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Figure S1. TEM image of citrate-protected GNPs.
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Figure S2. Synthetic procedures of (A) TA-mPEG and (B) TA-NHN=Dox-mPEG with different

PEG molecular weights of 350, 550, and 1000 Da.
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Figure S3. *H NMR spectrum of TA-NHN=DOX-mPEG3so.
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Figure S4. *H NMR spectrum of TA-NHN=DOX-mPEGsso.
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Figure S5. *H NMR spectrum of TA-NHN=DOX-mPEG10oo.
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Figure S6. (A) UV-Vis, (B) fluorescence, (C) FT-IR, and (D) *H NMR spectra of (a) Conj-350, (b)
Conj-550, and (c) Conj-1000.
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Figure S7. (A) TEM images, (B) hydrodynamic diameters and zeta potentials, and (C) TGA curves
of (a) Conj-350, (b) Conj-550, and (c) Conj-1000. The date in (B) represents the mean £SD (n=3).
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Figure S8. Stability of (A) Conj-350, (B) Conj-550, and (C) Conj-1000 in different media: (a) 0.03
M PBS at pH 7.4, (b) 0.03 M PBS at pH 5.5, (c) 0.2 M PBS at pH 7.4, and (d) 0.03 M, pH 7.4 PBS

containing 2% FBS. The date represents the mean £SD (n=3).
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Figure S9. In vitro drug release of (a) Conj-350, (b) Conj-550, and (c) Conj-1000 in PBS at (A) pH
7.4, (B) pH 6.8, (C) pH 5.5, (D) pH 7.4 with 2 uM GSH, (E) pH 7.4 with 10 mM GSH, and (F) pH

7.4 with 20 unit/mL porcine liver esterase (PLE). The date represents the mean £SD (n=3).
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Figure S10. (A) CLSM images of HepG2 cells after incubated with Conj-350 at 37 <C for 4, 24, and
48 h, respectively. The nuclei and mitochondria were stained by Hoechst 33342 and LysoTracker,

respectively. The scale bar is 20 um.
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Figure S11. (A) CLSM images of HepG2 cells after incubated with Conj-1000 at 37 <C for 4, 24,

and 48 h, respectively. The nuclei and mitochondria were stained by Hoechst 33342 and

LysoTracker, respectively. The scale bar is 20 um.



