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Section S1. Characterisation of Silica Particles

Figure S1: Nitrogen adsorption and desorption isotherms for the silica 
particles: Non-porous silica (green circle); Mesoporous silica (red square); 
SBA-15 silica (blue triangle).
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Figure S2: Pore size distribution calculated based on BJH adsorption.
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Section S2. Normalised Lysozyme Concentration and Induction Time Determination
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Figure S3: Pore size distribution calculated based on BJH desorption.

Figure S4: Normalised lysozyme concentration profiles with different amount of 
thaumatin impurity and silica particle.  
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 40 mg/mL Lyso.+ 0.08 mg/mL Thau.
 40 mg/mL Lyso.+ 0.08 mg/mL Thau., 5mg SBA-15
 40 mg/mL Lyso.+ 0.08 mg/mL Thau., 10 mg SBA-15
 40 mg/mL Lyso.+ 0.08 mg/mL Thau., 15mg SBA-15
 40 mg/mL Lyso.+ 0.08 mg/mL Thau., 20 mg SBA-15
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Figure S5: An schematic illustration of protein concentration 
desupersaturation curve determined by UV-Vis spectrophotometer 
in protein crystallisation process. induction time determination. The 
black line represents 100% normalised protein concentration. The 
red line represents the tangent of the inflection point of the 
desupersaturation curve. The blue line represents x(time)=tin, which 
is the x value of the intercept of the red line and the black line.

0 2 4 6 8
0

20

40

60

80

100

N
or

m
al

is
ed

 P
ro

te
in

 C
on

ce
nt

ra
tio

n 
(%

)

Time (hour)

tin


