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19 Figure S1 a diversity analysis of caecal microbiota.
20 (A) Rarefaction curves showed sequencing depth. (B) Chaol index. (C) OTU richness. (D)

21 Shannon index. Significance was evaluated using the Mann-Whitney U test.
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23 Figure S2 Histogram of the LDA scores (log10) computed for features differentially abundant

24 in Ctrl, CB and EtOH subjects.
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(A) Plasma FFA profile depicted by PLS scores plots (n=7 mice/group). (B) Concentrations of

total plasma PUFA, MUFA and saturated FA. (C) Relative concentrations of top 19 FFAs. (D)

Absolute concentrations of top 19 FFAs.




C7.0

W
4 o
g >
& = = ~ =
2.8 = < = = g 2 B
= 3Ty T & F v @< s = =
S & a%%8 o = : ¥5 =5 d e D =
o= NE O wa B - =2 gao= oF —_ <
~5 SeN ~G2EE Te N f——— 5 - kS - T _Is
2 a?%-3 A28 Qo & o~ g 48 I NoElT o9 A
TL Foage Celge $TGa kG s =2 m ¥ =&~ - T
';’E q‘achEJ;J: a‘nev—_hE DO oh 5 B g F BG b b bBb n'nwchchBE “"“"EJ‘
B& BB=ED 858658 8888 & B wg 8L E B8 BE; B38L.8 BBAE
orrormro-ogoocanaNonarnoferoldor—do yonvon-YNL-ONTIT rO-s
NN T O CORN DTN NOBDBOENOSD B0 ILe~ S8 —aEaAFooonNo N INSg ISR owD
\—\—\—FFFFFFF\—FFFFFFNN\—\-FI—EDFFQQFN!—:’NU)N\—NNNN NNNNZN IS NSO
VOOUOVOLLOVOVOLOLOVVVVLVEVOFFVOVZIOLVOOVOO [SRORGRS PSR EONSRO RGNy o
I - | |

I

o

C10:
C12:1 (cis-11)
C14:1 (trans-g)
C12:0
C14:1 (cis-9)
C18:3 (¢is-6,9,12)

C16:1 (trans-9)
C18:3 (0is-9,12,15)
C17:1 (cis-10)

C15:0

C13:1 (cis-12)
C18:2 (trans-9,12)
C18:2 (9,11&10,12-cis&trans)
C18:2 (cis-9.trans-11)
C18:2 (trans-10,cis-12)
C23:0
C20:5 (cis-5,8,11,14,17)
€19:2 (cis-10,13)
C16:1 (cis-9)
C18:2 (cis-8,12)
C16:

0
Saturated FFA

Total FFA

Total unsaturated FFA
C19:0

C21:1 (cis-12)

C19:1 (cis-10)

MUFA

Cc22:0

AST

C20:4 (cis-5,8,11,14)

C18:0
C20:3 (cis-8,11,14)
C22:6 (cis4,7,10,13,16,19)
C20:0
€22:3 (cis-13,16,19)
C22:1 (cis8trans-13)
C22:4 (cis-7,10,13,16)
C22:2 (cis-13,16)
C22:5 (cis-7,10,13,16,19)
C24:1 (cis-15)
C22:5 (cis-4,7,10,13,16)
C20:2 (cis-11,14)
C20:1 (cis-11)
Liver-to-body weight ratio
C20:1 (trans-11)
L

ALT
c18:1 (cis-11) [

Spearman R ©20:3 (cis-11,14,17)
P . 5181 (rans 6) S
| | C19:1 (cis-7)
0.8 0 08 i

30

31 Figure S4 Correlations between hepatic FFA and severity of liver injury.
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33 Table S1. Differential hepatic FFAs.

Baijiu vs Ctrl EtOH vs Ctrl FCe¢
FFA p? VIP® P VIP  Baijiw/Ctrl EtOH/Ctrl
C7:0 0.024 1.258 <0.001 1.643 2.537 2.594
C16:1 (cis-9) 0.094 0910 0.009 1.391 1.792 2.237
C17.0 0.013 1316 0.036 1.132 1.258 1.317
C18:0 0.001 1413 0.002 1.513 1.486 1.558
C18:1 (cis-9) 0.020 1.132 0.006 1413 1.274 1.432
C18:2 (cis-9,12) 0.350 0.678 0.036 1.168 1.074 1.247
C19:1 (cis-10) 0.007 1383 0.015 1.283 1.310 1.478
C19:2 (cis-10,13) 0.046 1.075 0.045 1.075 1.775 1.495
C20:0 0.010 1.242 0.013 1.324 1.512 1.215
C20:1 (cis-11) <0.001 1.542 0.004 1.492 1.538 1.482
C20:2 (cis-11,14) <0.001 1.735 0.001 1.694 1.737 1.714
C20:3 (cis-8,11,14) <0.001 1.835 <0.001 1.735 1.852 1.999
C20:4 (cis-5,8,11,14) 0.001 1499 0.032 1.150 1.475 1.715
C20:5 (cis-5,8,11,14,17) 0.039 1.205 0.018 1.205 1.295 1.274
C22:1 (cis&trans-13) 0.001 1.642 0.002 1477 1.829 1.453
C22:2 (cis-13,16) 0.002 1.521 0.001 1.716 2.068 1.707
C22:3 (cis-13,16,19) <0.001 1.694 <0.001 1.859 2.656 2.316
C22:4 (cis-7,10,13,16) <0.001 1.872 <0.001 1.872 2.199 1.867

C22:5 (cis-4,7,10,13,16) <0.001 1.646 <0.001 1.710 1.965 1.896
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C22:5 (cis-7,10,13,16,19) <0.001 1.735 <0.001 1.874 1.709 1.694

C22:6 (cis-4,7,10,13,16,19) 0.001 1.496 0.002 1.644 1.567 1.693

C24:1 (cis-15) <0.001 1.644 0.011 1.296 1.625 1.659

a p values were calculated from 2-tailed, unpaired Student’s ¢-test. ® Variable importance in the
projection (VIP) was obtained from OPLS-DA with a threshold of 1.0; ¢Fold change (FC) was

obtained by comparing mean concentration of FFAs in the baijiu or EtOH group to the Ctrl

group.



39 Table S2. Differential plasma FFAs.
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Baijiu vs Ctrl EtOH vs Ctrl FCe¢
FFA p? VIP® P VIP  Baijiw/Ctrl EtOH/Ctrl
C14:0 0.096 0917 0.036 1.125 1.435 1.484
C14:1 (cis-9) 0.116 0.756  0.028 1.274 1421 1.571
C16:1 (cis-9) 0.230 0.634 0.046 1.096 1.298 1.528
C17:1 (cis-10) 0.038 1.132 0.223  0.613 1.447 1.245
C19:0 0.938 0.841 0.007 1.413 0.989 0.649
C20:3 (cis-8,11,14) 0.013 1308 0.597 0.568 1417 1.100
C21:1 (cis&trans-13) 0.020 1.272 0.898  0.272 2.229 0.965
C22:4 (cis-7,10,13,16) 0.042 1.118 0994 0.174 1.370 1.001
C22:5 (cis-4,7,10,13,16) 0.017 1314 0.689 0.496 1.331 0.939
C22:5 (cis-7,10,13,16,19) 0.026 1.256 0.638  0.544 1.392 0.922

a p values were calculated from 2-tailed, unpaired Student’s #-test. ® Variable importance in the
projection (VIP) was obtained from OPLS-DA with a threshold of 1.0; ¢Fold change (FC) was

obtained by comparing mean concentration of FFAs in the baijiu or EtOH group to the Ctrl

group.



45 Table S3. Key hepatic FFAs and their concentrations (ng/g of liver tissue).

Concentrations (ng/g liver tissue)

FFAs Ctrl SD Baijiu SD EtOH SD
C7:0 16199 9514 41099 22332 42017 7442
C17.0 50602 8606 63664 7663 66630 14194
C18:0 802863 94149 1193279 197510 1251187 271389
C18:1 (cis-9) 6263817 1243956 7980870 1097487 8969211 1564497
C19:1 (cis-10) 15832 3616 20739 1605 23407 5499
C20:1 (cis-11) 107790 20049 165794 20298 159768 29348
C20:2 (cis-11,14) 68073 9486 118215 16233 116682 24820
C20:3 (cis-8,11,14) 115964 9213 214811 32941 231756 52229
C20:4 (cis-5,8,11,14) 550983 58715 812760 135078 945023 394091
C22:1 (cis&trans-13) 3421 326 6258 1616 4971 900
C22:2 (cis-13,16) 1803 332 3729 1196 3078 588
C22:3 (cis-13,16,19) 1479 242 3928 1077 3425 789
C22:4 (cis-7,10,13,16) 51127 3792 112449 17602 95444 17517
C22:5 (cis-4,7,10,13,16) 26898 3214 52840 12203 51009 10924

C22:5 (cis-7,10,13,16,19) 222595 16183 380525 64658 376967 53360

C22:6 (cis-4,7,10,13,16,19) 2072410 410400 3246443 610122 3508820 766631

C24:1 (cis-15) 3752 372 6097 870 6225 1982

Unsaturated FFA 24589169 3245203 29661149 3884477 33638003 6378210

MUFA 8292267 1107807 10685111 1908256 11983419 2533043




PUFA 16296902 2231571 18976038 2301422 21654583 3911863

Total FFA 32582998 4312396 39005281 5485400 43420509 7966617
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