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Fig. S1 Structural formula of D-T7, TGN, and CGN peptides and DSPE-PEG-D-T7, DSPE-PEG-

TGN, and DSPE-PEG-CGN
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Fig. S2 Structural formula of T7, TAT, and GSH peptides and DSPE-PEG-T7, DSPE-PEG-TAT,

and DSPE-PEG-GSH.
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Fig. S3 Mass spectra of TGN, CGN, and D-T7 peptides and DSPE-PEG-TGN, DSPE-PEG-CGN,

and DSPE-PEG-D-T7.
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Fig. S4 Mass spectra of T7, TAT, and GSH peptides and DSPE-PEG-T7, DSPE-PEG-TAT, and

DSPE-PEG-GSH.
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Fig. S5 Zeta potential of the different peptide-lipids@PL nanoparticles analyzed by DLS.

un

Heart

Liver

Spleen

Lung

Kidney

“ea’ted \\p\ds@ 174

\dS@D

o1

'\\p\ds@

\\p\dﬁ@ N \.‘p\ds@

GoH \\9‘65@

Fig. S6 Fluorescent imaging of organs ex vivo 24 h after the injection of DiR-labelled

nanoparticles.

T \\p\ds@P




A Untfeated\'\p\dS@P\"\”{-\\p\dS@P T7-\‘p\ds@GN-\‘p‘dS@ GN’\\p‘dS@SH-\\p\dS@ P\T \\p\dS@P

Lo PL
B umrea‘ed\\p\ds@“ﬂ ipids@Fs T7—“‘P‘°‘5@GN ipids @ ipisCer, ipias@RE s @P-

£ § -§ o 3 » R ~ P R e

Fig. S7 Confocal microscopy image of bEnd.3 cells (A) and hippocampal neurons (B) co-cultured

with various nanoparticles for 24 hours.
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Fig. S8 The biosafety of PBS, LTG, lipids@PL nanoparticles and D-T7-lipids@PL nanoparticles

was evaluated by blood routine and blood biochemical analysis.
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Fig. S9 Biosafety of lipids@PL nanoparticles and D-T7-lipids@PL nanoparticles was evaluated

by H&E staining analysis.



