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Fig. S1 (a) 'Ligation of the cecum at moderate position. (b) ‘Cecal puncture
(‘through-and-through’) use No. 4 needle. (¢) Comparison of pro-inflammatory

and anti-inflammatory factors between the two groups.
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Fig. S2 The total ion chromatogram (TIC)

Three parallel samples were set in CLP group and sham group respectively. This figure
shows the TIC of these 6 samples. We can see that the consistency of these 6 samples
is very high, indicating that the mass spectrometry quantitative results are relatively

accurate.



