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Summary of docking results

H-bonding interactions

Hydrophobic interaction

Compound AG, kcal/mol _ _
Residue Distance (A) Residue Distance (A)
1. DNA Gyrase
15 -10.98 ILE 94 3.51 PRO 79 3.97
LYS 103 3.98
ASN 46 3.71
16 -10.96 GLY 101 3.27 PRO 79 3.83
GLU 50 3.56 LYS 103 3.97
20 -11.21 THR 165 3.10 LYS 103 3.88
LYS 103 2.84
VAL 120 3.40
21 -10.33 ASP 73 2.94 ILE 78 4.53
ILE 78 3.99
PRO 79 3.61
LYS 103 4.04
22 -10.71 ASP 73 2.90 LYS 103 3.93
RLI -12.23 3.06 Arg76 -
3.15 Argl36
3.63 bidirectional Gly101
2.81 Gly101
2. DHFR
15 -10.29 SER69 2.99 VAL70 4.15
16 -11.11 SER69 2.80 LEU32 4.02
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H-bonding interactions

Hydrophobic interaction

Compound AG, kcal/mol _ _
Residue Distance (A) Residue Distance (A)
VAL70 4.57
20 -8.83 - - LEU32 4.43
VAL70 3.90
21 -8.75 TYR162 3.08 GLY157 4.45
22 -8.45 TYR162 2.98 GLY157 3.16
H9G -11.16 SER69 2.99 VAL70 4.15
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Docking Against 4DUH (DNA Gyrase)

Docking details for the Co-crystallized ligand RLI in the active site of DNA Gyrase
Score -12.2316351

Ligand Interactions Report

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH: ISOMERASE/ISOMERASE INHIBITOR
Ligand  Receptor Interaction Distance E (kcal/mol)

S11 11 O GLY 101 (A) H-donor 3.63 -1.0

N13 18 O GLY 101 (A) H-donor 2.81 -4.2

012 14 NH1 ARG 136 (A) H-acceptor 3.15 -1.7

012 14 NH2 ARG 136 (A) H-acceptor 3.06 -5.2

012 14 NH2 ARG 76 (A) ionic  3.64 -1.4

012 14 NH1 ARG 136 (A) ionic 3.15 -35

012 14 NH2 ARG 136 (A) ionic 3.06 -4.1
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Figure 1: 2D interactions of the co-crystallized ligand, RLI in the active site of DNA Gyrase
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Figure 2: 3D interactions of the co-crystallized ligand, RLI in the active site of DNA Gyrase
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Docking details for compound 15 in the active site of DNA Gyrase

Score -10.98

Ligand Interactions Report 1

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH

Ligand Receptor Interaction Distance E (kcal/mol)
6-ring CD PRO 79 (A) pi-H 397 -0.7

6-ring CE LYS 103 (A) pi-H 3.98 -0.7
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Figure 3: 2D interactions of the quinoline derivative 15 in the active site of DNA Gyrase
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Figure 4: 2D interactions of the quinoline derivative 15 in the active site of DNA Gyrase
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Docking details for compound 16 in the active site of DNA Gyrase
Ligand Interactions Report 2

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH

Ligand Receptor Interaction Distance E (kcal/mol)

C 10 O GLY 101 (A) H-donor  3.27 -0.7

guinoline ring serves as a backbone HB acceptor

CL 12 OE2 GLU 50 (A) H-donor 3.56 -0.3
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Figure 5: 2D interactions of the quinoline derivative 16 in the active site of DNA Gyrase
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Figure 6: 3D interactions of the quinoline derivative 16
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Docking details for compound 20 in the active site of DNA Gyrase

Score -11.2167978

Ligand Interactions Report 1

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH

Ligand Receptor Interaction Distance E (kcal/mol)
O 20 CB THR 165 (A) H-acceptor 3.10 -0.8

6-ring CE LYS 103 (A) pi-H 3.88 -0.8
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Figure 7: 2D interactions of the quinoline derivative 20 in the active site of DNA Gyrase
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Figure 8: 3D interactions of the quinoline derivative 20
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Docking details for compound 21 in the active site of DNA Gyrase

Score -10.3347683

Ligand Interactions Report 1

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH

Ligand Receptor Interaction Distance E (kcal/mol)
6-ring CA ILE 78 (A) pi-H 453 -0.6

6-ring CA ILE 78 (A) pi-H 399 -0.6

6-ring CD PRO 79 (A) pi-H 3.61 -0.7

6-ring CE LYS 103 (A) pi-H 4.04 -0.7
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Figure 9: 2D interactions of the quinoline derivative 21 in the active site of DNA Gyrase
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Ligand Interactions Report
4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH
Ligand  Receptor Interaction Distance E (kcal/mol)

N 15 OD1 ASP 73 (A) H-donor 294 -7.2
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Figure 10: 2D interactions of the quinoline derivative 21, pose 2
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Figure 11: 3D interactions of the quinoline derivative 21
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Docking details for compound 22 in the active site of DNA Gyrase

Score -10.7126884

Ligand Interactions Report 1

4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH

Ligand Receptor Interaction Distance E (kcal/mol)
N 15 OD1 ASP 73 (A) H-donor 3.01 -4.4

6-ring CE LYS 103 (A) pi-H 3.93 -0.7
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Figure 12: 2D interactions of the quinoline derivative 22, pose 1, in the active site of DNA Gyrase
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Ligand Interactions Report 2
4DUH: ISOMERASE/ISOMERASE INHIBITOR / 4DUH
Ligand  Receptor Interaction Distance E (kcal/mol)

N 15 OD1 ASP 73 (A) H-donor 290 -7.9
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Figure 13: 2D interactions of the quinoline derivative 22, pose 2, in the active site of DNA Gyrase
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Figure 14: 3D interactions of the quinoline derivative 22 in the active site of DNA Gyrase
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Docking Against 6DTH (DHFR)

Docking details for H9G in the active site of DHFR
Score -11.1688385

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC: ANTIFUNGAL PROTEIN/INHIBITOR
Ligand  Receptor Interaction Distance E (kcal/mol)
N12 16 O ILE 10 (A) H-donor 297 -1.6

N13 19 OD1 ASP 40 (A) H-donor 246 45

N22 31 NH1 ARG 80 (A) H-acceptor 2.68 -8.6
N21 30 NH1 ARG 80 (A) ionic 364 -14

N22 31 NH1 ARG 80 (A) ionic 268 -7.0

N22 31 NH2 ARG 80 (A) ionic 3.17 -35

N23 32 NH1 ARG 80 (A) ionic 3.73 -11

N23 32 NH2 ARG 80 (A) ionic 3.60 -15

S5-ring CD2 LEU 77 (A) pi-H 373 -06
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Figure 15: 2D interactions of quinoline derivative 15 in the active site of DHFR
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Figure 16: 3D interactions of quinoline derivative 15 in the active site of DHFR
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Docking details for H9G redocked in the active site of DHFR
Score -11.16

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand Receptor Interaction Distance E (kcal/mol)
N 24 OD1 ASP 40 (A) H-donor 299 45

N 27 O ILE 10 (A) H-donor 3.02 -2.2

N 27 O ILE 156 (A) H-donor 2.89 -2.3

6-ring  6-ring PHE 44 (A) pi-pi 4.00 -0.0
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Figure 17: 2D interactions of H9G in the active site of DHFR
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Docking details for compound 15 in the active site of DHFR

Score -10.2931118

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand Receptor Interaction Distance E (kcal/mol)
N 24 OG SER 69 (A) H-donor 299 -13

6-ring CG2 VAL 70 (A) pi-H 415 -0.7
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Figure 18: 2D interactions of quinoline derivative 15 in the active site of DHFR
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Figure 19: 3D interactions of quinoline derivative 15 in the active site of DHFR

Page 35 of 81



Docking details for compound 16 in the active site of DHFR
Score -11.1149416

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand Receptor Interaction Distance E (kcal/mol)
N 26 OG SER 69 (A) H-donor 2.80 -1.5

6-ring CD2 LEU 32 (A) pi-H 402 -0.6

6-ring CG2 VAL 70 (A) pi-H 457 -0.7
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Figure 20: 2D interactions of quinoline derivative 16 in the active site of DHFR
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Figure 21: 3D interactions of quinoline derivative 16 in the active site of DHFR
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Docking details for compound 20 in the active site of DHFR
Score -8.83793068

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand Receptor Interaction Distance E (kcal/mol)
6-ring CD2 LEU 32 (A) pi-H 443 -0.6

5-ring  CG2 VAL 70 (A) pi-H 3.90 -1.4
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Figure 22: 2D interactions of quinoline derivative 20 in the active site of DHFR
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Figure 23: 3D interactions of quinoline derivative 20 in the active site of DHFR
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Docking details for compound 21 in the active site of DHFR
Score -8.75586033

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand  Receptor Interaction Distance E (kcal/mol)
N 12 OH TYR 162 (A) H-donor 3.08 -0.6

5-ring  CA GLY 157 (A) pi-H 445 -1.0
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Figure 24: 2D interactions of quinoline derivative 21 in the active site of DHFR
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Figure 25: 3D interactions of quinoline derivative 21 in the active site of DHFR

Page 44 of 81



Docking details for compound 21 in the active site of DHFR

Score -8.45339394

Ligand Interactions Report

6DTC: ANTIFUNGAL PROTEIN/INHIBITOR / 6DTC

Ligand Receptor Interaction Distance E (kcal/mol)

N 12 OG SER 69 (A) H-donor 298 -1.1
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Figure 26: 2D interactions of quinoline derivative 22 in the active site of DHFR
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Figure 27: 3D interactions of quinoline derivative 22 in the active site of DHFR
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Representative spectral data of new compounds

13C NMR spectrum of compound 12
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13C NMR spectrum of compound 13
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Mass Spectrum of compound 13
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13C NMR spectrum of compound 14
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Mass spectrum of compound 14
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13C NMR spectrum of compound 15
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Mass spectrum of compound 15
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Mass spectrum of compound 16
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Mass spectrum of compound 17

Al-Azhar Unsvarsity C.‘Xcglibur\ﬂlu‘S\MOHAWD-HAMED-SJ'Q1 The Reglonai Centar for Mycology & Bictechnology 57252015 12,10.02 PM

RT: 0.00°6.00 SM: 158

Relative Abundance

100
90
80
70
60
50
40
30
20

10

N
=

N

NL:
2.73E8

TIC MS
MOHAMED
-HAMED-
SH21
52)
2
)

)
HNJ\N
<

Cl Cl)

2 3 “ 5 6
Time (min)

AOHAMED-HAMED-SH21 #323 RT: 542 AV: 1 SB: 57 5.32-562 . 5.07-5.69 NL: 1.21E4
" {0,0} + ¢ El Full ms [40.00-1000,00]

Relative Abundance

100
90

70
60
50
40
30
20
10

©
<
o
=2}

55.07
56.10
64.05
70.11
71.11

50.06
83.06

103.08

104.07

106.10

50 100

123.11

133.10

169.10
183.11

150.12
165.08

22710
239.13
243.10

198.10
20410
257.12

350.43
357.14
375.14
377.22

282.11

288.10
312.09
32411

344.05

150 200 250 300 350
miz

Page 56 of 81



1H NMR spectrum of compound 18

grenive directory: /exnort/home/Vnmr1/vnmrsys/data
Sample dlrectory: DD5Smm_ieog+ 12Mar2014—21:34:40
File: PROTON -

2.505

Pulse Sequence: s2pul ()
Solvent: pMso

Temp. 30.0 C , 3031 ¢ N 0]
Mercury=30088 *“NMR30 0N

Rejax. seiay 1.000 sec

Pulse 45,0 degrees

Acq. time 4.853 sec

Width 6600.7 Hz

13 repetitions
OBSERVE H1, 300.0687871 MHz
DATA PROCESSING
FT size 65536
Total time 21 min, 7 sec
Date: May 7 2015
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——————13.893

— 2 LYR

I o5 A

4 3 2 i & ppm
o S
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13C NMR spectrum of compound 18

’ Microanalytical Unit - FOPCU - NMR laboratory
Mohamed ElSawah C Phthalic-anh www.pharma.cu.edu.eg  dir-maufopcu@pharma.cu.edu.eg
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IR spectrum of compound 18
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Mass spectrum of compound 18

AkAzhar Universiy C\Xcalbur'data\SWMOHAMED-HAMED-SH2 The Regianal Center for Mycalogy & Biolechnclogy 5/24/2015 12 1426 PM
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13C NMR spectrum of compound 19

Mohamed ElSawah C Maliec-anh www.pharma.cu.edu.eg  dir-mau.fopcu@pharma.cu.edu.eg
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Mass spectrum of compound 19
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1H NMR spectrum of compound 19

~.
MohammedHamed-maliec-DMSO-H1 ( 55/
- =
Archive directory: /export/home/vnmr1/vnmrsys/data
Sample directory: DDSmm_test_12Mar2014-21:34:40
File: PROTON
=

Pulse Seguence: s2pul O

Solvent: DMSO
Temp. 30.0 C / 303.1 K
Mercury-300BB ""NMR300" N O

—_—2.493

Relax. delay 1.000 sec

Pulse 45.0 degrees \ R
Acg. time 4.853 sec N
Width 6600.7 Hz ’
11 repetitions

OBSERVE H1, 300.0687871 MHz N
DATA PROCESSING

FT size 65536

Total time 21 min, 7 sec I
Date: May 7 2015
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Archive directory: /export/hon
Sample directory: DDSmm_test_1
File: PROTON

Tuise Sequence: s2pul

Solvent: DMSO
Temp. 30.0 C / 303.1 K
Mercury-300BB "NMR300"

Relax. delay 1.000 sec
Pulse 45.0 degrees
Acq. time 4.853 sec
Width 6600.7 Hz
9 repetitions
OBSERVE H1, 300.0687871 MHz
DATA PROCESSING
FT size 65536
Total time 21 min, 7 sec
Date: May 7 2015

—10.770

IH NMR spectrum of compound 20

e/vnmrl/vnmrsys/data
2Mar2014-21:34:40
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13C NMR spectrum of compound 20

Mohamed ElSawah C Succinic-anh

i Microanalytical Unit - FOPCU - NMR laboratory

www.pharma.cu.edu.eg

dir-mau.fopcu@pharma.cu.edu.eg
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Mass spectrum of compound 20

Al-Azhar University C:Xcalibur\data\S\mohamed-hamed-sh1
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IR spectrum of compound 21
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IH NMR spectrum of compound 21

—
MohammedHamed-Acety1-DMSO-H1 @

Archive directory: /export/home/vnmri/vnmrsys/data
Sample directory: DDSmm_test_12Mar2014-21:34:40

File: PROTON

Pulse Sequence: sZpui CH3
Solvent: OMSO
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Mercury-300BB "NMR300"
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13C NMR spectrum of compound 21

Mohamed ElSawah C Acetyl-C-C1 www.pharma.cu.edu.eg
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Mass spectrum of compound 21

FAZNE University C\Xcalburdete\SWOHAMED-HAMED-SH4 Tha Regional Center for Mycolegy & Biotechnology 524/2015 11-39:23 AM
T 1.43-2.08 SM: 15B
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1H NMR spectrum of compound 22

MohammedHamed-CLACL-DMSO-H1 Qié/

Archive directory: /sexport/home/vnmrl/vnmrsys/data
Sample directory: DDSmm_test_12Mar2014-21:34:40 C|

.50C

File: PROTON

Pulse Sequence: s2pul

Solvent: DMSO
Temp. 20.0 C / 303.1 K
Mercury-30088 "NMR300"

Relax. delay 1.000 sec
Pulse 45.0 degrees
Acgqg. time 4.853 sec
Width 6600.7 Hz
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DATA PROCESSING
FT size 65536

Total time 21 min, 7 sec

Date: May 7 2015
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13C NMR spectrum of compound 22

Mohamed ElSawah C_Cl-Acetyl-Cl

Microanalytical Unit - FOPCU - NMR laboratory
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Mass spectrum of compound 22

Al-Azhar University C:\Xcalibur\data\S\mohamed-hamed-sh10 The Regional Center for Mycology & Biotechnology 5/24/2015 10:07:39 AM
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Elemental analyses data of the new compounds

¢ Re Al-Azhar University .
“810na Center for Myeology and Biotechnolog

Requester Data:

Name: Dr. Mohamed Hamed
Authority: Faculty of Pharmacy,
Al-Azhar University

Sample Data:
Ten samples had been submitted for elemental analysis.

Analysis Report:

Sample Code C% H% N%
SH1 |]a 61.98 4.48 10.53
SH2 7¢ 64.12 5.43 9.61
SH3 |y, 70.23 5.09 11.94
SH4 4y, 75.18 5.39 9.34
SH S 1Sa 62.21 3.81 11.67
SH6 15 69.37 4.98 1231
SH7 5¢ 56.89 3.28 10.69
SH8 |ge 66.34 4.78 11.81
SHO9 \5? 60.59 3.70 15.03
SH 10 [6% 40.18 2.16 752

INVESITIGATO

Al-Azhar University Campus - Nasr City, Cai
A sity s - Nas » Cairo, Egypt.
]‘cI: 0202 22620373 Fax: 0202 2262017; i
Ia.‘mallz remb@azhar.edu.eg .
ra(;lzs::lt:’:klllt'\‘{[;i/’\/ll\’;"\\x"zl'l{_har.cdu.cg.htm » http://www.al,har.cdu.cg/pagcs/fungi center.htm

: I AR P.O. box mail : 11751 Nasr City Cairo, Egypt.

Page 75 of 81



Res Al-Azhar University .
* Regional Centerfor Myeology and Biotechnolog)

Requester Data:

Name: Dr. Mohamed Hamed
Authority: Faculty of Pharmacy,
Al-Azhar University

Sample Data:
Ten samples had been submitted for elemental analysis.

Analysis Report:

Sample Code C% H% N%
SH11 |6 69.94 5.38 11.89
SH12 (4| 684l 522 12.13
SHI3 /0| 64.20 4.13 10.88
SH14 ) 67.28 4.62 15.01
SH15 13 5751 4.48 20.74
SH16 9| 69.84 3.75 17.19
SH17 25 64.89 3.67 20.41
SH18 74 64.37 4.30 20.36
SH19 27 65.13 5.18 23.60
SH20 79 57.08 4.11 20.59

INVESITIGAFOR / ' IRECT
‘ / \

:f\.l-Azhar University Campus - Nasr City, Cairo, Egypt.
Tel: 0202 22620373 Fax: 0202 22620373 i
E.mail: remb@ azhar.edu.eg
Website: http://www.azhar.edu eg.htm * http://www. i i
€ L .azhar. .eg. p://www.azhar.edu.eg/pages/fungi_center.htm
Facebook: RCMB AZHAR P.O. box mail : 11751 Nasr (‘Tt_v Cairo, Egypt.
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Results of the In vitro antimicrobial evaluation study

| THE REGIONAL CENTER FOR MYCOLOGY AND BOTECHNOLOGY | = :
ANTIMICROBIAL ACTIVITY UNIT W

REFERRED FROM: Dr.: MOHAMED HAMED
Mean zone of inhibition in mm #* Standard deviation beyond well diameter (6 mm) produced on a range of environmental and clinically pathogenic microorganisms using (1mg/ml)
concentration of tested samples. Results are depicted in the following table:

/ /
Sample SH26 SH27 SHR29 SH SH31
; ‘X | R R , St.

7

(2.7 7
N fo
| canter for mircology and by %
o® ng -

/3

Tested microorgani

Amphotericin B

FUNGI

Aspergillus fumigatus (RCMB 02568) NA 24.2+£0.58 | 2031271 21.3%15 23.2% 0.58 23.7% 0.63
yncephalastrum r (RCMB 05922) NA 22.3+1.2 !139/.33:' 0.63. Ny ¢ z‘“o\.4 +0.72 21.4% 1.5 19.7+ 0.72
Geotricum candidum  (RCMB 05097) NA 27.3:0.58 | | Vg,z..u" 21 5 gsi.z* 0.58 24.6% 0.44 o
Candida albicans (RCMB 05036) NA NA P 214557 na i 25.4% 0.63
Gram Positive Bacteria: T~ Ampicillin

Strep UuS P iae (RCMB 010010) 16.3% 1.2 26.8+ 1.63 | 21.3 + 0.63 20.6 2.1 243 %21 288502
Bacillis subtilis (RCMB 010067) 18.242.1 | 28.1%058| 23.6%2.1 22.4+ 1.5 26.2 + 0.58 e o

Gram negativeBacteria: NTIMT(‘D ADRIAT ACTIVT ,L INIT Gentamicin

YA LVLANZINS Jidi/ s TA R LV R X 17.3+ 0.63
F di aerugil (RCMB 010043) NA NA NA NA
Escherichia coli (RCMB 010059) 15.4% 0.72 22.3+1.5 | 20.3% 1.6 18.3+ 0.58 18.6% 0.72 21.3% 0.58
¢ The test was done using the diffusion agar technique, Well diameter: 6.0mMm  wociivesiee (100 p! was tested), RCMB: Regional Center for Mycology and Biotechnology Antimicrobial

unit test organisms *NA: No activity, data are expressed in the form of mean £ SD. B ) )
Some of your antimicrobial results are promising, so determination ‘of the Minimum Inhibitory Concentration (MIC) for the tested sample(s) is

recommended.

Investigators

Dr. MARWA MOSTAFA DIRECTOR

Prof. Dr. ILH. Elsheikh
& R
Postal address:p.o.box:8104- Nasr City 11371 Cairo- Egypt Tel: 01114313001 E — mail: marwa2remb@ Yahoo.c ;4/24_/
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| THE REGIONALCENTER FoR mcoLooY AND BOTECHNOLOGY |
ANTIMICROBIAL ACTIVITY UNIT

REFERRED FROM: Dr.: MOHAMED HAMED
Mean zone of inhibition in mm #+ Standard deviation beyond well diameter (6 mm) produced on a range of environmental and clinically pathogenic microorganisms using (1mg/ml)

concentration of tested samples. Results are depicted in the following table:

B Sample SH1 SH2 SH3 P SH4 SH5 St
/ ’ ) A ) g | (G “ \ | =
@ SR AR CO D
A pegtors! center fof and \/ \</
Tested microorg: [
FUNGI Amphotericin B
Aspergillus fumigatus (RCMB 02568) 14.6 £ 1.5 16.3+ 1.2 | 16.9% 0.63 20.3% 2.1 13.24 0.58 23.7+ 0.63
P $
Sy halastrum r: (RCMB 05922) 13.4% 0.44 14.2 & o,s’s}}, ‘isg_z"t 1.2 19.2% 0.72 11.3+ 1.2 19.7+ 0.72
PR R 28.7% 0.58
eotricum candidum  (RCMB 05097) 15.4% 1.2 15.9+ 21° { . 16.3.% 0.42 22.3% 1.5 14.1% 0.63
Candida albicans (RCMB 05036) A in ¥ - N NA NA 2814E 003
= = e it ™ Ampicillin
Strep p (RCMB 010010) 16.3% 1.5 16.8 £ 0.58 17.1% 1.5 21.3 £ 0.63 143+ 21 23.8%0.2
F 32.4% 0.58
Bacillis subtilis (RCMB 010067) 18.1+ 0.58 19.1+ 0.63 19.6+ 0.63 22.4%0.58 16.1+ 0.58
G ANTIMICRORIAL ACTIVITY UNI
5 s L T O e
F aer (RCMB 010043) NA NA NA NA NA
Escherichia coli (RCMB 010059) 14.8 + 2.1 15.6 + 0.63 16.3% 0.72 20.6 £1.2 124+ 1.5 21.3%+ 0.58

¢ The test was done using the diffusion agar technique, Well diameter: 6.0 mm ... ...... (100 pl was tested), RCMB: Regional Center for Mycology and Biotechnology Antimicrobial

unit test organisms *NA: No activity, data are expressed in the form of mean + SD. ) _—
Some of your antimicrobial results are promising, so determination of the Minimum Inhibitory Concentration (MIC) for the tested sample(s) is

recommended.

Investigators
Dr. MARWA MOSTAFA

DIRECTOR
Prof: Dr. LI Elsheikh
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Mean zone of inhibition in mm * Standard deviation beyond well diameter (6 mm) produced on a rang

| THE REGINAL CENTER FORMYCOLOGY AUD BOTECHNOLOGY |

ANTIMICROBIAL ACTIVITY UNIT

e of environmental and clinically pathogenic microorganisms using (1mg/ml)

concentration of tested samples. Results are depicted in the following table:
ﬂ Sample SH7 sHB SHO SH10 St
T 7 . .
(9L M 15¢ 23
quganst comter (50 e v B
Tested microorganisms °
FUNGI Amphotericin B
NA NA
Aspergillus fumigatus (RCMB 02568) 17.3% 2.1 223 1.2 23.7% 0.63
A NA NA
yncep um r (RCMB 05922) 16.4 * 0.58 \ 20.7 + 0.58 19.7+ 0.72
Geotricum candidum  (RCMB 05097) 19.1 £ 1.5 g '( il 5 N 25.2 % 0.63 I
Candida albicans (RCMB 05036) NA NAS N NA NA 254500
Gram Positive Bacteria: 5T Ampicillin
Strep P jae (RCMB 010010) 18.3% 0.63 13.6+ 1.2 15.7 £ 2.1 17.1% 0.44 22.84 2.1 23.8+ 0.2
- 32.4% 0.58
Bacillis subtilis (RCMB 010067) 20.4% 0.63 15.2% 1.5 16.1 + 0.58 17.9% 0.63 26.8+ 0.58
B o ANTIMICRORIAL AC NI pe
= AL Iat Fon o e e e e 730,63
P aerugi (RCMB 010043) NA NA NA NA NA
Eschem-'h'a coli (RCMB 010059) 17.5% 2.1 12.4% 0.58 15.2+ 0.63 16.7 +2.1 23.4 +0.63 21.3+ 0.58
B: Regional Center for Mycology and Biotechnology Antimicrobial

¢  The test was done using the diffusion agar technique, Well diameter:

6.0 mm

unit test organisms *NA: No activity, data are expressed in the form of mean + SD.

Some of your antimicrobial results are promising, so.

recommended.

Investigators
Dr. MARWA MOSTAFA
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REFERRED FROM: Dr.: MOHAMED HAMED
Mean zone of inhibition in mm + Standard deviation beyond well diameter (6 mm) produced on a range of environmental and clinically pathogenic microorganisms using (1mg/ml)
concentration of tested samples. Results are depicted in the following table: \ /

J Sample SH16 SH17 SH18 SH19 SH St
NicE ) 15 ‘ (D 2
u/ £ \/ s ol &/
b./ @ .gpnnl myce blogg
Tested microorganisms A %
FUNGI Ampbhotericin B
Aspergillus fumigatus (RCMB 02568) 18.3% 1.2 19.3 + 0.63 21.3+ 1.2 23.7+ 0.63
Syncephalastrum (RCMB 05922) 19.3+0.58 | 19.9+2.1 20.4 + 0.58 19.7+ 0.72
Geotricum candidum  (RCMB 05097) 20.4 £ 2.1 20.6 + 0.58 21.9% 0.58 2R 008
Candida albicans (RCMB 05036) NA NA NA 2RAE0.03
Gram Positive Bacteria: Ampiciilin
- 23.8% 0.2
‘Strep P (RCMB 010010) 19.3+ 0.58 | 20.3*0.58 20.7 £ 0.72 21.3 + 0.44 22.4 £ 0.63
Bacillis subtilis (R 0 7 32.4% 0.58
cliis sUbLIEEICREME O1R06Y) 2124072 | 2L4%1.2 21.8+ 0.63 22.1% 0.63 23.84 0.63
R ANTIMICRORIAL AC NI i
5 5 L N & it
F aerug (RCMB 010043) NA NA NA NA NA
Escherichia coli (RCMB 010059) 18.3 + 0.63 | 20.3 +0.58 20.9 + 0.58 21.2 + 0.58 18.9% 0.72 21.3%£ 0.58

¢  The test was done using the diffusion agar technique, Well diameter: 60mm ... (100 pl was tested), RCMB: Regional Center for Mycology and Biotechnology Antimicrobial

unit test organisms *NA: No activity, data are expressed in the form of mean + SD. ) ) o )
Some of your antimicrobial results are promising, so determination of the Minimum Inhibitory Concentration (MIC) for the tested sample(s) is

recommended.

Investigators
Dr. MARWA MOSTAFA

DIRECTOR
Prof: Dr. LH. Elsheikh
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REFERRED FROM: Dr.: MOHAMED HAMED
Mean zone of inhibition in mm # Standard deviation beyond well diameter (6 mm) produced on a range of environment
concentration of tested samples. Results are depicted in the following table:

al and clinically pathogenic microorganisms using (1mg/ml)

ﬁ Sample SH11 SH12 B SH15 St
55) @ (52)
k(/ ,,,»A cen nd -
Tested microorganisms L“‘
FUNGI Amphotericin B
NA N
Aspergillus fumigatus (RCMB 02568) 19.3 £ 2.1 17.3% 1.2 i 20.1%1.2 A 23.7+ 0.63
Aty NA
yncep um r (RCMB 05922) 17.2 £ 0.25 16.2£ 0.44 | 7 AN Y 18.3% 0.58 19.7+ 0.72
Geotricum candidum  (RCMB 05097) 19.9 + 1.5 18.3% 2.1 { it 20.1+2.1 WA 287 on8
Candida albicans (RCMB 05036) NA NA 7 PP NA NA 245 0.05
Gram Positive Bacteria: Ampicillin
Strep p iae (RCMB 010010) 17.4 + 0.58 18.1% 0.72 NA 19.3 + 0.58 NA 23.8%£ 0.2
Bacillis subtilis (RCMB 010067) 19.1+ 0.63 20.2+ 0.58 NA 20.8+0.67 gh graroat
Gram negativeBacteria: A T Gentamicin
NTIMICD eV NI
] VL OYLIONRIIN SipvirL Uit NA 17.3% 0.63
P aerug (RCMB 010043) NA NA NA
Escherichia coli (RCMB 010059) 15.2 + 0.58 16.6 = 0.72 NA 19.2 +0.63 NA 21.3% 0.58

¢  The test was done using the diffusion agar technique, Well diameter: 6.0mm .......eeeen (100 pl was tested), RCMB: Regional Center for Mycology and Biotechnology Antimicrobial
unit test organisms *NA: No activity, data are expressed in the form of mean + SD. _ " — )
Some of your antimicrobial results are promising, so determination of the Minimum Inhibitory Concentration (MIC) for the tested sample(s) is

recommended.
Investigators
Dr. MARWA MOSTAFA DIRECTOR
Prof. Dy, N1 Bisheikh
< [ >
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