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Table S3. Effects of Gpx3 knockdown on mRNA levels in cardiomyocytes

C KD
Gpx3 1.013+0.021 0.402+0.030*
calcium channel
ORAII 1.076+0.071 0.074+0.002*
TRPCI 1.076+0.071 0.230+0.034*
TRPC3 1.076+0.071 0.245+0.024*
CACNAI1S 1.076+0.071 0.103+0.025*
STIMI 1.076+0.071 0.268+0.077*
PMCALI 1.076+0.071 0.119+0.008*
NCX 1.076+0.071 0.316+0.032*
SERCA 1.076+0.071 0.284+0.020*
CALM 1.076+0.071 0.152+0.023*
TRP1 1.076+0.071 2.831+0.354*
TRP2 1.076+0.071 0.428+0.120*
TRP3 1.076+0.071 1.200+0.140
RyRI 1.076+0.071 0.194+0.003*
RyR2 1.076+0.071 0.432+0.125*
RyR3 1.076+0.071 1.332+0.029*
CASR 1.076+0.071 0.614+0.045*
endoplasmic reticulum stress
XBP1 1.076+0.071 1.495+0.131*
LAMP 1.076+0.071 2.341+0.066*
GRP78 1.076+0.071 4.607+0.425*
GRPY9%4 1.076+0.071 2.017+0.346*
CHOP 1.076+0.071 1.299+0.059*
ATF4 1.076+0.071 2.197+0.227*
ATF6 1.076+0.071 1.311+0.009*
inflammation
COX-2 1.076+0.071 1.903+0.102*
HO-1 1.076+0.071 0.861+0.006*
iNOS 1.076+0.071 4.977+0.315*%
NF-«xB 1.076+0.071 4.888+0.502*
PTGES 1.076+0.071 6.089+0.473*
TNF-a 1.076+0.071 3.323+0.102*
heat shock proteins
HSP27 1.076+0.071 2.007+0.132*
HSP40 1.076+0.071 1.250+0.133*
HSP60 1.076+0.071 1.308+0.050*
HSP70 1.076+0.071 1.425+0.130*
HSP90 1.076+0.071 1.293+0.045*
myocardial contraction

MYL2 1.076+0.071 0.211+0.040*
MYL3 1.076+0.071 0.193+0.012*



TNNT2 1.076£0.071 0.143£0.104*

TNNCI 1.076 +0.071 0.161£0.020*
MYHI11 1.076 +0.071 0.979£0.102*
MYHI5 1.076+0.071 0.734£0.076*

Values are the mean + SD (n = 3). * Indicates significant difference from the corresponding normal
(P <0.05). C indicates the control group, KD indicates the knockdown group in vitro.



Effects of Gpx3 knockdown on mRNA levels in chicken embryos

6 days 8 days 10 days
Normal-6 siRNA-6 Normal-8 siRNA-8 Normal-10 siRNA-10
Gpx3 1.01340.106 0.88240.015* 0.97240.036 0.770%+0.017* 1.03240.168 0.4631+0.012*
calcium channel
ORAIl 1.01340.106 0.87740.021 0.97240.036 0.77440.012* 1.03240.168 0.65740.001*
TRPC1 1.01340.106 0.88540.013 0.97240.036 0.79140.006* 1.03240.168 0.67410.016*
TRPC3 1.01340.106 0.909+0.017 0.97240.036 0.79540.006* 1.03240.168 0.65340.007*
CACNAIS 1.01340.106 0.8924+0.012 0.97240.036 0.777%+0.019* 1.03240.168 0.577%0.010%*
STIM1 1.01340.106 0.98340.020 0.97240.036 0.78140.005* 1.03240.168 0.58140.005%*
PMCA1 1.01340.106 0.9784+0.009 0.97240.036 0.8734+0.012* 1.03240.168 0.756+0.010%*
CASR 1.01340.106 0.98340.004 0.97240.036 0.85840.006* 1.03240.168 0.59840.022*
SERCA 1.01340.106 0.98540.006 0.97240.036 0.86540.004* 1.03240.168 0.69240.006*
CALM 1.01340.106 0.98240.005 0.97240.036 0.87240.007* 1.03240.168 0.77440.012%*
TRP1 1.01340.106 1.08940.059 0.97240.036 1.24440.010%* 1.03240.168 1.4414+0.011%*
TRP2 1.01340.106 0.975+0.016 0.97240.036 0.866+0.018* 1.03240.168 0.69240.007*
TRP3 1.01340.106 1.07740.067 0.97240.036 1.23540.007* 1.03240.168 1.28240.025%*
RyR1 1.01340.106 0.973+0.016 0.97240.036 0.88140.015* 1.03240.168 0.79540.007*
RyR2 1.01340.106 0.89840.001 0.97240.036 0.77940.001* 1.03240.168 0.69240.006*
RyR3 1.01340.106 0.95940.044 0.97240.036 1.23610.006* 1.03240.168 1.39540.032*
NCX 1.01340.106 0.95240.052 0.97240.036 0.86240.005* 1.03240.168 0.68140.005*
endoplasmic
reticulum stress
XBP1 1.01340.106 1.2314+0.001* 0.97240.036 1.3401+0.015* 1.03240.168 1.44340.019*
LAMP 1.01340.106 1.05440.057 0.97240.036 1.20740.012* 1.03240.168 1.23640.006*
GRP78 1.01340.106 1.04640.058 0.97240.036 1.34740.015* 1.03240.168 1.64440.013*
GRP94 1.01340.106 1.02340.009 0.97240.036 1.23040.001* 1.03240.168 1.53240.012%*
CHOP 1.01340.106 1.0194+0.011 0.97240.036 1.27340.040%* 1.03240.168 1.44740.013*
ATF4 1.01340.106 1.1154+0.012 0.97240.036 1.2361+0.109* 1.03240.168 1.3184+0.007*
ATF6 1.01340.106 1.00840.085 0.97240.036 1.21140.020%* 1.03240.168 1.34740.027*
inflammation
PTGES 1.01340.106 1.13340.001 0.97240.036 1.24610.006* 1.03240.168 1.43640.008*
HO-1 1.01340.106 0.97610.001 0.97240.036 0.82940.028* 1.03240.168 0.55440.019*
iNOS 1.01340.106 1.11940.016 0.97240.036 1.2474+0.016* 1.03240.168 1.3424+0.017*
NF-xB 1.01340.106 1.13540.007 0.97240.036 1.33740.010%* 1.03240.168 2.1984+0.056*
COX-2 1.01340.106 1.10140.017 0.97240.036 1.190%0.050* 1.03240.168 1.34440.010%*
TNF-a 1.01340.106 1.25240.061* 0.97240.036 1.336+0.012* 1.03240.168 1.78140.010%*
heat shock
proteins
HSP27 1.01340.106 1.09940.012 0.97240.036 1.3000.117* 1.03240.168 1.54440.017*
HSP40 1.01340.106 1.08840.006 0.97240.036 1.15140.050%* 1.03240.168 1.2384+0.013*
HSP60 1.01340.106 1.3334+0.010* 0.97240.036 1.44240.013* 1.03240.168 1.77240.007*
HSP70 1.01340.106 1.22240.009* 0.97240.036 1.33740.021* 1.03240.168 1.77440.023*
HSP90 1.01340.106 1.02540.058 0.97240.036 1.178+0.042* 1.03240.168 1.37540.058*



myocardial

contraction
MYL2
MYL3
TNNT2
TNNC1
MYHI1
MYHI15

1.0134+0.106
1.0134+0.106
1.0134+0.106
1.0134+0.106
1.0134+0.106
1.0134+0.106

0.98440.007
0.97240.007
0.978+0.010
0.889+0.010
1.010£0.011
0.903+0.005

0.972+0.036
0.972+0.036
0.972+0.036
0.972+0.036
0.972+0.036
0.972+0.036

0.884+0.013*
0.769+0.031*
0.871£0.024*
0.76510.004*
0.886+0.006*

0.86710.010

1.0324+0.168
1.0324+0.168
1.0324+0.168
1.0324+0.168
1.0324+0.168
1.0324+0.168

0.566+0.017*
0.618+0.032*
0.768 +0.019*
0.708 +0.052*
0.803+0.007*
0.777+0.018*

Values are the mean + SD (n = 15). * Indicates significant difference from the corresponding normal

(P <0.05). Normal-6 indicates the normal group at 6 days, Normal-8 indicates the normal group at

8 days, Normal-10 indicates the normal group at 10 days; siRNA-6 indicates the knockdown group
at 6 days, siRNA-8 indicates the knockdown group at 8 days, siRNA-10 indicates the knockdown

group at 10 days in vivo.



