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Fig.S1. 3D (to the left) and 2D (to the right) interaction diagrams of a) lopinavir, b) nelfinavir
and c¢) remdesivir with the crystal structure of RdRp (PDB ID: 6M71).




Fig.S2. 3D (to the left) and 2D (to the right) interaction diagrams of a) lopinavir, b) nelfinavir
and c) remdesivir with the crystal structure of PLpro (PDB ID: 6w9c).
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Fig.S3. 3D (to the left) and 2D (to the right) interaction diagrams of a) lopinavir, b) nelfinavir
and c) remdesivir with the crystal structure of 3CLpro (PDB ID: 5r7y).



