAV
VPSGTASVVLVTLFDKQVLSERYTQWIQTNREDYASRHGYATFFANTSDYLYTLDEKTP
RSWVQVPAVRHAMAENPFSTYFFFLDAHAFIMDPTLPLTSHVLEPKRLESLMIKDHPVVP
PDSVIKTFSHLTPKDVELIISQDGEDLVPGSFIIKQGPWARFFLDVWYDPLYRSYNFARAE
KHALDHIVQWHATILAKIALIPQRVFNSYSKDSPDVAADGTYHDGDFVIHLNDCDAEGR
SCEEELQPYYSMWQRKTSSSKSS
>11325_t gene=11325_g
MRYLTRLSMLGSLAFISILVALFLLYASGSFYAAGDELSLKGTGQIAEEDLVNNVLTTTIP
PDSNHRLVVFGDAWSAIGSRLAAQGQAWPQWVCSMWPCRLETYAQREHVCKSSVCGS
VVDGTELHTIVSDAARSLEPLPDLRSQVDQWLAAELNATHTDPSGGGLKARTNNTIFAL
SFLIWDIWKFNGVSVDDTEKSMKRSLDTIFQQLDRLEKYTDSDDLHILLMLSIDPTFLPAF
DPTQGQKDMIDIVTDWNDKLTEKANDWGNGSVLIFNTNEFLNDQIRSRQFYLAGMLDG
HGLGNQNLWNDVENPCVSSTNTWLSFLDNQDQRCENPERFLFWDGLHLGPTANQMLA
TEIFHEIENLWTTDSNSTEST
>11348_t gene=11348_g
MHKTLSTSDVPSQFLQATYLTGHTPLKALDSDPRVSYALYIPPKKYDTTSDPIQLPLVILV
HGTRRKITALYAEDVVSFANSTPCAILAPLFPSGLDGPNDLDSYKTLRSKSLSSDLAIVSM
VEEVAARWPGVRTDKFSMMGFSGGGQFTQRFLYLYPEKLLAVSVGSPGRTTMLHLKKP
WPEGVADVETLFDRPFRKELIQQVPIQLAVGSADDQVHGSEEFWNWLELEQMKRKKDK
DGQNEELQRMRQGRLQTIRDLKEAWEREGISCQLTIVDGVSHEGEKMRPHMLRFLRPFI
QARFHKLPLENEGVN
>11381_t gene=11381_g
MSTTTSTSNPVVDGSTRKAIDQSTDPYYLRHPIRTLTLLFLAWKAILDPVIATSPGLGYDT
STNLLAVSSPLIAFDTDGAATWFDSLLSRANSPSLGLWNFVRWDVIYFVRVAERGYLFE
QEWAWGYGWTGLLRFLGSTFADTNGGVPLSAIAFSGIVISHVSHFLSALVLHALTKSLFG
HETQSQKAFCLISAALHIISPAGAFLSAPYGESLFSLLNFTGFYLYSSALLAENARHQARR
DILFVLAGILFATATTIRGNGIISGFLFAYDAVQGAWQFLNSGLSIDLIRRTAFVVLGGSIV
ALGSIIPQYIAYTEYCVATTRPWCGRLLPSVYSWVQVHYWNNGFLRYWTVSNLPLFILA
APVLTAMLYSSFRALTGRLGPYHIDHVSVSQMNTSQTVALRLAIAQGILAVTTLTSLHIQI
INRIASGYPVWYWYLAASAWGASKPFGSLNFATAVQGMVMYALIQAVLYGSFLPPA
>11406_t gene=11406_g
MQLTLLLGLASAAYAQSLCSQYSSYTSGQYTVNNNLWGESSGSGSQCTYVNSISSSGVS
WSTTWNWENNNSQVKSYANSQLSGLTKKYVSNLNSIPTSVQWSYSNTNIVADVSYDLF
TAADINHVTYSGDYELMIWLAKYGGAQPLGSQIGTANVAGTNWQLWYGVNGSQKTYS
FVASSPQTSWSGDILQFFHYLEQNEGFPASSQYLIDLQFGTEPFTGSQTTLSVNHWSAAV
N
>11448_t gene=11448_g
MASPSDIRDVTLTSTFWTSMQTRSRDITIPAIIHAQKSLQHWYCLTWKEGHEIKPHPFWD
SDIYKVTEAACYFLLKNDDPSLRQEVEQAVDMIRSAQHEDGYLNSYYTVRDISKRWTN
VRDMHELYCLGHLVEACVAYETLTQSGRLLEPVMKALRHVDSVFGPEQGKLHGYPGHP



EIELGLLRLYDLTHDPLPLKLAKYFILERGQKDENGEIFYDHEARARGGDPYDHMSAELP
NPYHHPRYYEYQQAHAPIVEQDEIKGHSVRAMYFVTAATELVRLTGDAEVKAALDRLW
RSTVDKKIYITGGIGTLRQSEGFGPEYFLSDTEESHACYAETCATFALIVWCSKLLRQELR
GEYADVMEVALYNGFLGAVGLDGKSFYYQNPLRTLTGRKKERSTWFEVACCPPNVAK
LLAQLETLIYSYQQDLVAIHLWIASDFTIPQSECTTVSQKTDLPWSGDIELKISGPKAVKL
ALRIPDWAASNYTCSLSGGELKDGYLYLPAVTNTTINLTFPLQPRKVYAHPKTGKDEICI
MRGPLVYCVEDVDNSGVDIDHIALIDGPVADAPAATIADVENVVTVKSPGKELVNTNW
SSLYSSEGWKYGESTQELTFVPYFLRMNRGGNGGMRVWVKRISS
>11468_t gene=11468_g
MPQQLGSKDSSLFRQVVRHYENKQYKKGIKTADQILRKNPNHGDTQAMKALIMSNLGQ
LEEAFVLAKTALKNDMKSHVCWHVFGLLYRAEKNYEEAIKAYRFALRLEPESQPIQRDL
ALLQMQMRDYQGYIQSRNTMLQARPSFRQNWTALAIAHHLGGNLAEAENVLNTYEET
LKTPPPRTDMEHSEAVLYKNTIIAESGDLERALEHLDTAGKRCSDVLAVMEMRADYLLR
LDRKSEAETAYAALLDRNPENSHYYDGLIKAKGLADTDHQALKAVYDELVEKFPRGDA
PRRIPLDFLEGEDFKKAADSYLQRMLRKGVPSLFANIKVLYDRPAKRDTVQELVEGYAA
GKIEPQTNGSSESQKPEDKITFEASTFYFLAQHYNYHLSRDLQKAMDYVEKAIGLVPNSV
DYHMTKARIYKHHGALPKAAEVMEEARKLDEKDRYINTKAAKYRLRNDENDKGLEDM
SKFTRNENVGGPLGDLHEMQCVWYLTEDGESYLRQKKLGLALKRFHAVYNIFDVWQE
DQFDFHSFSLRKGMIRAYVDMVRWEDHLRDHPFYTRMALSAIKTYVLLHDQPDLAHGP
TFADMNGVDEEERKKAIKKAKKEQQRLEKAEADKQELKKASAANAKGADGEVKKEDT
DPFGNKLAQTTEPLKDALKFLTPLLEFSPGDIRAQTAGFEVYIRRQKYALALKCLLAAHA
VDSSDPTLHVQLARFRLTLNNLKEPLPEKISDVVLEEFEAILPKSTNLNEWNNTYLTSHKE
NVDHVRAALSARLLITPNEKAACEKEFVDTIDLASATLEKAISGLETLDEWRADAATKK
AYKEKAHNKWREASAFVSK
>11483_t gene=11483_g
MADNGTELLEKATILLQTGQAEAALPLAQRVIEISDENSSNNRLLAINLVAEIYVELGEID
AARESFLHAVQFDPEGIIPESQGGGAEKFLWLAQLSEQGGADSVAWYEKGVSALRHIIQS
LEQNGDADTALVLEEKRKKLAVALCGVVELYMTDLSWEDDAETRCETLITEALLVAPD
QPDCLQTLASVRISQTRIDDARAALSRSLELWQDLPPEDPKIPDFPSRISLSRLLMEVQME
VEALQVLERLILEDDESIEAWYLGGWCLYLLAEKEKESSSEEKYHESMVASRGWLKQSL
KLYQKLEYEDERLRDHALELVQELNKELGDDMDDDSDDDGPVIPGAEGEDEEWDGEIE
AESDDDDEDHEMEDS
>11502_t gene=11502_g
MASVDTSSFADLRQQYDYIIVGGGTSGLVVASRLTEDPAVSVLVLEAGSNRVSDPRIAIP
GLAASTYFDPEFDWCVTSVPQAGLNGRSLAEPRGRTLGGCSAINLGMVIYPSRTDIDAW
EELGNEGWNWKSISHYLKKSQTLTPPSDEIKQELSLQYIDPAVQGQSGPIQVSFGDGPFPA
FNGAWPKIFENLGHKLTGDPMSGVAKGAFCGPGSIDPTTRARSHAGVAYYNEEVAKRP
NLRVVTEILVEKILLEKDGGKDAIATGVLYCAKDGVQKTVSAKREVILAAGSIKTPHLLE
LSGIGNSTLLKSHGITTIIENSNVGENLQEHGFVPFSWEAAEGQATAEALRNPEIAAAAM
AAWQQSGAGPLGLCPLTSAFMPLSESQSGELSSLFDTYLREEVIPPLLKTQYKVLRRMLE
DREEPTGQYTMAPFQILPEKGPSPKGIFGMTEPENFVSIVSVLNRPFSRGSVHLASADTKA
LPIFDPAFFSHPLDLELHARHVRWLETLAWTEPLASLLKADGRRLQKSSPDMSLETAKDL
ARERIICHYHVVGTAAMLPHEQGGVVDSHLRVYGTQNLRVVDASIIPIIPRGNTQATVFA
VAEKAADLIRDS



>10925_t gene=10925_g
MRIKAFASFLLLATVNPVACQTVTIKNGTLVGIRNPTYNQDFFLGVPYASPPVRPAATKT
CATRKLGCQNVTGPMSEDCLYLNIVRPANVSPTAKLPVMAWIHGGGFLAGSANDLRYN
GSFLVDNSVKMGTPVIFASFNYRLGAFGMLSGSVAEKAGVANIFLYDQRQALSWIQENI
AEFGGDPSRVTVFGESAGAVSIGLQLLAYGGRDDGLFSAAIMESGNPYSPSLITSEAEKE
YYFQRLLSVTNCTQALDSLACLRSAPALSLLEAASWPISVDGEILLESEASAMAEGHFLK
KRTTKACGNITETDYQSLWEFYRIAANESGDGGLGTVLANYSGDYYGAATLMIGDAFFI
AGRRGTNQRYAAQGLPTYSYFFDAQTANLDAQEYGVAHFQEIPFVFGNWQGVGWDVN
PLPAGDEETRYHKLAETMSRMWISFAVNHSPNYHKLPYIDVEWPMYNEENPTNMAFTL
SGVYQQADTWRQQGLEVLLGLEP
>10952_t gene=10952_g
MKCSFTILSLALVPYATAAPVEEVKRATTPTVTIAAPAATIVGAKSGTVDTFNGIPFAEPP
TSSLRLKPPVALTTGLGKVTATGTARSCPQMFFSDNWSSLTGILGSLIDTPLLQTISDAGE
DCLTINVVRPTGAGPTSKLPVLFWIFGGGFELGGTSTYDGTTIVENAISNGTPIVFVAVNY
RVGGFGFLAGKEILADGSSNLGLLDQRLGLQWVADNIAQFGGDPTKVTIWGESAGSISV
LDQMLLYDGDYTYKGQPLFRGAIMDSGSIVPTNWVDGYAAQKVYDSVVSAAGCSSAT
DTLECLRGLDYTTYLNAANSVPGILSYNSVALSYLPRPDGTVLTDSPEVLVKDGKYAPV
PMIIGDQEDEGTLFALFQSNLSTTQEVIDYLQSVFFSYDGNETIIEGLVNAYPDDITFGSPF
RTGIFNNWYPQYKRLAAILGDAVFTLTRRAFLNLANAANPHVPSWSYLSSYDYGTPILG
TGHGTDILQVFYGIVPDYASSAIWSYYLSFVYDLNPNANTTYPNWPQWSAGNKLVNFN
ANSLTTIADNFRQTQYEYLYQYISDIRV
>10978_t gene=10978_g
MLSRSLLNLLLPFVVNAGLFSPIATDNPANGIAGGTVECSAPPVSSFFADIGPPYVTNGW
WAPYAATPGNATAAGPFPYESALYNDGVIFGLSTDRQWDGFSIKQPTQTDWCVTFSEHE
GNFANHKAVAFDTQSVTVQYLQGSSKMTFYAVPGSPYVTFEYNQATPLLTSLNGNIKSF
NGEALTSGSNVTATGIEFNVTDSAGSTYLIYGLSSLTLTAYHDASIIEASSQYTGVIRLAM
LNQTSDKALLDKHSQVYPTSVGLDYSFTDTTGTLIFTWGTVGNGDDLLMLTWPHHRKS
LQSPNYPATTALSYLTTKGWMYPVLGNEWKLLYNLSNIIWNPPRPLDASCESAVIQGLE
YEVGLLDPANAPIPGDFYYWGGALNAVARLAVISDNLGRSDLTNLVIDYLKTSFDHWFN
TSATTLAAYETGWGGIVDKAGAINVFIDFGNGFYNDHHFHYGYFLAIAATIAKYDSTWL
TDHKDYINWDIINPSPNDPYFPITRCRDWFAGHSWASGIANGAGSRDQESTGEAINGYYG
ALLWASVALSQDYVNYANLLMMTEIQGAQTYWHLYPSYSETDPFNPYPEADVRALITM
GNVEDWQSGGWLFWGMEKSEIAAIQQLPVQPISELLYDTEWVENVWSYALDELLDPTIS
DDWKCVLIDAYSNANPQVAAEWSSNMTTWGGGQTYTNELYFIGTRENPVSTPICNSLA
QNPLGTFRLQEYTSYNWVAASSTNTNLTATLSSNADAAIFNSTFIPNSSKLQLTSTGQYV
TADGSGDYALSATRTTASAWEQFIIRQKSGAPGGVYSILAVSNSLYVTISSEGWLINNGE
VEADSAGFYFVKS
>10990_t gene=10990_g
MLWRSILLFPLLGIAATAASIDDCPGYTLSNVAESDSQITGDLILAGSACNIYGEDLTNLK
LLVEYQTNSRLHVKIYDANEQVYQIPKSILDPPSGQQDSSSQQSDLVFEYTNNPFSFAIQR
SSSGETIFNTSGTNLIFESQYVRLRTSLPSNPNIYGLGEDSDSFKRETTGYTRTLWNTGQAF
LPTHSNLYGSHPIYIEMRDGQAHGVFLSNSNGMDIKINQTTEDVQYLEYNTIGGVLDFYF
LSGPAPADVARQYAGVVGSPAQQSYWTYGFHQCKYGYRDVMWVAEVVYNYSQANIP
LETMWTDIDYMDLRRTWTLDPDRFPLHKMQELVAYLHNHDQHYIMMVDPPVSLNDSA



SYDAAVSSDVLIQNDSGTTFVATMWPGAVSYVDWFHPNAQSFWTGQIASFFNDQSGVG
VDGMWIDMNEPANFCGYPCSDPVQAAIDGNDPPAPPPVRTTWDPLPGFPSDFQPPGTSS
RRIKRDTSSANMTGLSGRNLDNPGYTIANGVGPLTGGTIWPDLPQYGGYVQYDTHNLY
ASYMIEASRQGLLARRPAERPFIISRSTFAGDGTRGGHWTGDNASIWAHYLLSIIQNMEF
ASIFQIPMVGADVCGFNDNTTETLCARWAMLGAWYPFYRNHADISANYQEFYRWPLVT
AAAQKAITARFQLLDYFYTAFYQQTVDGSPTTIIPLFFQYPNDPTTLNISYQFFYGPSILVS
PVTVEGSESVSLYLPPQDIFYDFWTGERVTPDGTNTLSLDNVTYTDIPVHIRGGSILPLRA
NAGAANTTTQLRTHDFELLVAPDVDGKASGSLYLDDGKSVKPAQTTYLQFTYDNGHLS
VNGSFDYDPGVGFKGVTVLSSSGSSTLNSAGGSNSTSKDSYGRVGIVRQIDEGFSGSWTV
NV
>10997_t gene=10997_g
MHSLQTLLYAGALASTTLAYPTIHQRDSTNKLAVYWGAEDDTTTLSDVCSDDSYQIVNL
AFVSYFNGNGGYPTLSLSTLDGPSQAQQDAGATSLQDGSSLVDTIQACQSSGKLVIMSLG
GAVGDADVTLSGDDQANNVADMLWSLFGGGTDESITPLRPFGDVKLDGFDIDNESGDP
TGYSAFVSRLRSNFAQDSSKTYYLTAAPQCPYPDQSVPLDVCQQLDYVWVQFYNNGDC
DVAQSGFIDAVQNWSDGIGDAKLFIGAVASDADGDEGYVDSGTLVSSLKQVEGLGLSNF
GGAMLWEAQLAVNNDNYQQTIAAAL
>11002_t gene=11002_g
MAFIRSTVVAVLVTATLVTAATTGTGKRGLAYNNNNVYGNASYANEFFAHSSQVTWG
YDWGYPSWNLSSVFEFVPMLWGLPSGDDPDWTAAVHTAGTLNILGFNEPDLTYSGSSNI
LPANAAQGYLTYMQPFADIVRIGAPNVLWNNYDSTSSGGDYSSRVWTSYFMGNCTGCH
FDFACIHWYQDCEPGNGQSGADWFTSNVTDAYNTLHLPIWITEFQCYGSDDQQASFLES
VIPWLDSQDYVERYAYFGVFPGYLLDAAGDALSASGQAYLSS
>11005_t gene=11005_g
MAPHLDLLEKTSQNNGTAPHQCTLLRVSGTNIIDAYGHPVILKGAGLAGHLNMENFITG
FSGHEHQFRHALIEVLGQELATYYFERMIHYWFTDEDAKFFASLGLNCIRVPFNYRHFID
DKRPRILKQEGFRRLDRVVEICRKYNLYVILDLHSVPGGQNQDWHCDSGLARALFWEFE
LFQEQVINLWAAIAEHYCNDPIIAGYNPLNEPADPSHVGLLDWYDRVEQAIRAVDPNHIL
FVDGNTYAMDFSHFDRVLPNTVYSCHDYSRMGFPIPGQPLYRGTDSERAQLKTQFERKV
QFMRDWQVPIWNGEFGPVYPDLKDSQAGTTTQARLDMLQEQLRIYADSNISWSIWLYK
DIGYQGMVYVNPETPYMKLIESFVAKKQHLGLDFWGCTDKEGVRDVYRPFIRQLKDMI
PQNLHKKKYPPTWTFDRQVERTVRESLLSEYLVWEFAELFQGKSREELEELAKSFAFEN
CVKREKLNALLIRDAVARG
>11009_t gene=11009_g
MKYSWVLASLAVLAAASDESCPTGECRCMPTDSCWPSASSWAAFNSTVGGRLIATVPIG
SPCHDPTYDATACAALQAAWNLPQTHIASSSSIMQTYFANDSCDPFSLESSPCLLGNYVD
YSVNVSSANDVIAAINFAKRNNIRFVIRNTGHDYFARSTGAGSLSVWMHNFNSIQYKDW
SDSHYTGPAFKVGAGVLGYQILEASHAKGLVTVGGECPTVGLAGGYIQGGGHSALSTAF
GLAADNALEFQVVTASGQLLTANRFVNTDLFWAISGGGAGNYGVVIYATVKAHPDATI
GGAGLQFLSSGTTTDNFYEAISQFHSLLPAMIDTGATVIYEIASSFFALNPVTAYNKTSAD
VEALLTPFLNVLDNLNITYAVSYTQYDSYYDHYDKYMGPLPYGNLGVGEYQYGGRLIP
RTALDSNPTGIAAAIRNITENGVIAVGVALDVSNPGDVHNAIFPAFRNAAVTMQIGTPWS
ETAPWADMVADQYRITDEFVPQLEAVTPGSGCYQNEANFRQPNWQETFFGSNYDALLT
VKQKYDPDYFFYALKAVGSDYWTVDETGRMCPA



>11029_t gene=11029_g
MAFKEYAYKEVGGGESLLASVWYNPGASETAKPIVLYFHGGSWVLGHKDMLSPDYVK
ELLDLGFSAVVSPNYRLAPTISAQEGPVQDAKDSYTWSQTKLPQLLAQDANVHVNGNKI
VTFGHSAGGTLALLMASMPQKPLAILDVFGLKYFNDISYSTPNPAWSKLPDFDQTLLDKI
KDEVPPPSSAPAPGGPNGPDFTNHRIAWLFTSLKKGTWLKSVAPNGDIDSIDPGKLFSSSS
PFPPTYIIHGSADTLVDVKLSERAFEVLKKEGVDTELVIEKEAPHGFDAGAKPGDHKYEL
VAKGFKFLASYTV
>11055_t gene=11055_g
MFKRLVLTLAVSKSALGALLYQRSDSCSGTYTATTNYTHCGTDFCTWWHNSGEINTQT
PVQPGNVRQSHKYSVQVSLAGANTYYDSFVYESIPRNGNGRIYAPTDPPNSNTLDSSIED
GISIEPSIGLSMAWSQFEYDQDVDIKILTTDGSSLGSPSDIVIRPVSISYQISQPRDGLIVIRV
PADANGRKFSVEFKNDLYTFRSDGNEYVTSGGSVVGIEPTNALVIFASPFLPSGMIPNMT
PDNTQTMTPGPINNGDWGSKSILYFPPGVYWMNQDQSGNSGKPGSNHMRLNSNTYWV
YFAPGAYVKGAVEYFTKQNFYATGHGVLSGENYVYQANAGDNYVAVKSDSAGLRMW
WHNNLGGGQTWYCVGPTVNAPPFNTMDFNGNSGISSQISDYKQVGAFFFQTDGPEIYPN
SIVHDVFWHVNDDAIKTYYSGASISRATIWKCHNDPIIQMGWTSRSISGVTIDTLNVIHTR
YIKSETAVPSAIIGASPFYASGMSPDPNQYISMTISNVVCEGLCPSLFRITPLQSYKNFVVK
NVAFPDRLQTNSIGTGESLIPAASGLTMGLAISDWTVGGQKVNMQNFQSDSLGQLDIDG
SYWGQWSIS
>11057_t gene=11057_g
MGNVLSAYHVSECEVQMPCGSGSIRGVEFDFKVRRFANIPYAMPPIGQRRWRKPQPLPK
HFSYTTSHGEAFDGTKFGQVCPQPDYSDAVKKKHSQHTYGEDCLRLNIWAPSVDASSES
SPRWPVIVWFHGGWFQMGEPNQEQSTDPTELVKKINVVFVAVGYRLNVFGFLAGDALL
EESSAHGVGNYGLWDQRLVMEWVHENITAFGGDPENITLSGRSAGAYSVQAQVFYDFR
GSIADISRNRFHRLVMISNAIPTQPKKIHDCQAQFDELCMHFSISLDAPGHVKLHLLRKIP
GGNLTAAIMKLKHHTFRPVTDGDFILDGIFDYFRSGSFAKEFKRRGLRLFIGEVLDENTL
YGATNGPDANQESLRLQLLNYYSPAATSRLLQYYSFPKPNVRHDWETLFGRIVADGQV
RAPIRFLVNNLTQHGIEIHNVWRYTIAYRLSFITEKVAPRSFGVSHLMDKPFWNYSILHGP
TVLERRLMDDWIRNLEAFVWNETSYVYGTESFVETKVITPVGNIEIQEDNFWAELLTAM
EYFCGSA
>11059_t gene=11059_g
MSAWWKESTVYQIYPASFKDSDGDGVGDLRGIISKLDYIQALGVDIVWLNPIFSSPQVD
MGYDISDYYDIHPPYGTMEDVDVLAESLQERGMKLVMDLVVNHTSDQHPWFQEAISSIS
NPRRDWYIWKKPIIGKDGKPQPPNNWSSYFGGSAWEYDDRSGEYYLHLFAKEQPDLNW
ENVEVRKAVHNIIRFWLDKGVHGFRMDVINFISKDPSLPDATIVRDSKWQNGSAHYACG
PRLHKYLQEIGAILKEYNAFSVGEMPEVNDCDEIIKAVGFQRGELNMIFHFEIVSLDHGEG
GKFTAKNWNMQELKSVVLKWQKFMYENSGWNALYLENHDQPRIVSRLGSDQPEYREL
SAKMLAAFLGFQSGTLFIYQGQELGMPNVPRHWEIDQYRDIETLNHWNEVVCEGLADP
NVSLGEYRLKSRDNARTPMQWDGSENAGFSTSSPWISVHDDYMVFNAASQIADQHSVY
HFWRTILALRKVYPDVLIYGSFDLISSEHPDMFGYMRVSDSGRMAVFVANFRPRVVTWT
PPRSSKIKSGGIILTNYPSRRSLKYISEESLNLEPLEAFLWLEDMEESSRL
>11723_t gene=11723_g
MTVFIASLFLPYTVNFHLDKSAKTSNSSPKSKSPKGSPKRNGLSAAASLFQKPQDEIIKKA
MTPGATTDHEQIFTNPRTKLEPLSEYPFPTAPNGQVNILSQSEAHSPAWGSTHTFNQPRP



MNVTLPSPSILKHQERLSVAVPQVIENPKQPTMGIESQKAQGQIMRSVPSHSFSDADWTIE
SAEQGNPGLRNAVRSFSDPGLDDTVWVGTLGMPTDALDTHVKSEIAETLEDKYSSLAV
YVSDADFDGHYSHFCKTILWPVFHYQIPDNPKSKAYEDHSWVYYVKLNEAFAQRIAKN
WRRGDTIWVHDYHLLLVPAMLRKLLPDAQIGFFLHVAFPSSEVFRCLAPRKELLEGVLG
ADLIGFQIDEYCRHFLQTCSRILCVEARKDGVQLEDRFVNVGKFPIGIDPTSWDERRRSH
DVEHWIKVISEKYEGKRLIVSRDKLDSIRGVRQKLLSYELFLNTYPEFRDQVVLIQVASST
NEQAELDTLVSDIAMRINSTHSTLAHQPLVFLKQDLSFAQYLALITVADALMVTSLREG
MNLTSHEFVYCQDGKYGPKSHGPLILSEFTGSASIFDGHALLVNPWDYRQCAEAIHTALT
LTDSEREVMWRKLHDAVLQNSTTNWVKSFREALSKVWDEHSSRETIAVPRLSVPRLED
TYRNSERRLLILDYEGTLASWGSPTSIILTTPQRALATLTDLLEDPKNIVYVMSARRPEEM
ERLFRQVSGLGLIAENGCFIREPSKDSWIKLNEEHHTKEWKAGTRGILNYFRERTENSWI
EELHCSFIFHYGDAEDKLAAARQASECADHINDACASQGVHVIPVDGALIIQSSRTNKAS
AAELVWRYSIQRGKEGGYTGQPDFLFVAGDSREDEVVFRWANKLAESKAVKNCMTVT
LGSRSTEAKATLTQGVTGVLSCLQRLAASTQSEPTFSPR
>11774_t gene=11774_g
MKFTDGMWCLREGITIDWMSNVERSSVEQDVVRLLLNKYQRHRGDTLNSPTISAEVTSP
LEGIIGVKLVHWAGEVDNGPHYQIASATGHSKIDQTNDAVRIQSGPASLKINTAPNDLGF
VWQGDAGQTLTGHSFRSIGYVKDRTTNKTRWSDGLYIEHEGYMLAELNLGVNEKLYGL
GERFGPFVKNGQRVDIWNEDGGTSSELAYKNIPFYLSSKGYGVFVRHAGKVSLELQSER
TTRVNISVPGQELEYFIIFGGTPKEVLRRYTTLTGQPSLVPAWSYNLWLTTSFTTSYDEKT
VTGFLDGSRDRDIPLGVFHFDAFWMKSYQWCDLQFDEDYFPNAIAYLKRLKERGLKISV
WLNSYVGHASPLFNEGKEKGYFIRRADGSVWQWDMWQAGMAIVDFTNPEASKWYTG
HLMRLMDMGVDSFKTDFAERIPFQNVKFHDGSDPVRMHNYYSILYNKAVYEAMIGRV
GKAKSLLFARSTAPGGQAYPVHWGGDCESTFEAMAESLRGGLSLMLSGYIFWASDIGGF
EGTPQPALYKRWVQFGLLSSHSRLHGSGSYRVPWIYGEDCSDVLRECVKRKISLTPYLL
QEALHGHQSGVPLMRAMFLEFPDDLTTYAIDTQYMLGSNLLVAPVFTEDGTVTFYVPR
NAQDDSKGKWASWFDLDKTYEPGQWYTEKHDFSSLPILIRPGTVTAINSKLKTPEDDAL
DGLEFIVNGMLESGDGKIDIVNPKDAHEVLKSIDVQKVIGNGANVVKIYSWDQI
>11804_t gene=11804_g
MRLFSISRLPSAEGDGDTNSAKSKTAVIKITEVFGKSENSERGSQTDCERQQQGPPRYPK
GGKFGARFTITESVTMLFCIGVIIAVLIYAGKVTGQPSGITNGDDKQYDDSKNPNDYTQY
VNIWLGTQGGGNNNPAVSRPFGMVKLGPDLYASGKDAYSGYLSNGVFSGFSMMHEQG
TGGAPKYGVVSQLPLVGDVAAQPLSNLTVGRHSRMADGGSIGYYKAVTSEDVVVELAA
TSRAGMYQYTFPRNIKKNGNVLVDVSHVLPSFRRQGLSQGYAGGKIEVAEDGHYEGYG
VYNNGWNRSPDWTIYFCGYFNSTPISNKTYLATDADGSIAQSSGTATSNSSDVRVGSLFT
FNTSTNNVVTSRVGISWLSTSQACTNLHNEIPANTPFSRVINDTKTLWNSEVLSKIKSSAT
NETTLELLYTSLYYMHLLPTNQTGENPGWVSGEPYYQDIFTFWKDLFRCSTSLMQILQPT
AYEEQIRSLIDIYRHEGYMPDARSSNYNGRTQGGSNADNILADAYVKGIRGKVNWTDG
YAAMLKDAEVPPANTIPADPMAPDSSTKEGRGALPDWKTYGFITPSYARAVSRAVEYA
YNDFSLYQVASGLNRSEDAAKYLNRSRNWRNHWNPAATSLGYKGFVVPRDAEKGFQSI
DILSSGYWHDACYEASAWAYSFMDVHDAAHMIELMGGEESFEARLNTTFEEGADGSSG
SFIFDPTNEPMFTVPYLYNYINRPELSVLHARNIAKTYYNTGVTGLPGNSDAGAMQTWL
LWNMIGLYPITGQTTFLIHSPWFEKLSIDLGGGKKLKVTATGGDNNGDEDYFVQQVKVN
GQVWDKGWLAWGDVFAQGGTIEFKLGSDPVQWARGNVPPSPAS



>11806_t gene=11806_g
MAALTEQPDGTGVLKLDPWLEPFQDALKTRFAYAQDWIKKINDTEGGLEKFSRGYEKF
GFNVKENGDIVYREWAPSAIEAYLIGDFNNWDRKAHPMKKNDFGVWEITLPAKDGVPV
IPHESKIKITMVTPAGEVIDRIPAWIKRVTQDLDVSPVYDAVFWNPPADKKYSFKHDRPK
KPASLRIYEAHVGISSPETKVTTYKNFTTNMLPRIKYLGYNAIQLMAIMEHAYYASFGYQ
VNNFFAASSRYGPPEDLKELIDTAHSMGIVVLLDVVHSHASKNVLDGLNMFDGSDHLYF
HAGPKGQHELWDSRLFNYGSHEVLRFLLSNLRFWMEEYKFDGFRFDGVTSMLYTHHGI
GTGFSGGYHEYFGPAVDSDSVMYLQVANEMLHELYPETITVAEDVSGMPALCLPLSLG
GVGFDYRLAMAVPDMYIKWLKEKQDDEWDMGSLVHTLTNRRHGEKTIAYAESHDQA
LVGDKTLMMWLCDKEMYTNMSVLSELTPVIDRGMSLHKMIRLVTHGLGGEGWLNFEG
NEFGHPEWLDFPRAGNNNSFWYARRQLNLTEDHLLRYRFLNDFDRAMQVTEEKYGWL
HAPQAYVSLKNQSDKVIVFERAGLLWVFNFNPTQSFADYRVGVEQEGTYRIILDSDDPD
FGGHGRNQKETRFFTTDLPWNNRKNFLQVYIPSRTALVFALESTL
>11819_t gene=11819_g
MPFTKVAALSAVLALASTVAGHGYVQNIVIDGKSYSGYIVTQFPYESNPPAVIGWATTA
TDLGFVDPTEYTNADIICHKNATPGAISATVAAGGTVELQWTTWPDSHHGPVISYLANC
NGNCSSVDKTTLDFVKIDEGGLIDDTTTPGTWASDQLIAANNSWTVTIPDTIAPGNYVLR
HEIIALHSAGNTDGAQNYPQCINLEITGSGTASPSGTAGEKLYTPTDPGILVNIYQSLSTYV
IPGPTLWSGAANNAVATGSATAVATTAAASATATPTTLVTSVAAATGSPSTVAPASSTT
ATSVATSVAPAVTSFVDVVTVTDVVTVTTVITTTVF
>11826_t gene=11826_g
MAESADSAPPRPDQWSVADVVYITLVAPLILAAFAEWFLWLGAFLFGLVNVYRKAEHW
TTRVIAVFIMILFSMLRSVFLPVMVVTLPLPNNITRHFSWALVNVLQWFAFYMFSVLLLV
PWALCLYRLITSEIGRSKRMKDVLHDTVAPKVVVVMPVYNEEPGILIKAIRSVVGSDYPS
SCLHVFLSFDGEPSDQLWDSIAMQLGIPLGVSKRAQSIDAIYHSVRVTVSRFPHGGKRHC
QKRTFKLIDRIYADYIARHDDLFILFIDSDCILDKVCIQNFMYDMELKPGSGHDMIAMTGI
ITSTTKTMSLITILQDMEYIHGQLFERSVESTCGSVTCLPGALTMLRFSAFRKMAKYYFED
QIDKVDDFFDYIKCHLGEDRWLTHLFMVSTVKRNRIQLCTGAFCKTQAVQTMSSLIKQR
RRWFLGFISNEVCMLTDVRIWRRYPLLCIIRFMQDTIRTTALLFFIMILSVSTTSTSLASLPL
GFIAISLGLNYALMLYFGYILHRFKAWLYPLMFLLNPFFNWLYLVYGCCTAGKRTWGGP
RTNAPKADVHTTPREAAEQAEAQGDDLNVDVSTFREYGNATIGVPLHPTESVTNRLATD
PNYDGSCDFNLESELSLMDYDREESAIPKIPLHPRASFDSTTTDSYSVSLPLPVESLVEEER
KLQDIRGFDKQTLDSDRGVQLRTPPRKPNNRRDSLSFPGRQRDFSPQSSPTLSTVSRLDSP
GEMNMDPVRQLVPLHLTPSPLGQSCMQNMVPEDNDHEPTVRAPLFGGIGRKSIKKGRRL
LTLGRKSGSQ
>11862_t gene=11862_g
MSSKPLARERKPSIGVPVAELQAVGPGFSRPKHKRTFTGFGPAEIKAVEASIPEHLRETWR
KYSATSFENKEEFERDFVRHVYTTLARSLYNCDDLAAYSGTALAFREKLIIDWNKTQQR
QTLADQKRVYYLSLEFLMGRALDNAMLNVGKKEIAKEGLEDLGFRIEDVINQEHDAAL
GNGGLGRLAACFLDSMATLNYPAWGYGLRYRYGIFKQEIVDGYQVEIPDYWLDFNPWE
LPRHDITVDIQFYGQSIRHENEDGKVNYNWQGGEIVKAVAYDVPIPGYGTTTTNNLRLW
SSKASSGEFDFQKFNSGEYESAVSDQQRAETISAVLYPNDNLDRGKELRLKQQYFWCAA
SLYDIVRRFKKTKRAWFEFPDQVAIQLNDTHPTLAIVELQRILIDLEGLEWDEAWKIVVG
TFGYTNHTVLPEALEKWSVPLMEHLLPRHLQIIYDINLFFLQDVEKKFPNDRDLLARVSII



EESRPKMVRMAYLAIIGSHKVNGVAELHSDLIKTTIFKDFVNIYGPDKFTNVTNGITPRR
WLHQANPRLSKLIASKLGSYDFLTDLTLLDGIERFVDDKEFRKEWAEIKTENKKRLAKHI
KDTTGYTVDPTALFDVQVKRIHEYKRQQLNIFGVIHRYLKIKSMTPEARKKLVPRVSIFG
GKAAPGYWMAKTIIHLINKVGQVVNNDSDVGDLLKVIFIEDYNVSKAEIIVPASDISEHIS
TAGTEASGTSNMKFVLNGGLIIGTCDGANIEITREITESNIFLFGNLAEDVENLRETHRYK
GFTLDEDLAKVFESIRSGTFGDAKAFESLIASIADHGDYYLVSDDFKSYIQTQELVDEDFR
KQDDWIAKSIRSVARMGFFSTDRVIDEYAESIWNVEPLVVE
>11897_t gene=11897_g
MQALMRLVTAALAVAIPLAAAQTYTSCDPLNGTCPADPGLANYTFYTDFTAGDSAFEF
WNTTAGTVNSTSQGAAFIISEEGDSPTIQTAFYFFFGHVDVKMKIANGTGIISSIVFLSDDL
DEIDWEGIGTYNYEIETNYFGKDNTTSYDRATYPNVTTPSDEFHTYSVDWTPEQIQWSV
DGDLKRTLAYDDALNGANFPQTLMVLKLGIWAGGSSSEGEGTIEWAGGETDFSDAPFT
MYVESVNITNYYPAKYYTYGDTTGDYTSIILSNSSSSSNSSVTTTTTKNGTSTTTLVSNTS
SSNTSSSSASASSSAVISTAGAAVTELVVNPVVIVTAVVLYLFV
>11916_t gene=11916_g
MGFFWKLRLTIIVFFLRLIHRRTQKRPQANPDFVLQIPSRDAGRSIKAHVYCPANLQTPSP
VLLNFHGSGFIMPLHGSDDFYCRRVSKETPFTVLDIQYRLSPQNSFPAPLHDIEDVVKYIK
TSPADANVGITYDPSRICIGGFSAGGNLSLAASSMILLPNTFRSVIAFYPPADLATPPDAKS
PPEPTDKQIPPWMAKVFDGSYFLDRDARDPRISPFYAPAENFPDNVLIVTAGQDYLADEA
TGLAERIKKEARDKYVVSLRVEGCGHAWDKNIGDEDIHRAKKRDEAYTAAVEMLNRSI
S
>11926_t gene=11926_g
MANTTRGEDYSTQRLRQRYYFHDPNMDLFLVGALGWGPAGGLSIGEAYHVASQITDGD
AGSWSQSFENQGIAQSKQADEWKKRGLVRAAGEMRLKAFVCYRMAWQFVAPGERFIA
LYCTHEKLFDQAMTELGLPVTRFAVNYGGGNLPGHFFQAADPTTPTVLVLGGADTCHE
DRFLSQGRYLLERGYSVALVDLPGQGKVQEQGLHWEPAAEKPIAAVIDELISSFGVDPR
KLVLLGMSLGGYFACRAAAHEPRLAAVIATTPLTCPLELFLSVEKRAAEATISQAEEKN
MEVIMWKAGISGLSELIQRWEGMIAEPGKVQVPFLSILGEQEGQVWKEQARAWHEAIPS
SKKSFVILDAQSGADIHCQGSNPLRLTQEVDAWLREVL
>11939_t gene=11939_g
MHSPASYSPLDSRNSRYARPPISPTPSEQELLQPYESRDHGVSLDDPISPTESMRRYTLND
PGAATFAAPPYQESDSASIHDRQGAQTPLSRNGSRTDALRRYGTRKIKLVQGSVLSVDYP
VPSAIQNAIQAKYRDVEESHDEFKFMRYTAATCDPDEFTLRNGYNLRPAIYNRHTELLIA
ITYYNEDKVLTARTLHGVMQNIRDIVNLKRSEFWNKGGPAWQKIVVCLIFDGFEPCDKN
TLDILATIGIYQDGLMKKDVDGRETVAHIFEYTTQLSVTATQQLIRPHGDDATNLPPVQM
MFCLKQKNSKKINSHRWLFNAFSRILNPEVVILLDAGTKPGPKSLLALWQAFYNDKNLG
GACGEIHAMLGPRWRKVLNPLVAAQNFEYKISNILDKPLESSFGYVSVLPGAFSAYRYR
AIMGRPLEQYFHGDHTLSKRLGKKGIEGMNIFKKNMFLAEDRILCFELVAKAGFKWHLS
YVKASKGETDVPESAAEFISQRRRWLNGSFAAGLYAMMHFGRIYGSGHNIIRLFFLHLQ
MIYNFCQLIMTWFALGSYWLTTSVIMDLVGTPSTHNKEVGWPFGNTATPVVNNFLKYG
YIFFILLQFALALGNRPKATRIPYTLSFLYFSIVQLYILVLSFYLVVNAFTGGNLDFNLDNG
IGAFLKSFFSSSGSGIILIALVSTYGIYIIASVLYMDPWHILTSSWSYFLGMTTSINILMIYAF
CNWHDVSWGTKGSDKADALPSAQTKKDDDSKKVFIEEIDKPQADIDSQFEVTVKRALEP
WVEPKEDDQMSVDDSYRNFRTTLVLLWVFSNLLLVLLITSTGLDRLCLTNTSTTRTSWY



FEVILWATAGLSIFRFIGAMWFLVRSGILCCVSRR
>11962_t gene=11962_g
MSSSEDEHSDDSHSSHSDSGRKRAPSPFYLPLNVAFYAFLTSNAVAAAYAPIQDCDEIFN
YWEPAHYLEHGYGLQTWEYSPEYSIRSWLYVGLHAAVGIITRIWSSNKKTQFYVIRAVL
AFVCAACETRLYSAISRTLSKRIGLLFLIIIAFSPGFFHASTAFLPSTFTMYTSMLGLTAFLD
RRGRNKIAEGIMWFGTGAIIGWPFSGALILPLLAEEVLTSIFSGHWGNTLGQVVNGGMRC
IVILGLEIGVDSLFFQRFAFVPWNIVAYNVFGGEGRGPNIFGTEPWTFYIRNLLLNFNVWF
ILAASIAPLLILQAWFGGRTSSSQTLLRSLAFVSPFYLWQAIFTVQPHKEERFMYPAYPFL
ALNAALALHLILAYVGTNKPGTLMGLIPGKVKFIAVTAFMLLSINAGLLRSVGMVTAYG
APLKVYDALDAFGVAQEGSVLCLGKEWYRFPSSFFLPQSMRAKFVKSEFSGLLPGEFPE
GNSIQALLAGTSAIPRGMNDRNEEDISKYVDISQCTFLVDSYFPSRPSTDLEPDYIHDQKD
WEVLTCHQFLDASETPTLGRVLWIPNLPFVPSRFRRQWGDYCLLRRKDLS
>11981_t gene=11981_g
MLQDTLLENILATEAAAAAPSPTQPGLISTCDDYNRVQRGDYCDRIVKKFDRLTLKKFY
AWNPAVKPDCSELLDGYYICVGISDAPPSPVAQPTAAYSLMARAEPVPTPTQSGIASDCN
NYYKVITNDTCIGIAYQHAITLLQFYSWNPAVGSDCQVLLAGYYVCVGISDTTTTTSSTS
TTATSQPPPTNVPEPTQSGIAPDCTEYYEAQPGDTCVSIVQKYEAQGSAFTLSTFERWNP
AVGSDCKSLLAGYYYCVATPKMHR
>11993_t gene=11993_g
MDFSKYGELVSEWTSYVLAHPIINQPWTRPSEEESLTEMHIAGNNARAALDQLALKARD
LEGKFTSQDFMVETRDGSSIPLRIYTPNDALSPSEGRPIYIYFHGGGFLHGSIDTERSVCGSI
ATKLNVMVVHICTRHVHEAKHPILHHDALDATKWLLEHAIIHGGDVSNIVIGGVSSGAN
LAAYVVQQFPTLSATVHNGNNATRLKGQVLMVPWLIQPEAFPYDRFAEKSKTSLVQCA
EALALSTERLEWLSSLLQAEDITDPTINPALADDEILTRVPKTAILVAGGDPLRDDGLLYA
TRLEKARVKTKVHVFPGMPHHFGVYQLPHPHVTYELRSATVSQQKMFESIQWAFNDGD
EDADKGWIIEGTS
>11999_t gene=11999_g
MHFSTLASAGLMATTAMAYPHVLNRFSAAKRQASGAQNVVYWGQNGGSAVENNDLS
TYCTADAGIDIIVLAFLYEWGNGVTIPSGTIGQSCYIGTDGTGQNCDDLATAISTCQSNGI
KVILSLGGASGAYSLSSQEEATTIGQSLWAAYGSPNATSSASTTVPRPFGKTFVNGFDFD
LEANSGNEYYQYMISTLRTNFANDPSNTYYITGAPQCPIPEPNMQEVIANSQFDYLWVQF
YNNEGCSTDTGTNFNDWITNIAGTPSSGAKIFLGVPASEDGSTGTASGAKYYLAPSDLAT
LVKQYSNNTAFGGIMMWDAGFSDGNVNNGCTYAQEAHSILTTGSAC
>12011_t gene=12011_g
MHSFLTSSAALLLAAAMPLASAQTYTTCNPLTSTCPSDPGMGATVDTDFTAGASKDWT
VAAGSISYNSNGAGFTVAKEGDAPTIQTSDYFFFGTVEVTLQAAPGTGIVSSIVLESDDLD
EVDWEALGGDTTQIETNYFGKGYTGSYNRATYVGVSTPQTTFHTYTVNWQRDSIQWLI
DGSVVRTLTAAEAGDYFPQTPMRLRIGIWAGGDPSNAPGTIEWAGGQTDYSAGPFTMY
LKSVKITNANPGSSYTYGDNSGSADSIKIDGASAAVSTTTTAAPTSTHTSTSSSSSSSSSSSS
SSSSSSSSSTTLTSTSPASSTGADTSSAPSSTVSSTKSTAPSSTFSSISSSNPSAVTNPISGITSS
NSTLPASNATTPSGSTHPTSPSSTSTIAPKAGAASQTSVTSSVVALYCFLFAIVAYVL
>12013_t gene=12013_g
MALPQDSGGNTGTTATEDRDALSRIFTHEDFSVGEGVPKPVYSNVYGRMDLANEGLNT
QASITADGRVDIDISEPTSRLRSMFKLPTFGPRSRATTTSATIPSSLDRRRDQKPPPLNIVIQ



VVGSRGDVQPFIALGRVLKFSHGHRVRLATHASFQGFVEENGLEFFCIGGDPMELMAFM
VKNPGLMPGFDALKNGDIHRRRVEIAAIISGCWRSCFEAGDGTGVPVSDRTVDWNNFKA
GNVPFVADAIIANPPSFAHVHCAEKLGIPLHMMFTMPWSPTQAFPHPLATIHCSKADVGI
TNYVSYAIVEMMTWQGLGDIINRFRERSLGLAPISIMWAPSMVSRLKIPQTYCWSPALIP
KPNDWGSHIDISGFYFLSLASNYTPPDDLAAFLAAGPPPIYIGFGSIVVDDPNHMTQLIFD
AVRLTGRRALVSKGWGGLGAEQLSVPEGVFMLGNCPHDWLFHHVSCVVHHGGAGTTA
AGIAAGRSTVIVPFFGDQPFWGAMVAKAGAGPQPIPYKELTAEKLADAIKFALEPATSEK
AASLAAVIEAEHGADDGAISFENHLKVDKMRCSLDPDRVAVFRIKRTHIRLSALAFAML
NAEGKLGVDDVKLYRSQEYMTEPDPTDPVIGGGAAMLDSIEEFLMGFADLSMDVKRSL
NSRISRSSSRSSTNRKSGSQSRTVSPNAAARAKLLSDDDSSLKPFTDTSSISTKDSFSMPLA
GDTVTSSPATDGATEDSTPLKAHTVDSTVKEARIRKHARTINDIRDLDIDGILSAGKSAAK
VVNVGLRAPASFTMAVAKGFHNMPLLYGDDTVREQPKVTGIKSGLKAAGKEFGYGFY
DGISGLATQPVQGAKKEGAVGAIKGFSKGIGGLIFKPAAAVWSLTGYTMSGIYQEIQKRF
GESVENYIMASRCAQGLIDLSACTTEEKENILTKWSIFEAEVEAKKNARRNRYKLDGDG
KRIKTRTMSEKSKDAGKTQEEQEAESLKAAERANRRESLRQLFRGRASSSPPPRKTTSES
VLPDEYEHAIRHSVLATSQGDDTEDEMIERALRASMTELENAKVAGEEEDRAYDLAVQ
ASVREAERVIEEKKREHNERSAVGKDEKSNYYIHQPQAQPPPYSVDETDQNKPRRPPTLP
PRSPVPIPTDHEIELQNAINESQRSYDDNLRREQREKEEMDIIMEYVKRQSLAEAEQQRRQ
EQREEA
>12026_t gene=12026_g
MRGFAQLAAALAAFMVGQTLASPVARSLPGPVQVTPKKGDVVITPQNFLNGTWKGNET
TKSDALNAAAISGTLPIEIVNNLAGSASGSINAYIQGQDTTGAIVFVLADGSFYYPPGTSS
GVPVQISENLAIPLGAQGTTTTITIPNYLISGRVYLAVGDLAFYMVSGGLVQPSATNPSDA
SANINWGFIELTNSPTAGLFTNISYVDFIGLILGMSVTSSDGTVQTALGLTSGAVQDICTK
LASQTASDGYPWASLCQTDTSGAYLRVLSPNDYISTDGSAFSDYWNSYVSQVYSTYASS
PLTINTQNTPGDVTCTTGGSAILTCQGSDVTFAEPTARDIFGCNSGPFAVTGNAVDTAIVP
RLCAAFNRGTLLLSGGNVQPSLSADSYYTTSPCNYYSKFVHQNEVDGKGYAFSYDDVN
PDGENASGELTSTDASLLSITVGGPST
>12031_t gene=12031_g
MAPIETKTYDFIVIGGGSGGSGSARRASGWYGAKTLIVERGRSGGTCVNVGCVPKKMT
WNFASINENLHAARHYGYDVDDNIKFDYAHFKSIRDSRIQRLNGAYENNWGKEGIDLV
HGRARFVEPKVIEVTSNDGSESKTRYTAKHILIAVGGHPVVPGIQGAEHGITSDGFFEIEE
LPKKWAVVGAGYIAVELAGVLAAVGVETHMFIRGDTFLRKFDPMIQETMTARYEAAGI
KIHKQHKGFQEIQLLKEGKGAEKVLKLIGVEGDEIEVNELLWAVGRAPEVEDLHLDIPG
VKQAHSGHIIVDEFQNTSAEGIYALGDVTGQAELTPVAIAAGRKLGSRLFGPPEFKTAKL
SYENIPTVVFSHPEVGTIGLTEPQARQRFGDDKIKVYKTRFTNMFYDFFPDEEKKQNPTQ
MKIICAGPEEKVVGLHILGLGVGEMLQGFGVAIKMGATKQDFDSCVAIHPTASEELVTM
R
>11558_t gene=11558_g
MVVQTAIGQTDNSQWQSLNASLSGALRSIYPLALPCFGNYNGTAVDTDPTDCATIQANY
TSAAFRANLPNAWMSNQDEMCSSDPQNQCLLDNTNPTDPLAYGNGAVCNQGIVPPVYL
EVREPDDVIAAFKHSRRTGTKLAIKNSGHDYLTRSSGQGRLLLWTRNLQSKSYSNSFVPC
GCPTTDIYNAITAGAGVNMDQAFSFAEQNNVTFIGAYASTVGVSGGWVQAGGHSVLSP
VYGLGVDRVLEFKVVTPDGIYRTANACQNQDLFWALRGGGGGTFGVVLETTHRVEPLL



SIIVADIAIPASAATFTPWFEIMVNNSLQWSQQGWGGHITPSSLIHVNPLLTLQEAKDAMA
PAVAFAEANNGSVTFEEFSSYYPFYLKYVGSNQLNVGNVHIAGSRLIPQALFSYETGRAQ
LMQYLQQVQAQGLSPYIPVVGPTLYNYTANSTSATPAWREAVWELGAGASWAWNSTL
AQREAVVTKLNNLTNLVEQITPSGGAYQNEANPFTGDWQEAWWGQENYDSLLAIKHK
YDPHGLLSCWKCVGWTENANEGSCLSGFADST
>11602_t gene=11602_g
MKFRQNAALFLIAVFSLFTSTVCQNDESAAVYISTLRSSSRNLTFALSVADPTVSQDMYF
HISGPSSYSYMGIGTGTVMQDSLIFVIYPNATGDGITLSPRIATGNKEPVLAPSLDVEVLPG
SNTSNGLMTVNAHCKNCLSWISGALDLSDTAYPWNYALGPNTAQYVRIKSNSPSADLE
MHVEYGLFTLDMTRATGGAGALPTSLTNPIGSNATRPRVLTSNYPTIIHAVLATLPLVFL
LPTGVIFLRFFPGSVRWHWVSQTLSSVISVLGIAVGIYLSTWFNKSKSFGSGHQIIGYLICA
GILAQWFLGFWHHRLYKRIQRPTNHGFVHRNFGHLVFVFAIVNAGIGLSWSQSASPVIIG
YSLAASVVAVVHFSLVAWKRWERRKLHASEPKPEESSPD
>11648_t gene=11648_g
MVYNARWGILATGGIAKTFVKDLLKDASARNASDISHTVTAVASSSSASRAQDFITELSI
PGSPKAYGSYEELVNDPNVDVIYVATPHSHHYQNARLALEAGKHVLCEKAFTVNAAQT
KILVDIAKAKGLFLMEAVWTRYFPLSVQVRDIIQKGEEIGEVVRVQADLSIGNPDGFDLA
SRMVNLDLAGGALLDLGIYSLTWVFQTLYHTLPPSQRKPPSSIQSSMVKYPATGADEDT
TILLTFPTTTPNNDRRTSHAVAMTAFAVDSHPKGTPSVRIQGTKGEIQIIGPAYRPVKYRV
VPTDESKQIREVEPEFPAGGHGMYWEADEVARCLRDGKLESEGMPWEESIVIMEVMDE
VRKQNGLVYPEKIESVEYPVAL
>11655_t gene=11655_g
MVAIYLICRPYIMPFIFYLLLHFVGASQPIEYHGSRHMTRFLEPRTANVTQAGVGSINFAG
VSIFPNGSLSNLNLTSNCENLLYQKINCDDSISKLWTRGYVGSFGNSTQIALLCETGCEASI
SELRNAVSTSCGNTVGLLPGLPFIGLVDMLWSNWNQSCFTDPNTNENCNNVIANFPNVT
DVSDLPTSDLCSYCNVEKLALMQADAYTDAYDDNWETTYKYVAQTCNISVADFNATG
SAFNVSLPVETPSCVSNMTYTTKPGDTCDSIAISHGVSAATMFYTNPTIANCSSILPGTSLC
LPLQCSDIYNVQSNDTCTSIAIANGISTQDLLSFNSQLNWNCTNIHSTNPYWGSTLCVSTP
GGHYTGQPLNTSTSTGPEIASPPAGANVAPGTTKNCGEWFVNDPSHNLTCAQICLANQIA
INLLTAANPSLHKATCDDDLIAGDAYCIDPLTGWDWGTNSTSNTTTTTDIVTSTSSTSTSS
MSMTSTTATTTGHVTTTTVSVPGPTQSGIPANCNLYYVAQAGDTCATPEAKYGITSAQF
HAWNPSVSSDCSQGFWANEAYCVGVSSSSTTISSSSTRTGVVPPGPTQSGIPANCNKYYI
AKTGDTCATPEAKYGITSAQFHAWNPSVSSDCSQGFWANEAYCVGVS
>11656_t gene=11656_g
MLKAIAIILVALGSLPLATADVPCSETLPCESGCCGTNKICGFGPDYCSPEKCINNCDAKA
ECNPGDWPPQYTSATTCPLNVCCSPYGFCGIDHLHCGNTTVPRPSCDAESHAIKRVIGYY
NSAAASRSCGGMTPLYIPQGVYTHLYFAFGSIDPNTFEVIPASPGDEQLYSELVALQSRDL
GQQLWLSIGGWDFTDAGTPTATTFSDLAAADASKQNDFFKSLTLFMNTYGFTGIDIDWE
YPAADDRNGRAEDYKNFPSFLANLKKALDNYKFGLSVTLPTSYWYLQHFDLVAIEPSVD
WFNYMSYDLHGTWDIGSQWTGAYLNAHTNLTEIKDTLDLLWRNNVDPSKVTMGMAF
YGRSFTLASSSCSEPGCSYLSAGDAGDCSATAGILFNNEIEQIIADNKLTPTLYKDAAVKT
ITWNGDQWVSFDDEDTWKLKADFAKSECLGGVLVWSIDNDDGKSTYSKGLAKALGNG
INLDPSTGQTLNYPGSSDSAHLSELQPYCRFINCGETCPNGFTTVVRDDEKSQLMLDSTE
CPPGSTGTQTLCCPTSTKVPMCRWRGFNGGKCSGGCTDNEAEVGTVSAGCRSGYQSAC



CSITESINPWWQCQWTSSCESDNTTCPSGYPKFLVSSRDGWGGRPSCGSGKNYNYCCSG
SSVPDAFTNCDWFGHEVTFPNEKFCSDSCPSGSIRIAEQTITVIMGGDQPANSENCLLGNE
AYCCSGKPDQIVVPRGVGPVLDRTAEEFDSLVKEFLANPICADTWESNYSSIFYKRALNE
RSTGLDQKSFSSLVSYLAMLATSLYPRTDLDFIWDQRLAQYGYLGTAPNSTYLRQAVYA
SWDGSYVYDAPSSDPSGLVADMLCNIAHSVNGTESVEFAEEALCEIDDGSSSLTKRTIAA
MNMNDRSDNGDYPTVVAVIRGVLTSDLSLHYLRWLSAGNTRVGNIVLPQVMLEMAFW
IGRTPGTAPDASLRAQYADRTHTQATDRWIVMHLHIPLDDRTFQRGLPQWYPGVTMMT
VYQSQTIARPWVVTRGLTASYRAEFRYAITVNNGDFNHGNLRDYNERTESFRCRGGRW
WFGTDRSRQLNDLARQLGLPGGYAETINDFGVWLHNQGVFSSSNLDWIFPGIGERNQHD
TAVPVGRVDASRLYAPRNGAFDSNWLPDGSEVPDSSLSNADP
>11678_t gene=11678_g
MFLKTLVYLLLIPPMMCSENEAQVLETCVSICQTLSRGLPGTTLFPNDAAYADQQALFFS
QQQSETRPSCFLLPTNASHVSHAVRLIATGSCFFAVKSGGHATFEGASNSASGITIRLTRIN
SVLLTDNNSIAQIGDGDRWHHVFEELEKTNVTVPGGRTGSVGVDGLTLGGGISFLSGCH
GFVCNNVSNYEAVLADGLIVDVNATSYPDLYWALRGGGSTFAIITRFDMYTHPQQMM
WGGVRNYTIDQIDPILNAYVEFGLQASTSPSTYQITTLYYTEAEHHLTVDLYNTEPIPDPSI
FKSLDNSLAYADTTAIKWMSNVSHINAQNQPDGHRGTYWTATYKLDRELTAFVAEAFM
EETSHLGNLEGLEARCIMQVIMANMFHHMKKNGGNQLGISTREYPLMLLNPVFRWDSRI
DDLRILQTAANFMNRVNARAIELGLGEPYIYMNYASQFRDVFHSYGAANLERLQSIAKK
YDAHGIFRTLKSGYFKLKGRVGWLRVSESGGDRVK
>11679_t gene=11679_g
MKVASHIVLGLTASSIADLEDFCAPIRRLEGGTPAQDPPVVNPIGAPYQDPNQPTWLRVE
DLLSRMPLREKQAQLMQGELERWVNFDTGEFNVTGMKDHMFYHPSMLRGNLVSHPLT
TAEIAFKGGKLLQDWIMNDTSLSLPAIIQCEGGMLSYSMMVWSICAYKALGLHGLGVPG
ATIFASPIGLGASWNPELVEKAAEYIGQEARALGITQIYGPSADLARDPRHGRVEESMSE
DPFLAGEMVASFVQGLKTSKVASMVKHLVAFGNSEQGIDMGPVRGGERELRTTYLPPF
KRGIDAGAYTVMSSYNAYVDFSPACRFTIKETLNLLFRYDGIPSLINKHLLTDILRGEWDF
KYWTTTDYGAPNRLCSVFKMYHENPIDAAAITMMMLPAGGDTEGGGSFHYDAVSELV
QNGTLDISIVDETVRRVLRAKFDMGLFEDPFPAAVPEDWPKLIHTDEVLQVATRLDRESI
VLLENPEQILPFGENVQRIAVIGPFSDIVSVSFWAS
>11700_t gene=11700_g
MSKIAHLPLLALLVGGAYSQSVSHAGVNLFGFANDMSILGSAYSEFEGTNCNASYEVYP
YADSIDHYEAWRAKGFNMFRLALGWQHVQTELGGPLNETTLSAVDELVTHITNDGNVA
ILDIHNYARWYCAVIGQPELSFLNPTINVTDDHFIDLWEKLAGRYANNTNVIFQLMNEPH
DLDIVAWGNTNQKVINAIRKITSEQKILVSGTQFARLTNWIASSMPGIGPSLIQDPANNTL
YDFHQYFDDLGGAYGLCEPWSVFAADFQEVTTVLRANGYRGIITEFGGGPFPQCVDLYN
HFLSFLNRNRDVWFGWTTWGSYSPGDLYLSLDPNSTFYTLTATLENLIPPKVNSSKV
>12118_t gene=12118_g
MMFSKLQSTALAALASFSALAQAAPGVRVVSRDLAFNYNSQKVRGVNLGGWLVLEPW
ITPSLFEQAGPEAVDEWCLSEALGSSAQSTLSQHWNSFITADDFYQISAAGLNHVRIPVG
YWAVVPQGGEPYVQGQLDVLDQAIGWAREAGLKVIVDLHGAPGSQNGFDNSGRRGSI
NWDKVPSHISITLDAISALSERYATQSDVVTSIEALNEPMTVIGDNGVNVWTLQQYYYD
TWGRIREVNQDTALTMHDGFQDISFWNGFMGPNSGVWNVMMDTHHYEVFDNGLLSL
DTTGHTQAACAFGSKVAATDKWTIVGEWTGAMTDCAKYLNGRGVGARWDGSFGQGS



SYHGSCDGYSQGEVTSLSDDTRTNIRRFIEAQLDAYEKHTGWVYWTWTTEGAPEWDM
KRQLAANVFPNPVTSRQFPGQC
>12152_t gene=12152_g
MQENSVNHIPEKYLQNLDSEWKEMWIKHGQEVVGAHLVTIEELRECPAKYSFTYPIWD
GPDVHDVQDYIVFVQDPEGTITCRVYTPSGPGPFPVHLNFHGGGWVLGGLKTEAAWCR
SMCNEAGIVVIDVDYRLAPEFPFPVAIYDCWAALQWATSSAKLLNINPKSISIGGLSSGGL
NTAVLAHFARDASPRIDLKLQLMIVPATDMRYIPISPDERVRLTPETCQYPSAIFCSDLPW
SPLERESWFLKYYIGEDPETRAKILSDWRMTPVLSPCLRDLAPAHIVTAEYDVERDEAEH
YGKMLQAAGNQVSLKRYAGMPHAFAHYNHPTRGLSKSHEFIRDTARLLAHVHAKASK
PLSAAI
>12161_t gene=12161_g
MVRFATLAAAALTASVASATVTCGSGSKCPDSAPCCSQYGECGTGAYCLGGCDPGNSF
SLDSCTPEPICQSKTFNSWDNTDNLVSNEKYLGNATEYDWVYSGDPIVHNGDLILTMGN
GSVGTLVSYNHYIWYGKVSGTFKTSRDAGVVTAFILLSDAKDEIDYEFIGANLTTAQTN
YYFQGILDYDNEVNATIDSDSFENFHTYEIDWTPDAVTWYLDGKSVRVLNKDQTYNAT
TKQYMFPQTPARLELSLWPGGLASNAKGTIDWAGGEINWDSQDMQDPGYYYAIFSNISI
TCYDPPSGANVAGSNSYIYTNSALTNNTVEIVNNSTVLANFADTGLNMTAGASTSTASA
ATSSSTVADSIPGQSGGDAAHGAGDSSSSSTTASSSSATSTSTGFNQGSGSGNTKTGTASV
NENMFQSSIFAVLVAVVALVAL
>12175_t gene=12175_g
MVTIRFAVVVPLLALPLGTSFALPDLRQTILQPSDADQDVTKSATQRQTLKDMIYALDV
MQDSYFEQWLGTWPDAIDWTAAVVGTHVSGTLSSLTMTSPELLSSPIANSSVLEQTLAY
ENLINRYFDQVSNFYFGENAFAVRMQAFDDMLWVVLGWLESIKFQNLHSELHYETMNS
TIQAQWHGKQLRVPAAHRARVFYELASTGWDTELCEGGMIWSPYLEPYKNAITNELFIS
ASIGMYLYFTGDPISAPFIMPSGHNRVHDPSFLAAAVRTYQWLKDSNMTGTGGLYADGF
HIHGYKGVKNPGTKKCDVLNPMVFTYNQGVVLSGLRGLWLATSYQDYLEDGHELIQR
VMRATGWPKTNRRNWAGLGRGGVLEEACDSHSDCSQDGHTFKGIFFHHLTEFCHVLRP
EEVRLLALFAEPGESIEEKQDTFNRWHLTQCRKYGDWVAHNAQAALATRNEQGKFGM
WWGVTFPSAQVDITGTDMEKSHIPPGAIDYVNHGEAGPGSEELQGLLRPASGAAYSEDR
GDSTIPSKMGTPLPLTEEITAGQYENGRWVRDVNDRGRGRTVETQSGGLAVLRAWYQW
QTLSFLQ
>12210_t gene=12210_g
MSLKASEQSLASSGTDTSLADSIHRLRRRAKAQATPHNILLFLVAFRILNALTVRTFFQPD
EFFQSLEPAWQVVFGSDSGAWITWEWRHELRSSIHPLFFAAVYYVAGSFAWVARLSPLN
AAELLIVAPKIAQAIIAAAGDYYTWKLSNKIYGTESYGAWATLALTVLSPWQWFCSTRT
FSNSAETTLTIVALFLWPWEWFLDNQEADAEEEEEGEEEDEPDETLESASRQSRYRWPG
LDGDIFTIMFLTVALSSLRKCLLFAALACVLRPTNIIIWVCMAGFAAYQCPRSTVFILVRE
SVFCGSAVLAFSVLIDRLFYGVWAFPIFQFLYVNVAQSIAIFYGHNDWHYYLSQGYPLLL
TTSLPFCLVGLYKSLRPGDATTVSRRGSIKYQLATISLVMPAVLSIIAHKEVRFIYPLLPVL
HIITAEPLVSFFLPAISSPTNGQLPRRLTLLFLVLVNVFIAYYTTLVHAPGPTDVLAYLRVR
HNAHQEDYGHLLAPRPLFGGSDKPVQAPSKNMTVGFLMPCHSTPWRSHLVFPSIEAWA
LSCEPPVGLNEAQKKAYLDEADQFYASPTEFLQHHMIGGLWHIPRRPSYMSTLSPRSPST
AYYSHQQAHSLKEAAFHEWPDYLVFFAQLEPTIRTSLRSSSYGECWRTWNTAWHDDSR
RKGDIVVWCLDPNEQQEWRKLKHKQQSDHREKQLDRFISRFEKQKPSKISTYNPLNFFR



RQTNAATTTTNTPGSWFSSLPWPFTSTTPSRFPFPTQRSSLLPPWFKNPLTNQRRAHYLPE
FMQSYLPAKRSRYDPRSWFSSSSSSWSSWWPWNDKGRKRGSYAFNTNNQRGVHTSNT
RKGWSGYGHISTFLMGYSIYVPFWVVITIDGICLLMLLSWPYQNKKKMASLDDSDKTVR
LFTTLAVCDAIAEFVGGSVTARLMEIVRRPGHASDE
>12233_t gene=12233_g
MASAARTFTRAIARSNLRPVARSSRFAVPAQTLRSAGRRGYSSEANAGKSNGGLFWGIG
GLVAGGAAYYFYSSGDVKAKVTGPFVPTQEDYQKVYNEIARLLVEKDDYDDGSYGPVL
VRLAWHASGTYDKETGTGGSNGATMRFAPESDHGANAGLKLARDFLEPVHEKFPWISY
GDLWTLAGVCAIQEMQGPVIPWRPGRQDRDVAACTPDGRLPDASKGQDHIRAIFGRMG
FDDREIVALCGAHSLGRAHTDRSGYDGPWDFSPTVFTNEFFRLLVDEKWAWKKWNGP
AQYTDSKTKTLMMLPTDLALIKDKEFKKHVDRYAKDSEVFFNEFSEAFVKLLELGVPFK
SEDRYVFKASE
>12292_t gene=12292_g
MWFLGVVLGVLPFLLTCSRAETHTFDWNVTWVTANPDGLADRQVVGINGQWPLPVVN
VNKGDRIVVNMYNGLGDKSTSIHWHGMYQNGTSEMDGPSMVTQCPVMPGSSMTYNFT
VNQNGTYWYHCHTDACYPDGYRAALVVHDPDSYFYDAYDEELVFTMSDWYHELTMD
LKSSFFSLYNPTGAEPIPQSFLFNESISQSYPVQAGKTYLIRLINTAAFVGQYFWIEDHTMR
IVEIDGIYVDETEADSLYVSVAQRYSVLVTMKNSTDRNYGMVMVADSSLLDTVPSDLLL
NQTNWLEYNASAPHDQVNITVSDSTQIYPFDDIQLVPHDRVPLYENPTKTIEVAVVMEN
LDNGKPYALLNNISYVAPKVPTLYTVKSAGDLATDATVYGDYTHSVVLDKFDVVEIVLS
NQDTGTHPFHLHGNDFQMVDRYPSYGENFYNYSDGTDFATYDPSNATFPTYPPRRDTFV
LPPGGYYVIRFVANNPGVWFFHCHIDWHLMQGLAMTFITEPLEIQQQIDIPDNHIDICKA
GGVAYEGNAAANTEDYLDLKGQNTPPGFIPPGFTARGIVALVFSCISAVLGMVFLSMYG
VSDLKFTMTESGLDGSEEIAEYRD
>12334_t gene=12334_g
MAQLLTKILVYFLLFASPLLANQWPLHNDSLNDVVQWDHYSFELNGQRLFVFAGEWHY
WRIPVPELWIDILEKIKAAGFTAFAMYVNWAYHAPNNHTVDFSTGAHDITPILEMAKEV
GLYVLLRPGPYINAETNAGGFPLWVTTGEYGSLRNDDSRYTAAWEPYFTKISEITSKYQI
SSGGNVITYQIENEFGDQWTGSPSLRVEYEPAAKYMELLEANARQNGVDIPLIANEPNIW
AISWGKDWSNSSANVDVVGLDSYPSCWSCDLSVCTGTNGKYVAYEVVDYYDYFQETQ
PTMPSFLAEFQGGSYNPWGGPVGGCPGDIGPDFANLFYRWNIGQRVTAINLYMIYGGTN
WGAIATPVVATSYDYSSPVSENRTIGAKYYETKLLTMFTRAAKDLTVTDLIGNGTQYST
NSAVQAHVIQNPNTNGTFYVTLHTDSSSSTDETFQLRVQTSFGALSVPRYGNSIRLNGHQ
SKIIVTDFQFGSHKLLYSTAEVLTYAVLDGIPTLALWVPTGESGEFSVLGSKWASVQRCE
GCSGVGFYPGQDSSNKTASELTVSFTQGQGMSVIELDTGVRILLLDRESAYYFWAPALN
TDPSVPEDQSILVQGPHLVRSAEVDGSAIRLKGDSAQASPIEVFASKQVQVIFWNDKELK
TSKTSYGSLQASLPQPPTIELPSLGPWRYNESLPEKAPGYKDTSAAWISADHTNTSNPTVP
TTYPVLYADEYGFHNSIRIWRGYFSGNATGVILSVQGGDAFGFSVWLNGQFLDSYLGDA
SVEQSNLTIPFNVSHISTSSENVLIVVHDDTGHDETTGALNPRGILQATLVSDNSSVKFSQ
WRVAGTAGGEANIDSTRGPYNEGGLYAERVGWHLPGFKDDSWSGTGSQLNFTGADIKF
YRTVIPLRIPEGVDVSISFELSACGATNAFRAQLFVNGYQMGRFNPYIGNQVEFPVPPGIL
DYTGDNTIGLSLWAQTESGACAEVDWKINYVLESSLDVTFDAEYLRPGWTSERLQYS
>12335_t gene=12335_g
MVPIRVGMIGLTTVTPSGEVYTPGSWGLAHLACLANSPHYTIVALCNSTVEKAQKSIEHN



KLDPTTKAYGSAEELAQDPDVDLVVVSVHVDKHYALVKPVLKNKKSVYVEFPLTGSYK
EAEDLAELAKKAGVKTVVGAQARANLALKKVKELVKSKAIGDVISTSWTGHLSISTWS
GLPESLKDFADLEGGPGRINICLGHGLDPFLDTLGEFKDVQATLKTHQKTIPLFDATGTV
VDPAYKVTAPDFIFVQGVLESGAVASINVRNTPASADEAGFRWVISGSEGEIVFTNPAGG
YVQGHMPNAKVLLKKWKGEAEEVDWKCSEPAHVTGVFDLAINTARLYEAFATGDEDG
YPSLESARKVHHLIDRVKKVATWAP
>12337_t gene=12337_g
MFNTQLSGIFIALLSIVDAAPPSASGVPWPPLPNPEPYSATNRKSYFEPVSISSGLTSNTTNI
TSSRLTFNAVGDIFTIDYGVAVAGKATFEVLALEDYAQIEVKYSEAYNGLENPQGDGPF
AFANALAATFRVETFNITELGNITGYFIQGSQRWQSVKLVKGSGLTLGNPAFLSSIETTPL
AAQDGYFASSNSVYTDIWALGPRTKQMTCFAPGTQTATWDITKNGAYIRGQKPASTAKI
VNLSNYTLTFEAMIDYGGTGWRVDTEIDAIQATGPIFVLTSEYPDGSFANIDRSLVPPNTL
VLGRGWSLQNQTSLPGYVLDKFPLKVNVTEKVWHKIETASHGDNTYTIYLNHEEIAHFN
ISSYGIGDPNPYIPGGANKGFAFGPWQDQATYIRNVTVTSNNGEVLYTQPMTSADALIEY
GVQTNTDYVQSDSGKRDRFSWMGDRLISSRATLVSTADGRCVWGPTQQTLSRQATSGQ
IPANTLFSPLDTVGTLIRTINVDPLVADYEFDVLMTIYNYWFRSGNDTFLRDNWNTMTAT
LSYAITRTLDDGTQLYGAPNGANGLPLSGEKGQALGPANTVSLILGLEKMAEMAEYLND
SFAAEKYRAQAQLSRQAIDHLLWNSTGGYYSGSLDTSGYDVMDIAQVLLGEIGTAARR
KQFLGKLDALKLPAGYSNGTRFAGTPAIVDPYFMSFLLEGLAMANETALAQGLLDDTW
SPMVRRDVNFTGALWEYVSPDGSYPGLDLFTGQSHYWGGYSTAFLTEYALGVRPSTVG
YSQFVFAPLPNFKVEWVQGRVPTPHGLIYANWGYGSNGKIIMDITTPQGTQATIVPPFPG
KWTCQGRSGQGGNVTITGNARLFEL
>12341_t gene=12341_g
MSNKLWYQQPAKCWNEALPVGNGRLGAMVYGRTSTELLALNEDSVWYGGPQNRTPQI
SAPDLALLRDLIRKEKHAEAEKLACQSFFPLPASQRHYEPLGTVFIDFNHDNEKNISNYQ
RSLNIEKSICHVEYEWDGIQIQRDIIASYPDSTLAIHIQASGPIDFTVRLTRVNEPEYETNEF
LDDVTAQENSLVMHITPGGKNSNRACCVLSSRCIDSKGSVTAHPNNTLHIRSQNTLLVIA
AQSEYRCNDIDKATITDCNNALQRSWDELLSRHTQDYSQLYNRMSLRLGKIERSNELQK
IPTDVRIRDVRDLGLISLYLNYSRYLLISSSRNGYKALPATLQGIWNPSFTPAWGSKYTINI
NLQMNYWPVDVCNLSECSESLFALLRRMAENGVKTAKSMYNCGGWAAHHNTDIWAD
TDPQDRWIPATLWPLGGAWLCFHIWEHFQYTQDEEFLRDMFPVLRGCVEFLLDFLIESA
DGKYLVTNPSLSPENTFYSPDRKNQGVFCEGSTIDIQIIEAIFTAFLSSVNTLDVKDNALVG
KVRDAKSRLPPMQIGSFGQLQEWMYDYEEVEPGHRHTSHLWGLHPGSSINPAQTPELAK
AASVVLRRRAAHGGGHTGWSRAWLINLHARLSEADACEKHINLLLQNSTLPNLLDNHP
PFQIDGNFGAGAGIIEMLVQSHEEGIIRLLPACPKSWSEGAISGVRARGGFELDFEWKNSE
IIGDVIIRSISDRACTICFPNGGLTVEFEGRGEHHIRPVQI
>12342_t gene=12342_g
MEEEAMKDLQGSLRPDFFHGYATAATQVEGAWNQDGKGLTIWDTFAHTSGRVKDKST
PDDAVRSYDLYKQDVSLMKSYGVNAYRFSLSWARIIPLGGKDDPVNEKGIEYYSNLIDE
LLSNGITPFVTLFHWDIPQALEDRYGGMLDQEAYTPDFVRYATVCFERFGDRVKHWITY
NEPGVYALAGYAAGVHAPARSSFRDRNDLGDSSTEPFIVGHTQLVSHGEVARLYRERFK
PTQNGMLGITLHGNWSEPWDASDPLDQEAAERAREFEIAWYADPVHKTGDYPASMRA
QLGDRLPRFTEAESKLVLGSSDFYGMNSYTSFYVRHKTTPPDINDHKGNIDQFDENKEG
VSRGPASDTYWLRTSPWGFRKLLNWIWARYHKVIYVTENGTTAKGENDINPASDKSQII



DDQFRIEFFRGYVGELARAVKDDGVDVRSYLAWTFTDNWEWAAGYTDRFGVTFIDFEA
PDKTRYPKQSAYYLRSLFEHLIAKK
>12350_t gene=12350_g
MKQPPSTDPNSTPRANAALISLVRNSEVDGIVSSMRYMEKSFNAKFNYPWVFFNDVEFT
QEFKDKTQAETNAPCTYELIPTEHWDVPDWIDQTRMEKAFKDMANNGVMHANQLSYH
KMCRWYSGFFFRHPALDKYKYYWRVEPNVKYFCDIEYDVFQFMAHHNKTYGFTINIYD
DPKTIPTLWPTTTAFLEEHPSYALSPDENSYYWLTDSVARPDHTKGANGYSTCHFWSNF
EIGDLDFWRSQTYRDYFDYLDQTGNFFYERWGDAPVHSVALGLFAANEQIHWFRDIGY
QHSVFSNCPDSDKCHGCQANKLTPLTYWLNSEDCRVNWFKQVCESSRHKGPVNEEMC
GLHGFGRSDH
>12355_t gene=12355_g
MKGIHTVGTTPFRRRRRGFRVGRLLLPALIVTGFLWFTSYHPPQSKYIVEFHGDPQLAQS
QWDRLDEHLAKCEEYNKPSLSYSFPVPANRSNPRWNAVSGQSQTTVLRNVTLFDGDSIS
AKPVDIVFKEGVVRSISFTSANEIEIDSNTVVRHYNGEFVTPGLVDMHSHHLAYNWPILS
VSADENEINPETGPLTPMVRSLDSLKPYDIATTIIASGGVTTSLILPGSANIMGGEAFPVKN
LLRSGEHGEEVVEDLLLEHGIPKEDRRRYLKMACGENPRRVYHHTRMGNAWKFRQHM
ARAKDLRESQDAWCAAATTARQNRDTSAAASLLADGPAGKGGLPEELEFDSTIAMLRG
KININVHCYEPEDFEDMLLHSEEFGFHIQAFHHALSAWKVPELIKSSGQNITVATFAEFSL
YKVEGYEGNLQAGKILAEHGVPLAFKSDHVEPNTNAKYLLTQAATAHAFGLPEILALQS
VTSVPASSLELDHRIGYTKPGYDADLVVWNAHPLSAGASPLQVYIDGRPTLEEKLERSEP
ARVQKPEMRAEAAPEDVEAFCSDPKKDVTVLITGITTSYLENTHIKQSSEGSLTMVLTNG
KIDCLGQHDKCVAAKSFNKVISLRNGHVLPGLTTVSSGLGIIEIESEKSTSDGVGDSNANI
YDPESAVYAKYGIHFEGKAFDRARIGGVTRSITYPYSKGFLRGVSTGFKIAEGSNVLNGG
IYKDEAALHFVVGQEAKVSSQTPTVSKSVGALRKILSENKAKDTLYGKAADGKIAVVVH
TDNKYDILQIIKIKKDYPKAKLVVYGAAEAPSVADEVAAAGLPLIFTAAHSAPVRWESK
DLLVGPPLTNSAVQVLKESNVTFALAMLPEFDWHLANLPIEASAIAREAGLGDKEAVEL
FSSKIDDILGFEGAERNSDFVVWEGNPLEYGANVVLTVDGDNKGIVGCWPEAQ
>12365_t gene=12365_g
MLHLLVFLLFAIGEFAAAKEVVYDFNVTWVTANPDGLADRKVVGINGQWPLPIIEVDKG
DQLIVNMYNGLGDKSTSIHFHGMFQNGTNDMDGASMVTQCPIPPGSSFTYNFTVNQQG
TYWYHCHTEYCYPDGYRQALIVHDNTSYFADQYEEEFAVTLSDWYHDMMEDIKPKFM
SVYHPTGSEPIPNAFLFNDTHDLSLTVKPNTTYLLRLINTGAFVAQYFYIEDHTFTIVEIDG
VYTEPTEADTLYIAVAQRYSVLLTTRNTTDKNYPIVTVVDSTLLDTIPSDLRLNNTNWLQ
YDASADHPQANITVAVSSDLVPYDDSTLVPHDHMPLLENPTLSIQLDVVMENLDNGNG
YAFLNNISYTAPKVPTLYTVLSAGDQVTDPTVYGEFTHPMILGHNDVVEIILNNNDKGSH
PFHLHGHNFQVLTRYPSYGADFYELADGDPVPYDPSNHSAFPTYPARRDVLVLPPQGYF
VIRFVADNPGVWIFHCHIDWHLAQGLGMVFIEAPTQLQQQMSLPSDHLAACAAAGVKS
EGNAAGDTNDYTDLAGQNVQPGWIPDGFTTRGIVAMVFTVLSAVLGMGSIVLYGLSDL
KFVRKNNGSASSSSSSGQEASVEYRD
>12367_t gene=12367_g
MSPAPTVATPAEGGRLLLVSNRLPITIRRSEGGKYEFSMSSGGLVTGLSGLAKTTTFQWY
GWPGLEVPEDEIETVKSRLKEEYGATPVFIDDQLADRHYNGFSNSILWPLLHYHPGEIVF
DESAWVAYKEANALFANTIAEEAQDGDLIWVHDYHLMLLPQLLRERLRAQGKKNIRIG
FFLHTPFPSSEIYRVLPVRADLLKGVLYCDLIGFHTFDYARHFLSSCTHILNLNTTPGSVRF



ENQSVAVGAFPIGIDPEKFLEGLKNPKVQNRIASLESKFQGMKLMVSVDRLDYIKGIPQK
LHALEVFLSNHPEWVGKVVLVQVAVPSRQDVEEYQNLRAVVNELVGRINGRFGTVDY
MPIHFMHKSVNFEELLALYAVSDACIVSSTRDGMNLVSFEYIASQQKRQGVLILSEFAGA
AQSLNGSLVVNPWNTEDLAKAYHQAVSMEPEQRAAKYQKLWKYISKYTSAFWGQSFV
AELSRCVAHE
>12368_t gene=12368_g
MTLYVASLFLPYTIDFEAAGTRHGQGDFDGSNPPPNEVEGRLAELHQETLPKVLSMTPG
ATTDHEKIFKPFYALDSTSDEPKGPAPTEVPVESWGSSRKFNQPLSKATNPPNSSILSRPGS
TGPYVERMVADPDLEEPATPRVLLSDDWVVKSAVQGNGGLRNAIDAAAKAGIVDKTV
WVGTLGMPTDSLKEHTRNNIALQLKEEFDSLAIFVGDSEFEGHYFHFCRNVLYPAFHYQ
MQESPRHKEYDDHSWKQYVKLNEIFAATITAQWKPGDRIWIHDYHLMLLPRMLRDKLP
EAEIGFFMHTAFPSSEIFRCLTARKTLLEGLLGANIIGLQTAEYVYHFLHTCSRILRLEVSA
EGVHLSDRLLPVKAFPMGIDLNLMNTQRLQPEVKEWVSKIRERYQGKHLIVGRDRLDA
AGGVKQKLLSYEKFLKRYPEWRDNVVLVQVASSSAPDLTDLETQITKIAMRINSKYSTL
THQPLVLLKQDISFAQFLALMSVSEIFIITSLREGMNLSGHDFVVCQDGTSGIPQKYGSLIL
SEFTGSASIWNGHELLVNPWDYVQCADAINRALLMSAEDKEKNWRFLSDRMAKHTAS
MWCDTYLKALRQAYEMQSSREVHTIASLSMDSVRGKYDKSNSRVFILEDQAIFPSLRER
DDFSASPNHKVLSMMATLSSDPKNVVFVTSSRTPKQLELLLAESPQIGLIAENGAFLREP
GQSDWQQLLDENDTRDWRRGIQKFMEYFQERTEGTSIEERRFSLTFNYKAAVDKELAV
RQAAELSDQINGSRGNIPIRAVLTDGAVTVESTNVTKATTAALALQRISATPDFLFVAGN
SRGGETLFRWANRIEREGRVEHVISVTMGTQAITAAAAVLDDNETLINGLAGLAI
>12035_t gene=12035_g
MATTMGYYMFDSKASKPEWQASQYADKVTMLKAAMDIRQSLGEDAVSMDDDDLESH
GFSEYSTSNVNTRPVAVIKPSCTEDVSIIAKICNKYKVPMIPFGGGSSVEGHFSAPYSGFSI
DLSQMDKIIAINEEDMDVVVQPGVNWVYLNEKIQPTGLFLPLDPSPTAHIGGMIATNCSG
TNALRYGTMKDWVVNLTVVLADGSVVKTRRRPRKTSAGYNLNGLFTGSEGTLGIITEIT
LKLAILPSHFGVATTAFSTITDATKAASAMIRAGVPLAALELMDEVQMSVINKTGGAAG
RKWLEQPTLFIKFSGSKNVVEDSLVATNSIAVAHGATNFTSTEDPETMTSLWSARKQAL
WAMLAIKPEGTQIWSTDVAVPISRLAEIVEKSKEDAAQLSLFASVLGHVGDGNFHQSVM
YYPERQDQVEKVRQCVDIMIDRALEMDGTVSGEHGIGLGKKSCLEKELGSVTIDVMRRL
KRSLDPNWLLNPGKILDF
>12038_t gene=12038_g
MESVPVGIEKLARPTIILRQGIVLGTVLSTDLNRPIEAFRGIPYALPPTGDRRFRRPVKVRD
SLNIIDAGHYGLSAYGCKSSTSRTDPPECSEDCLTANVFRQAAQTKQGLLPVMIYFHGGA
FNRGTASMHNTASFVSWSEKPFLAVSFNYRLSALGFMPSRLSAEEGILNLGLWDQILLLE
WVQENIAAFGGDKTNVTLLGVSAGAHSIGHHILRHNDTNPGPFHRAILESGAPTSKALLK
FDAELCENQFRDFLQCVGCPKDVPEALVFQFLRSMPIETIAEAQNAVFEKYNGSLRWAF
QPVIDGELITRHPIETLRLNKYYHIPIMTGHTTNEGSLHVNRQVSTADQFISFFHRLLPHLS
HEDLCIIERLYPDPELSEDKIYKVGEDMLGFGGQYKRLEAAYGQYAYVAPVWQTAHLV
SMNAKTPVYLYHWAPESSILGSSHGDTMRYETFDEAIVSYSPSQKALCGTFHAYIVSFIC
KNDDPNALAGQWQDRPKWERYRYNCPKKMVFGRGNEELIGGQVGVTAEMVRGSGPT
EQCQFWWKHVHINGS
>12050_t gene=12050_g
MACLLQLVALTAATAAASLSQYDTNGDSAWGILPSPELPKYICDSPLEVRPPWGTSNPA



EDPPNTGVIRYYNFIVTREFKSPDGFNKSVILINNQFPGPLIEANWGDLIHVTVTNNIQSQD
EGVTLHWHGMSQKKTPWYDGVPGVSQCPIAPLGGTFAYTFQADQYGTGWYHSHYSSQ
YGDGLYGPMVIYGPLQPEVDYDYDLGPVMISDYFHMSYYKGLEVSFAKPPQALNVSNN
LINGKGIYDCDANTETDGNCLRGAGLSKFRFRSGKLHRLRLINSGSLANQKFSIDHHEMT
VIANDYVPVQPYTTKVVTLGPGQRTDIIVNATGSPTDVVWMRSDIDMVCLQTVATIQTA
LAAIYYESADSSSTPDTTGTTWESRNCQNDPLNQTVPYYQLTPPEPETVQAVTITVSFNA
TGFIVMFMNNSSFRADYNDPVLLDANAGQFSFPTERNVYNFGSNSSVRLILKNTYDTVH
PMHLHGHNFWVLAEGLGSWDGTVTNPSNPLRRDTHNLQPGTVEEPSYVVLEWMQDNP
GIWPFHCHIAIHASAGMFILVMERPDAIQNDIQIPTVMAQDDSAVQYDLIAFGNGVIASA
DVLYFEMEVAGIMNHLPYLIIGGFCDYAKSHQSNELQGYATVTATYAKDLLYQTIPQRV
DAAQKARFILNGKA
>12061_t gene=12061_g
MAQISYDVLSHPTIGTIRGIRKTNRISQYLGVRYAMLKDRFSRGEIQKSYSEPVLDATNYG
PLPLIPENGLELEYKLIQKSLPSPTAFQQSDTECLTLNITGPSSESGRRDLPVLAFLHGGGF
TTGSSSFPHYDMSAIVEMSLECGMPIIAVGINYRVGIPGFLHSSVMSEAGYQPNNGLDDQ
RLALQWIKANIGGFGGDPDRITLVGESAGAASGLYHFQSSEKLFDSLVVMSAPLLLFRPR
LDGAERIFKRVGDILDSRGLSPKDQLNELLSMENGDFFTKFGRRIPVPPVVDGNIVRDIPT
FKDLRDETKMKELYPAIRHCKRIIVGDCQMDGIIFAMRIAARTDNFPRTLETCLQSTGRR
DALEKILSPDLFDKLVVAWQKFMDGPQ
>12112_t gene=12112_g
MSDEQPLYINAEHWLRRRPTDENIKIDKLIDTCEPELRPALETIRQQQYKVTTREQLARFR
ERTTGFNAKSVLDAYHARYPGSHLEHVEWSFEREGHIIGLTIFRPPDDGTGGGQPCVYYI
HGGGFISGNRWSGITTIVRLIHDHKTICVTVDYRLAPEWNAPTQLEDCYHGLVEVWKQR
ESLGINDRLLLVGRSAGANLAVGVALRVRDSEDEEKPKICGQILSFPMLDHKSTMASEIF
SDSPAWPFCNNQFAWSQYLGDEEKNATIYTVPGIAAAQDLCDCPRTLIEFAEVDCLSTEA
QRFGQKLEAAGNDVAIIEWKKLFHCGDWALLGRQDLYQDELQFRSVWAGRCFRDS


