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Table S1 The diet composition of control group and intervention groups

Control Mo group Cd group Mo+Cd group

basal diet 0~3 After3 0~3 After3 0~3 After3 0~3 After3
week week week week week week week  week

Composition (%)

Soybean meal 18.00 20.00 18.00 20.00 18.00 20.00 18.00 20.00
Corn 59.99 44.00 59.99 44.00 59.99 44.00 59.99 44.00
Wheat bran 11.00 1440 11.00 1440 11.00 14.40 11.00 14.40
Rice bran — 11.00 — 11.00 — 11.00 — 11.00
Cottonseed meal 5.00 — 5.00 — 5.00 —  5.00 —
Bone meal 1.58 580 1.58 580 1.58 5.80 1.58 5.80
Fish meal 3.00 200 3.00 200 3.00 200 300 2.00
Salt 0.370 0300 0.370 0300 0.370 0.300 0.370 0.300
Met 0.060 0.100 0.060 0.100 0.060 0.100 0.060 0.100
CaHPO, — 1.40 — 1.40 — 140 — 1.40
Premix* 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00
Total 100 100 100 100 100 100 100 100

Nutrient level

Ca (%) 0.800 2.77 0.800 277 0.800 277 0.800 2.77

ME (MJ-kg™) 11.93 1144 1193 1144 1193 1144 1193 1144
Crude protein (%) 18.03 17.63 18.03 17.63 18.03 17.63 18.03 17.63
Met + Cys (%) 0.600 0.650 0.600 0.650 0.600 0.650 0.600 0.650
Total phosphorous (%)  0.670 0.700 0.670 0.700 0.670 0.700 0.670 0.700
Lys (%) 0.850 0.970 0.850 0.970 0.850 0.970 0.850 0.970
Available phosphorus (%) 0.350 0.400 0.350 0.400 0.350 0.400 0.350 0.400

Mo or/and Cd (mg/kg)

[(NH4)¢M070,4-4H,0)]  0.00  0.00 100.00 100.00 0.00 0.00 100.00 100.00

(3CdS0O,4-8H,0) 0.00 0.00 0.00 0.00 4.00 4.00 4.00 4.00

*Per kilogram of premix contained the followings: Vp; 400 IU, V4 2,500 IU, Vg 1,215.0 pg,
Vs 0.5 mg, Vg 10.0 mg, Riboflavin 4.0 mg, Thiamine 4.0 mg, Nicotinic acid 55.0 mg,
Pantothenic acid 11.0 mg, Biotin 0.08 mg, Pyridoxine 2.5 mg, Folic acid 1.0 mg, Choline 1,300.0
mg, Se 0.20 mg, Fe 80.0 mg, Cu 10.0 mg, Zn 60.0 mg, Mn 50.0 mg.



Table S2 Gene primers sequence and their GenBank accession number

Gene name Accession number Primer sequences (5’ to 3”)

comet o masorss L ICICCTOGIOTTOATER
F :

NLRPS | XMLOGSOOSEA i CACCCTAGAGGAGAGT

e oo FmCAsCATooNcocct

o awomanss R SCTATGOTACACCTATTA
F :

GSDMA  XMOZMASIIOL i GG TCTICCOTAGTTGET
F :

GSDME  XMLOIZBIOT2 i GAGCTGCAAGAAGTCAACE

IL-1p DQ393268.1 Forward: TGGGCATCAAGGGCTACA
Reverse: TCGGGTTGGTTGGTGATG

I8 XMOZAIOL i AAAGCTGCCATGTTCAGA

comes sy R ACOMIGAIACTCCT
F :

kv R awcomocaiaoGa
F :

Bkl XMLOOSOROSI04 i GGOCCCAGTTAATGE
T
F :

e LTGRO

B-actin EF667345.1 Forward: ATGTCGCCCTGGATTTCG

Reverse: CACAGGACTCCATACCCAAGAAT




