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Figure S1. Sequence and fragment base pair lengths from 6-FAM Seq2 primer from the pUC19 with 

the T7G10CpG insert. The platinum adduct peaks observed at 3’-(T/A)GTA-5’ regions are highlighted in 

red. The 5’-CGTA-3’ sequence for which no platinum adduct peaks were observed is highlighted in 

orange. The observed peaks are representative of at least three independent experiments with the 

complex 1.



Figure S2. Sequence and fragment base pair lengths from the 6-FAM Mito15 primer from pUC19 with 

the HMHRV insert. The platinum adduct peaks corresponding to the sequence 3’-(T/A)GTA-5’ are 

highlighted in red, and a platinum adduct peak corresponding to the sequence 3’-CGTA-5’ is 

highlighted in orange. The observed peaks are representative of at least three independent 

experiments with the [1C3-Pt(II)]+ complex.



           

Figure S3. 2.0% agarose gel showing the electrophoretic mobility of (A) PvuII cleaved pUC19 T7G10CpG 

insert and (B) PvuII cleaved pUC19 Mito15 insert; Lanes (A1-4, B1-B3) HinfI digest of pUC19 (Lanes A1 

and B1), pUC19 T7G10CpG insert (Lane A3), PvuII cleaved pUC19 T7G10CpG insert (Lane A4), pUC19 

HMHVR insert (Lane B2), PvuII cleaved pUC19 Mito15 insert (Lane B3). 



 

Figure S4. Electropherograms of cisplatin and polyamide-anthraquinone-platinum(II) complexes with PvuII digested T7G10CpG plasmid. A region of interest 

comparing the complexes with the same fragment length is indicated with purple dashed lines. Electropherograms of cisplatin and [1C3-Pt(II)]+) are boxed in 

red. The x-axis indicates the fragment size in nucleotides and the y-axis indicates relative fluorescence intensity.
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Figure S5. Identification of the sequence specificity of [1C3-Pt(II)]+ complex (red) with the T7G10CpG/PvuII plasmid. Electropherograms from Figure S4 were 

overlaid with cisplatin (blue) to elucidate the sequence specificity of the platinum complex. The traces a) overlaid and b) zoomed, with the corresponding 

DNA sequence (from dideoxy sequencing) have been aligned with the zoomed overlay in b). Black underline indicate the sequence 3’-(A/T)GTA-5’ and the 

orange underline indicates the sequence 3’-CGTA-5’. The x-axis indicates the fragment size in

nucleotides and the y-axis indicates relative fluorescence intensity.

3’-ATTAGTACCAGTATCGACA   GTGTTGTATGCTCG GCCTTCGTATTTC CGATTGAGTGTAATTA-5’

* *

*
* *
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Figure S6. Electropherograms of cisplatin and polyamide-anthraquinone-platinum(II) complexes with PvuII digested Mito15 plasmid. A region of interest 

comparing the complexes with the same fragment length is indicated with purple dashed lines. Electropherograms of cisplatin and [1C3-Pt(II)]+) are boxed in 

red. The x-axis indicates the fragment size in nucleotides and the y-axis indicates relative fluorescence intensity. 

Cisplatin

[1C3-Pt(II)]+

[1py-1,5C3-Pt(II)]+

[2py-1,5C3-Pt(II)]+

[3py-1,5C3-Pt(II)]+



Figure S7. (Top) overlay of electropherograms of cisplatin (blue) and [1C3-Pt(II)]+ (red) from the red boxed region of interest (Figure 3.11); (bottom) 

Dideoxynucleotide sequencing of DNA (DNA ladder). Distinctive peaks (1-4, 6-7) are marked with a black number (3’-(T/A)GTA-5’) and the absence of 

platinum adduct sequence is highlighted in orange (3’-CGTA-5’) (5).
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