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SUPPORTING INFORMATION

Supplementary Figure S1: MALDI-FT-ICR comparison of experimental (blue) and isotope

simulated (red) mass spectra of 24 identified Bacillus atrophaeus spore proteins
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(2) Small, acid-soluble spore protein L
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(3) YpzI family protein
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(5) Small, acid-soluble spore protein J
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(6) Hypothetical protein B4144 3326
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(7) Small, acid-soluble spore protein N
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(9) Small acid-soluble spore protein O
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Small, acid-soluble spore protein K
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(12) DUF4025 domain-containing protein
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YjzC family protein
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Alpha/beta-type small acid-soluble spore protein
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Small, acid-soluble spore protein, alpha/beta type

o -  S.CM.d: +MS
il 6890:.11:2531 6891.42756 B Ca05Ha7oNssOs:Ss, M, 6887.41760
8 1+
6892.42971
1+
1 6889.42293
6 1+
6893.43178
44 1+ 1+
6888.42038 6894.43380
1+
5 6895.43578
1+ 1+
6887.41760 6896.43774
| 1 ‘
0 ana A ARV W AN EE | AVicaliod )6 WLV PSS LATAVS S R N CAlT R VAR S AP U AVATAY L S e
6887 6888 6889 6890 6891 6892 6893 6894 6895 6896 mz
(16) Alpha/beta-type small acid-soluble spore protein
Intens. W S-CM.d: +MS
x107 by B CyogHassN S,, M, 7064.48651
] 1+ 7068.49695 209H 485N 00104 2, VI, .
7067.49452
1.0 -
7069.49929
1+
03 7066.49200
1+
1 7070.50158
0.6
] 1+ 1+
7065.48934 7071.50381
0.4
1 1+
7072.50601
024 . -
7064.48651 7073.50819
] f
0.0 T 1 LI ey 1 w LI Y L L L LI T 1
7065 7066 7067 7068 7069 7070 7071 7072 7073 mz




Y fhD family protein
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Apha/beta-type small acid-soluble spore protein
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Gamma-type small acid-soluble spore protein
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Formate/nitrite transporter family protein

Intens. |
x108 |

1.254

o
~
w
PR BT

o
o
=]
i

0.25

R N N S T B 1

9799.06111

e
=
S

9800.p6356

1+
9801.06585

1+
9802.06800

1+

9803.07005

B Cas2H710N10701185s, M, 8797.05555

1+

9804.07200

W S-CM.d: +MS

1+
9805.07388

Excalibur calcium-binding domain-containing protein

0.0

9881/28756

1+
9882.29020

9884.29525

1+

1+
9885.29768

1+
9886.30005

1+

B Cyq2H720N123012753, M, 9879.28195

9887.30238

9888.30468

1+

W S-CM.d: +MS

1+
9889.30694

9885

‘9886

12

‘9887

‘9888

‘9889 miz



