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Fig. S1. The MAMs-related mRNA expression of liver 

 

The data are presented as means ± SEM. Symbol for the significance of differences between the vehicle control group and 

another group: *P < 0.05, **P < 0.01, ***P <0.001. Different letters above columns indicate significant differences at P < 

0.05 level between treatments. 
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Tab. S1. The dosage regimen and experimental groups. 

Groups Dosage regimen 

Con group Distilled water 

Vcon group Corn oil 

L group 5 mg/kg body weight /day (Lycopene) 

D500 group 500 mg/kg body weight /day (DEHP) 

D1000 group 1000 mg/kg body weight /day (DEHP) 

L+D500 group 5 mg/kg body weight /day (Lycopene) 

+500 mg/kg body weight /day (DEHP)  

L+D1000 group 5 mg/kg body weight /day (Lycopene) 

+1000 mg/kg body weight /day (DEHP)  

  



Tab. S2. Sequences of oligonucleotide primers for qRT-PCR. 

Gene Names Sequence (5' → 3') NCBI Reference 

Sequence 

Amplicon size 

(bp) 

GADPH AAGGTCGGTGTGAACGGATT 

CAACAATCTCCACTTTGCCACT 
NM_001289726.1 82 

β-actin CAAGAGAGGTATCCTGACCT 

TGATCTGGGTCATCTTTTCAC NM_007393.5 188 

Mfn1 TTCTGAGTTTCATCCTACCCC 

CGATCAGCCAAATTTCTTCCCA NM_024200.4 96 

Mfn2 AGCAAGTTGACATCACCCGAGA 

AAGTGAATCCAGAGCCTCGAC NM_001285920.1 80 

OPA1 CCGCTTCATGACAGAACCCAA 

CCTCGGCAAAGTCGTTCCAC NM_001199177.1 113 

Fis1 ACGCAATTTGAATATGCCTGGT 

CGCTGTTCCTCTTTGCTCCC NM_025562.3 113 

Drp1 CAAGAAAACTGTCTGCCCGAGA 

TTACTGCCTTTGGGACACTG NM_152816.3 114 

MFF ACAACGTCAGGTATGGCATT 

GAAGCTGCATCTACCACAGT NM_029409.3 82 

Mief1 GACGGCTGACCATATCCAAC 

TTCTCACGACGAACCAGGA NM_001357659.1 120 

Mief2 CTGCCCTGTCACTTCAACCC 

ACAGCACGTAGCCAATGTCA NM_001009927.2 82 

VDAC1 TCTGCCAACACGGAAACCAC 

TTCTCTGTAAACGTCAGCCCAT NM_001362693.1 86 

GRP75 AGCCAGGTGTTTTCTACTGC 

TGTCTCCAGCCATCTCTCG NM_010481.2 85 

Calnexin AAACTGAATAAGCCCTTCCTGT 

GCAGCTTCACATAGGCACCA NM_007597.3 103 

ERp44 TCACCAATCTTGATCGCAGT 

GAAGGCACAGTCATCATGCAA NM_029572.3 116 

IP3R ATATGGCAACGTGATCCAGCTC 

TCATGGCGTTCTTCTCTAGCAA NM_010585.5 95 

MCU TCCTCGATGACTTTAAGCTTG 

CCAGGGTCTTCACGTCGTTC NM_001033259.4 114 



PACS-2 AAAGAACTCCTGTCCGTGGT 

GTCCACTAGGAGGCAACACA NM_001291444.1 91 

Presenilin-2 ATCATGCTATTCGTGCCTGT 

CTGCCCGTTCTTCTCAGTGT NM_011183.3 90 

Ryr1 CAACTATGTCACCAGCATCCG 

TGTCAGAAATGGAGCCACCT NM_009109.2 115 

S100B AGCTTATCAACAACGAGCTCT 

CCATCTTCGTCCAGCGTCT NM_009115.3 91 

Sigma-1 GGGCACTCAAAACTTCGTCT 

AGCTCCACGATCAGCCGAGA NM_011014.3 105 

ACAT1 GCCACTAAACTTGGTACTGCT 

CCTTGGATGACATTGCCCAT NM_144784.3 101 

DGAT2 TGCCTTCTGTAACTTCAGCAC 

AGTTACCAGCCAACGTAGCC NM_026384.3 89 

FACL4 TATCCCTGGACTAGGACCGAA 

TCCTACAGCCATAGGTAAAGCA NM_207625.2 104 

PSS1 CTGGATGATCCCGGAGCCAA 

TCTTTATCTTCTTCCTCGCCAT NM_022029.2 82 

PSS2 TACTGTGGCATGAAGACCCTC 

TGAACTGAAAGGCAATCCTC NM_013782.4 112 

ATF4 ACATTCTTGCAGCCTTTCCC 

TCAACTTCACTGCCTAGCTCT NM_009716.3 89 

ATF6 ATTACCAGCTACCACCCACA 

AGTCCTGCCCATTGATCACA NM_001081304.1 98 

GRP78 CCAAAACCGCCTGACACCT 

ATTCCTGGTGTCAATGCGCTCT NM_001163434.1 103 

GRP94 CAAGCATACCAGACGGGCAA 

CTTCCTTAATCCGCCGCAAC NM_011631.1 118 

CHOP CTCGCTCTCCAGATTCCAGT 

TGACCACTCTGTTTCCGTTT NM_007837.4 91 

EIF2a CAGCTTATAGACCTCCAGCCTT 

ATGGCTTGTCACTTCCTGGAT NM_001005509.2 108 

PERK ATCAGCACTTTAGATGGACGAA 

AGACCCCACGTCCAAATCCCA NM_001313918.1 81 

  



Tab. S3. Total Variance Explained of PCA 

Total Variance Explained (Mitochondrial dynamics) 

Component 

Initial Eigenvalues Extraction Sums of Squared Loadings 

Total % of Variance Total % of Variance Total % of Variance 

1 7.686 64.052 64.052 7.686 64.052 64.052 

2 1.986 16.552 80.604 1.986 16.552 80.604 

3 .936 7.800 88.404 .936 7.800 88.404 

4 .535 4.456 92.860    

5 .342 2.852 95.712    

6 .209 1.741 97.453    

7 .143 1.190 98.643    

8 .067 .557 99.200    

9 .046 .380 99.580    

10 .032 .268 99.848    

11 .013 .105 99.953    

12 .006 .047 100.000    

Extraction Method: Principal Component Analysis (PCA). 

  



Tab. S4. Total Variance Explained of PCA 

Total Variance Explained (MAMs) 

Component 

Initial Eigenvalues Extraction Sums of Squared Loadings 

Total % of Variance Total % of Variance Total % of Variance 

1 10.290 79.153 79.153 10.290 79.153 79.153 

2 1.050 8.080 87.232 1.050 8.080 87.232 

3 .601 4.626 91.859 .601 4.626 91.859 

4 .390 3.002 94.861    

5 .223 1.717 96.578    

6 .159 1.227 97.804    

7 .122 .935 98.740    

8 .082 .630 99.370    

9 .050 .384 99.754    

10 .016 .123 99.877    

11 .007 .058 99.934    

12 .005 .038 99.973    

13 .004 .027 100.000    

Extraction Method: Principal Component Analysis (PCA). 

  



Tab. S5. Total Variance Explained of PCA 

Total Variance Explained (ER stress) 

Component 

Initial Eigenvalues Extraction Sums of Squared Loadings 

Total % of Variance Total % of Variance Total % of Variance 

1 7.556 68.695 68.695 7.556 68.695 68.695 

2 1.858 16.890 85.585 1.858 16.890 85.585 

3 .708 6.437 92.022 .708 6.437 92.022 

4 .345 3.132 95.154    

5 .206 1.871 97.025    

6 .141 1.278 98.303    

7 .076 .689 98.992    

8 .058 .525 99.517    

9 .032 .287 99.804    

10 .015 .138 99.942    

11 .006 .058 100.000    

Extraction Method: Principal Component Analysis (PCA). 

 

  



Tab. S6. The result of correlation analysis 

 

  



 

  



 

  



 

 
**. At the 0.01 level (Bilateral) significant correlation. 

*. At the 0.05 level (Bilateral) significant correlation. 

 


