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Fig. S1 The score scatter plot of the PCA model for (A) HN+dPep vs. FN. (B) HN+dPep vs. HN. The x-axis PC [1] and
y-axis PC [2] represent the scores of the first and second principal components, respectively. The score scatter plot
of the OPLS-DA model for (C) HN+dPep vs. FN. (D) HN+dPep vs. HN. The x-axis t [1] P represents the predicted
principal component score of the first principal component, while the y-axis t [1] O represents the orthogonal
principal component score. The permutation test of the OPLS-DA model for (E) HN+dPep vs. FN. (F) HN+dPep vs.
HN. The x-axis represents the retention of the permutation test, while the y-axis represents the R?Y or Q2 values.
The two dashed lines represent the regression lines of RZY and Q?, respectively. FN, MRS (DeMan, Rogosa, Sharpe)

medium; HN, MRS medium without half nitrogen source; HN+dPep, HN supplemented digested soybean peptides.



