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Figure S1: Normalised photoluminescence emission for the (a) unpuri ed S1 and (b) puri ed S2 supernatants
in the broad screening design centre point experiments N17-N19, and (c) unnormalised PL emission for all the
experiments in the broad screening design.
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Figure S2: Broad screening design S1 coe cient plots for photoluminescence peak: (a) position (median), (b)
width (IQR) and (c) intensity

Coe cient plots were used to build the models by identifying signi cant and insigni cant factors. In the centre
is the average median, interquartile range or intensity for the entire dataset. Bars above (or below) the centre
line indicate that the higher value of each factor, on average, increases (or decreases) the value of that response
compared to the average of the entire dataset. For example in Figure S2 (a), the sol% (solvent ratio) bar indicates
that increasing the amount of the reactant solvent in relation to 1-butanol (%sol = 65%) red shifts the PL median
by 12.4 nm. Meanwhile increasing the ligand concentration (ligand:Pb = 18:1) blue shifts the PL median by
17:1nm compared to the average of the dataset. Main terms and interactions where the error bars pass through 0
are immediately excluded from the model. Exceptions to this are when a main term is insigni cant by itself but
is involved with a signi cant interaction with another main term, as shown in Figure S5 (b).

Table S3: R?, Q?, model validity and reproducibility ranges for poor, satisfactory and good t models.

Model metric  Poor t Satisfactory t Good t

R? < 0.50 0.50 - 1.00
Q? < 0.10 0.10 - 0.50 0.50 - 1.00
Model validity < 0.25 0.25 - 1.00
Reproducibility < 0.50 0.50 - 1.00
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Figure S3: Broad screening design S2 coe cient plots for photoluminescence peak: (a) position (median), (b)
width (IQR) and (c) intensity

Table S4: Model results for the broad screening design

Supernatant R? Q? Model validity Reproducibility

S1 position  0:89 0:70 0:49 0:97
S2 position  0:73  0:49 0:45 0:95
S1 width 0:93 0:90 0:26 0:99
S2 width 0:92 0:88 0:20 0:99
Sl intensity 0:74 0:57 0:72 0:86
S2 intensity  0:93 0:76 0:57 0:97

























