
5.0.  Supplementary information

Supplementary table 1 | Primers used for relative RT-PCR experiments

Transcript 

name

Forward primer sequence Reverse Primer sequence Amplicon 

size (bp)

MiFBA6 CCAGAGGTGATTGCTGAGTA GTGACCATGGTTTCTTTCCC 157

MiDHS1 GAATCCTAAGGCCTCATCGA CGCAGCCACTCTTAATCTTC 154

MiCHS1 GTGTCTACCAGGCTGACTAC TAGCGCTTCTTGATCATGGA 118

MiTPS14 GATTGGCCATTATTGACGCT ATGGGTCACTGGTCGATATC 108

MiGAD1 AAGTGATGAGCAGTGGAAGA CATCCATCAAATAAGCCGCA 146

MiWun1 CTTTTCCGGGTCTAGTCCTT TCGCTCACATCTCTCTTTGT 142

MiGI ATCCCACTTGCATCTAACCA CCTCATGGGGTTACAGTTCT 128

MiNRX1 GAATCACCAGGTAAGGGACA TTTCGGGTGATGAGGATGAA 141

MiCAT1 GTGTCTACCAGGCTGACTAC TAGCGCTTCTTGATCATGGA 118

MiPER42 TAAGTGTCCAGACCCAATCC CACAATTAGCAAGCCCTTGT 127

MiGSTF6 TCCTCAGCAATGTATTGGGT TGGTAAACATGAGAGCTGGT 136

MiACT1 AAGATCAAGGTGGTAGCTCC ATGGACCCGACTCATCATAC 127

Supplementary figure S1 | GC-MS Chromatograms and internal standard
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Ribitol 

Representative GC–MS trace volatiles analyzed in the methanol extracts of Chaunsa mango (A) 

Inflorescence (Stage 1, Day 0), (B) nascent fruitlets (Stage 2, 18 DAF), (C) fruitlets (Stage 3, 34 

DAF), (D) un-ripe fruit (Stage 4, 62 DAF), (E) un-ripe fruit (Stage 5, 79 DAF), (F) un-ripe fruit 

(Stage 6, 92 DAF), (G) harvested un-ripe mango (Stage 7, 10 DAH) and (H) harvested ripe mango 

(Stage 8, 15 DAH). As analyzed on 7000C triple quadrupole mass spectrometer, coupled to a gas 

chromatograph. The arrow represents the internal standard ribitol peak in the region (retention 

time, 30.47 minutes). The main regions and peaks are described in the chromatograms.








