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Table S1. Samples used for RT-LAMP and RT-PCR

Laboratory Hospital

ID Number Ct'value Equivalentin  Resultof ID Number Ct' value Equivalentin Result of RT-

numb_er of RT-LAMP numbgzr of LAMP
copies copies
1 15.68 3.01E+07 Positive 111 16.96 7.55E+06 Positive
2 17.45 4.57E+06 Positive 112 17.69 3.60E+06 Positive
3 17.84 3.10E+06 Positive 113 17.96 2.75E+06 Positive
4 18.98 1.04E+06 Positive 114 17.99 2.67E+06 Positive
5 19.15 8.90E+05 Positive 115 18.27 2.04E+06 Positive
6 19.27 7.97E+05  Positive 116 19.73 5.26E+05 Positive
7 19.13 9.07E+05 Positive 117 19.75 5.17E+05 Positive
8 20.25 3.33E+05  Positive 118 19.85 4.73E+05  Positive
9 20.53 2.61E+05 Positive 119 19.94 4.37E+05 Positive
10 21.09 1.63E+05  Positive 120 20.36 3.03E+05 Positive
11 21.23 1.45E+05  Positive 121 20.66 2.34E+05 Positive
12 21.84 8.80E+04 Positive 122 21.49 1.17E+05 Positive
13 21.86 8.66E+04 Positive 123 21.74 9.54E+04 Positive
14 21.90 8.39E+04  Positive 124 23.47 2.48E+04 Positive
15 22.42 5.55E+04  Positive 125 23.53 2.37E+04 Positive
16 2251 5.01E+04  Positive 126 24.08 1.58E+04 Positive
17 23.27 2.30E+04 Positive 127 24.97 8.33E+03 Positive
18 23.46 2.50E+04  Positive 128 25.68 5.08E+03  Positive
19 23.76 2.00E+04  Positive 129 26.25 3.45E+03 Positive
20 24.15 1.50E+04  Positive 130 26.86 2.30E+03 Positive

21 24.52 1.15E+04  Positive 131 28.06 1.07E+03 Positive
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* Mean CT (Cycle Threshold) determined for N1 and CT N2. ND (Not determinate). No
Cq - No cycle guantification.



Statistical Analysis
In order to calculate the values for sensitivity, specificity, disease prevalence, positive
and negative predictive values and accuracy, the following data was considered:

Laboratory:
RT-LAMP RT-gPCR Results
Results Present n Absent n Total
Positive True Positive (a) 23 False Positive (¢c) O a+c
Negative False Negative (b) 4 True Negative (d) 83 b+d
Total a+b c+d
Hospital:
RT-LAMP RT-gPCR Results
Results Present n Absent n Total
Positive True Positive (a) 24 False Positive (¢) 1 a+c
Negative False Negative (b) 3 True Negative (d) 68 b+d
Total a+b c+d

Given that: true positive = a, false negative = b, false positive = ¢ and true negative = d,
the results were calculated considering the following:

a
Sensitivity = @+b)
Specificity = )

sensitivity X prevalence

PPV =
sensitivity X prevalence + (1 — specificity) X (1 — prevalence)

specificity X (1 — prevalence)

NPV =
(1 — sensitivity) X prevalence + specificity X (1 — prevalence)

Accuracy = Sensitivity X Prevalence + Specificity X (1 — Prevalence)
Cohen’s Kappa was calculated using the following. N = the total number of samples

_ Pr(a) —Pr(e)

1—Pr(e)
Pr(a) = a;\’,d

(a+b)><(a+c)+(c+d)><(b+d)

Pr(e) = N N N




